The dataset contains 723 proteins, in which ‘1’ represents

disordered residue and ‘0’ represents ordered residue.
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>la3cA
MNOKAVILDEQATRRALTRIAHEMIERNKGMNNCILVGIKTRGIYLAKRLAERIEQIEGNPVTVG
EIDITLYRDDLSKKTSNDEPLVKGADIPVDITDOKVILVDDVLYTGRTVRAGMDALVDVGRPSSI
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>1a48A
SITKTELDGILPLVARGKVRDIYEVDAGTLLEFVATDRISAYDVIMENSTIPEKGILLTKLSEFWEFK
FLSNDVRNHLVDIAPGKTIFDYLPAKLSEPKYKTQLEDRSLLVHKHKLIPLEVIVRGYITGSAWK
EYVKTGTVHGLKQPOQGLKESQEFPEPIFTPSTKAEQGEHDENISPAQAAELVGEDLSRRVAELAV
KLYSKCKDYAKEKGITIADTKFEFGIDEKTNEITLVDEVLTPDSSREWNGASYKVGESQDSYDKQ
FLRDWLTANKLNGVNGVKMPQDIVDRTRAKYIEAYETLTGSKWSH
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>labyA
MEMEKEFEQIDKSGSWAAIYQODIRHEASDEFPCRVAKLPKNKNRNRYRDVSPFDHSRIKLHQEDND
YINASLIKMEEAQRSYILTQGPLPNTCGHEFWEMVWEQKSRGVVMLNRVMEKGSLKCAQYWPQKEE
KEMIFEDTNLKLTLISEDIKSYYTVRQLELENLTTQETREILHFHYTTWPDEFGVPESPASEFLNFEL
FKVRESGSLSPEHGPVVVHSAGIGRSGTFCLADTCLLLMDKRKDPSSVDIKKVLLDMRKEFRMGLI
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TTETIQSNANLAPLPPHVPEHLVEDEDMYNPSNLSAGVQEAWAVLOESNVPDLVWTRCNGGHWIA
TRGOQLIREAYEDYRHFSSECPFIPREAGEAYDFIPTSMDPPEQRQFRALANQVVGMPVVDKLENR
IQELACSLIESLRPOQGOCNFTEDYAEPFPIRIFMLLAGLPEEDIPHLKYLTDOMTRPDGSMTFAE
AKEALYDYLIPITEQRRQKPGTDAISIVANGQVNGRPITSDEAKRMCGLLLVGGLDTVVNFEFLSES
MEFLAKSPEHRQELTIQRPERIPAACEELLRREFSLVADGRILTSDYEFHGVQLKKGDQILLPQOMLS
GLDERENACPMHVDESROKVSHTTFGHGSHLCLGQHLARREIIVTLKEWLTRIPDESIAPGAQIQ



HKSGIVSGVQALPLVWDPATTKAV
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>lam7B
MVEINNQRKAFLDMLASEGTDNGROKTRNHGYDVIVGGELFTDYSDHPRKLVTLNPKLKSTGAGR
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SKYVDRVIAEVEKKYADEPEFVQTVEEVLSSLGPVVDAHPEYEEVALLERMVIPERVIEFRVPWE
DDNGKVHVNTGYRVQFNGAIGPYLGGLRFAPSVNLSIMKFLGFEQAFKDSLTTLPMGGAKGGSDF
DPNGKSDREVMRFCOQAFMTELYRHIGPDIDVPAGDLGVGAREIGYMYGQYRKIVGGEFYNGVLTGK
ARSFGGSLVRPEATGYGSVYYVEAVMKHENDTLVGKTVALAGFGNVAWGAAKKLAELGAKAVTLS
GPDGYIYDPEGITTEEKINYMLEMRASGRNKVQDYADKEFGVQFEFPGEKPWGQKVDIIMPCATQND
VDLEQAKKIVANNVKYYIEVANMPTTNEALRFLMOOPNMVVAPSKAVNAGGVLVVGFEMSQONSER
LSWTAEEVDSKLHQVMTDIHDGSAAAAERYGLGYNLVAGANIVGFOQKIADAMMAQGIAW
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MSLLNKPKSEMTPEELQKREEEEFNTGPLSVLTQSVKNNTQVLINCRNNKKLLGRVKAEFDRHCNM
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MEKTRPDYTSENTVDEWLEATKMGOQYKESFANAGEFTSFDVVSQMMMEDILRVGVTLAGHQKKILN
SIQVMRAQMNQIQSVEV
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>1b65E
MTSQTPTRKPRARDLGLPFTGVTGPYNAITDVDGVGVGFQTITENEPRPGRKRPARSGVTAILPH
MOSETPVPVYAGVHRENGNGEMTGTHWIEDGGYFLGPVVITNTHGIGMAHHATVRWMVDRYASTY
QTDDFLWIMPVVAETYDGALNDINGFPVTEADVRKALDNVASGPVQEGNCGGGTGMITYGFKGGT
GTASRVVEFGGRSFTIGALVOANHGORDWLTIAGVPVGQHMRDGTPQSQLOQERGSIIVVLATDLP
LMPHQLKRLARRASIGIGRNGTPGGNNSGDIFIAFSTANQRPMOHRSAPFLDVEMVNDEPLDTVY
LAAVDSVEEAVVNAMIAAEDMGGTPEFDRLLVOATIDHERLRAVLRQYGRLA
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>1b6aA
MAGVEEVAASGSHLNGDLDPDDREEGAASTAEEAAKKKRRKKKKSKGPSAAGEQEPDKESGASVD
EVARQLERSALEDKERDEDDEDGDGDGDGATGKKKKKKKKKRGPKVQTDPPSVPICDLYPNGVEP
KGQECEYPPTQDGRTAAWRTTSEEKKALDOQASEEIWNDFREAAEAHRQVRKYVMSWIKPGMTMIE
ICEKLEDCSRKLIKENGLNAGLAFPTGCSLNNCAAHYTPNAGDTTVLQYDDICKIDFGTHISGRI
IDCAFTVTEFNPKYDTLLKAVKDATNTGIKCAGIDVRLCDVGEAIQEVMESYEVEIDGKTYQVKPI
RNLNGHSIGQYRIHAGKTVPIVKGGEATRMEEGEVYATETFGSTGKGVVHDDMECSHYMKNEDVG
HVPIRLPRTKHLLNVINENFGTLAFCRRWLDRLGESKYLMALKNLCDLGIVDPYPPLCDIKGSYT
AQFEHTILLRPTCKEVVSRGDDY
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>1b7tA
MNIDEFSDPDFQYLAVDRKKLMKEQTAAFDGKKNCWVPDEKEGFASAEIQSSKGDEITVKIVADSS
TRTVKKDDIQSMNPPKFEKLEDMANMTYLNEASVLYNLRSRYTSGLIYTYSGLECIAVNPYRRLP
IYTDSVIAKYRGKRKTETIPPHLFSVADNAYQONMVTDRENQSCLITGESGAGKTENTKKVIMYLAK
VACAVKKKDEEASDKKEGSLEDQITQANPVLEAYGNAKTTRNNNSSRFGKFIRIHFGPTGKIAGA
DIETYLLEKSRVTYQQSAERNYHIFYQICSNATIPELNDVMLVTPDSGLYSFINQGCLTVDNIDDV
EEFKLCDEAFDILGFTKEEKQSMFKCTASTILHMGEMKFKOQRPREEQAESDGTAEAEKVAFLCGIN
AGDLLKALLKPKVKVGTEMVTKGONMNQVVNSVGALAKSLYDRMENWLVRRVNKTLDTKAKRNYY
IGVLDIAGFEIFDENSFEQLCINYTNERLQQFFNHHMFILEQEEYKKEGIAWEFIDFGMDLQOMCI
DLIEKPMGILSILEEECMFPKADDKSFQDKLYQONHMGKNRMEFTKPGKPTRPNQGPAHFELHHYAG
NVPYSITGWLEKNKDPINENVVALLGASKEPLVAELFKAPEEPAGGGKKKKGKSSAFQTISAVHR
ESLNKLMKNLYSTHPHEFVRCITIPNELKQPGLVDAELVLHQLQCNGVLEGIRICRKGFPSRLIYSE
FKOQRYSILAPNATIPQGEFVDGKTVSEKILAGLOMDPAEYRLGTTKVFFKAGVLGNLEEMRDERLSK



ITSMFQAHIRGYLIRKAYKKLODOQRIGLSVIQRNIRKWLVLRNWOWWKLYSKVKP
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LIVTQTMKGLDIQKVAGTWYSLAMAASDISLLDAQSAPLRVYVEELKPTPEGDLEILLOQKWENGE
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EALEKFDKALKALPMHIRLSEFNPTQLEEQCHT
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YAEHKSHRGEYSVCDSESLWVTDKSSAIDIRGHQVTVLGE IKTGNSPVKQYFYETRCKEARPVKN
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MNDFHRDTWAEVDLDATYDNVENLRRLLPDDTHIMAVVKANAYGHGDVQVARTALEAGASRLAVA
FLDEALALREKGIEAPILVLGASRPADAALAAQQORIALTVFRSDWLEEASALYSGPFPTHFHLKM
DTGMGRLGVKDEEETKRIVALIERHPHFVLEGLYTHFATADEVNTDYFSYQYTRFLHMLEWLPSR
PPLVHCANSAASLRFPDRTFNMVRFGIAMYGLAPSPGIKPLLPYPLKEAFSLHSRLVHVKKLQPG
EKVSYGATYTAQTEEWIGTIPIGYADGWLRRLOHFHVLVDGQKAPTVGRICMDQCMIRLPGPLPV
GTKVTLIGRQGDEVISIDDVARHLETINYEVPCTISYRVPRIFFRHKRIMEVRNAIGAGESSA
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MPVDLSKWSGPLSLOEVDEQPQHPLHVTYAGAAVDELGKVLTPTQVKNRPTSTISWDGLDSGKLYT



LVLTDPDAPSRKDPKYREWHHEFLVVNMKGNDISSGTVLSDYVGSGPPKGTGLHRYVWLVYEQDRP
LKCDEPILSNRSGDHRGKFKVASFRKKYELRAPVAGTCYQAEWDDYVPKLYEQLSGK
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MIESKTYAVLGLGNGGHAFAAYLALKGQSVLAWDIDAQRIKEIQDRGAITAEGPGLAGTAHPDLL
TSDIGLAVKDADVILIVVPATHHASTAANIASYISEGQLITILNPGATGGALEFRKILRENGAPEV
TIGETSSMLFTCRSERPGQVTVNAIKGAMDFACLPAAKAGWALEQIGSVLPQYVAVENVLHTSLT
NVNAVMHPLPTLLNAARCESGTPFQYYLEGITPSVGSLAEKVDAERIATAKAFDLNVPSVCEWYK
ESYGQSPATIYEAVQGNPAYRGIAGPINLNTRYFFEDVSTGLVPLSELGRAVNVPTPLIDAVLDL
ISSLIDTDFRKEGRTLEKLGLSGLTAAGIRSAVE
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>1bkyA
MDVVSLDKPFMYFEEIDNELDYEPESANEVAKKLPYQGOLKLLLGELFFLSKLORHGILDGATVV
YIGSAPGTHIRYLRDHFYNLGVITIKWMLIDGRHEDPILNGLRDVTLVTREVDEEYLRSTKKQLHP
SKIILISDVRSKRGGNEPSTADLLSNYALONVMISILNPVASSLKWRCPFPDOQWIKDFYIPHGNK
MLOPFAPSYSAEMRLLSIYTGENMRLTRVTKSDAVNYEKKMYYLNKIVRNKVVVNEDYPNQEYDY
FHMYFMLRTVYCNKTFPTTKAKVLEFLOOSTIFRFLNIPTTSTEKVSHE
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GPTGTGESKCPLMVKVLDAVRGSPAINVAVHVFRKAADDTWEPFASGKTSESGELHGLTTEEEEV
EGIYKVEIDTKSYWKALGISPFHEHAEVVFTANDSGPRRYTTIAALLSPYSYSTTAVVTNPKE
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MKIATINMGNNVINFKTVPSSETIYLEFKVISEMGLNVDIISLKNGVYTKSEDEVDVNDYDRLIVV
NSSINFFGGKPNLAILSAQKEFMAKYKSKIYYLETDIRLPEFSQSWPNVKNRPWAYLYTEEELLIKS
PIKVISQGINLDIAKAAHKKVDNVIEFEYFPIEQYKTHMNDFQLSKPTKKTLDVIYGGSEFRSGQR
ESKMVEFLEFDTGLNIEFFGNAREKQFKNPKYPWTKAPVEFTGKIPMNMVSEKNSQATAALTIGDKN
YNDNEFITLRVWETMASDAVMLIDEEFDTKHRI INDARFYVNNRAELIDRVNELKHSDVLRKEMLS
IQHDILNKTRAKKAEWQDAFKKAIDL
00000000000000000000000000000000000000000000000000000000000000000
00111111111000000000000000000000000000000001111111110000000000000
00000000000000000000000000000000000000000000000000000000000000000



00000000000000000000000000000000000000000000000000000000000000000
00000000000000000000000000000000000000000000000000000000000000000
00000000000000000000000000

>lcexA
LPTSNPAQELEARQLGRTTRDDLINGNSASCADVIFIYARGSTETGNLGTLGPSIASNLESAFGK
DGVWIQGVGGAYRATLGDNALPRGTSSAATIREMLGLFOOANTKCPDATLIAGGYSQGAALAAAST
EDLDSAIRDKIAGTVLEFGYTKNLONRGRIPNYPADRTKVFCNTGDLVCTGSLIVAAPHLAYGPDA
RGPAPEFLIEKVRAVRGSA
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>1ckeA
MTATIAPVITIDGPSGAGKGTLCKAMAEALQWHLLDSGAIYRVLALAALHHHVDVASEDALVPLAS
HLDVREFVSTNGNLEVILEGEDVSGEIRTQEVANAASQVAAFPRVREALLRROQRAFRELPGLIADG
RDMGTVVEFPDAPVKIFLDASSEERAHRRMLOLOVKGFSVNFERLLAETKERDDRDRNRAVAPLVP
AADALVILDSTTLSIEQVIEKALOYARQKLALA
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>1cy5A
MDAKARNCLLOHREALEKDIKTSYIMDHMISDGFLTISEEEKVRNEPTOQORAAML TKMITLKKDN
DSYVSFYNALLHEGYKDLAALLHDGIPVVSSS
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MTVGKSSKMLOHIDYRMRCILODGRIFIGTFKAFDKHMNLILCDCDEFRKIKPKNSKQAEREEKR
VLGLVLLRGENLVSMTVEGPPPKDTG
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>ldaaA
GYTLWNDQIVKDEEVKIDKEDRGYQFGDGVYEVVKVYNGEMEFTVNEHIDRLYASAEKIRITIPYT
KDKFHQLLHELVEKNELNTGHIYFQVTRGTSPRAHQFPENTVKPVIIGYTKENPRPLENLEKGVK
ATEFVEDIRWLRCDIKSLNLLGAVLAKQEAHEKGCYEAILHRNNTVTEGSSSNVEGIKDGILYTHP
ANNMILKGITRDVVIACANEINMPVKEIPFTTHEALKMDELEFVTSTTSEITPVIEIDGKLIRDGK
VGEWTRKLOKQFETKIPKPLHI
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MMKKIDVKILDPRVGKEFPLPTYATSGSAGLDLRACLNDAVELAPGDTTLVPTGLAIHIADPSLA



AMMLPRSGLGHKHGIVLGNLVGLIDSDYQGQLMISVWNRGQDSFTIQPGERIAQMIFVPVVQAEF
NLVEDFDATDRGEGGFGHSGRQ
00000000000000000000000000000000000000000000000000000000000000000
00000000000000000000000000000000000000000000000000000000000000000
0000001111111111111111

>1dz3A
MSIKVCIADDNRELVSLLDEYISSQPDMEVIGTAYNGQDCLOMLEEKRPDILLLDI IMPHLDGLA
VLERIRAGFEHQPNVIMLTAFGQEDVTKKAVELGASYFILKPFDMENLAHHIRQVYGKTTPVVRK
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SEQETRGANEAIDFNDELRNRREKLAALRQQGVAFPNDFRRDHTSDQLHEEFDAKDNQELESLNI
EVSVAGRMMTRRIMGKASFVTLQODVGGRIQLYVARDSLPEGVYNDQFKKWDLGDIIGARGTLFKT
QTGELSIHCTELRLLTKALRPLPDKFHGLODQEVRYROQRYLDLIANDKSROQTEFVVRSKILAATRQ
FMVARGFMEVETPMMOVIPGGASARPFITHHNALDLDMYLRIAPELYLKRLVVGGFERVFEINRN
FRNEGISVRHNPEFTMMELYMAYADYHDLIELTESLFRTLAQEVLGTTKVTYGEHVEDFGKPFEK
LTMREATIKKYRPETDMADLDNEFDAAKALAESIGITVEKSWGLGRIVTEIFDEVAEAHLIQPTEIT
EYPAEVSPLARRNDVNPEITDRFEFFIGGREIGNGEFSELNDAEDQAERFQEQVNAKAAGDDEAME
YDEDYVTALEYGLPPTAGLGIGIDRMIMLEFTNSHTIRDVILEFPAMRPOK
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DTLIAIRTKLEKVYVIKPQTMQOEMGKMAFEIGNRHTMCITIEDDEILVRYDKTLEKLIDEVGVSYE
QSERRFKEPFKYRGHQH
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MOPASAKWYDRRDYVEFIEFCVEDSKDVNVNFEKSKLTEFSCLGGSDNFKHLNEIDLFHCIDPNDSK
HKRTDRSILCCLRKGESGQSWPRLTKERAKLNWLSVDENNWKDWEDDSDEDMSNEDRESE
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MDAQSAAKCLTAVRRHSPLVHSITNNVVTNFTANGLLALGASPVMAYAKEEVADMAKIAGALVLN
IGTLSKESVEAMITAGKSANEHGVPVILDPVGAGATPFRTESARDIIREVRLAATRGNAAETAHT
VGVTDWLIKGVDAGEGGGDITRLAQQAAQKLNTVIATITGEVDVIADTSHVYTLHNGHKLLTKVTG
AGLLTSVVGAFCAVEENPLFAATAAISSYGVAAQLAAQQTADKGPGSFQIELLNKLSTVTEQDVQ



EWATIERVTVS
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>lesmB
SIKEQTLTPYLQFDRNOWAALRDSVPTLSEDETARLKGINEDLSLEEVAETIYLPLSRLLNEFYISS
NLRROAVLEQFLGTNGOQRIPYIISTIAGSVAVGKSTTARVLOALLSRWPEHRRVELITTDGEFLHPN
QVLKERGLKKKGFPESYDHRLVKEFVSDLKSGVPNVTAPVYSHLIYDVIPDGDKTVVQPDILILEG
LNVLQSGDYPHDPHHVEVSDEFVDEFSIYVDAPEDLLOTWY INRFLKFREGAFTDPDSYFHNYAKLT
KEEAIKTATLWKEINWLNLKONILPTRERASLILTKSANHAVEEVRLRK
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MFEQRVNSDVLTVSTVNSQODOVTQKPLRDSVKOQALKNYFAQLNGODVNDLYELVLAEVEQPLLDM
VMAYTRGNQTRAALMMGINRGTLRKKLKKYGMN
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>lew2A
ITPVEEENPDFWNREAAEALGAAKKLOQPAQTAAKNLITFLGDGMGVSTVTAARILKGQKKDKLGP
ETPLAMDRFPYVALSKTYNVDKHVPDSGATATAYLCGVKGNFQTIGLSAAAREFNQCNTTRGNEVI
SVMNRAKKAGKSVGVVTTTRVQHASPAGTYAHTVNRNWY SDADVPASARQEGCQDIATQLTI SNMD
IDVILGGGRKYMFRMGTPDPEYPDDYSQGGTRLDGKNLVQEWLAKRQGARYVWNRTELMQASLDP
SVTHLMGLFEPGDMKYEIHRDSTLDPSLMEMTEAALRLLSRNPRGFFLFVEGGRIDHGHHESRAY
RALTETIMFDDAIERAGQLTSEEDTLSLVTADHSHVESFGGYPLRGSSIFGLAPGKARDRKAYTV
LLYGNGPGYVLKDGARPDVTESESGSPEYRQOSAVPLDEETHAGEDVAVEFARGPQAHLVHGVQEQ
TFIAHVMAFAACLEPYTACDLAPPAGTTDAAHPGRSVVPALLPLLAGTLLLLETATAP
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>1£3tB
GAMDIVVNDDLSCRFLEGENTRDALCKKISMNTCDEGDPEFFVADLGDIVRKHETWKKCLPRVTPF
YAVKCNDDWRVLGTLAALGTGEFDCASNTETIQRVRGIGVPPEKITYANPCKQISHIRYARDSGVDV
MTEDCVDELEKVAKTHPKAKMVLRISTDDSLARCRLSVKFGAKVEDCRFILEQAKKLNIDVTGVS
FHVGSGSTDASTFAQAISDSREVEFDMGTELGENMHILDIGGGFPGTRDAPLKFEEIAGVINNALE



KHFPPDLKLTIVAEPGRYYVASAFTLAVNVIAKKVTPGVQTDVGAHAESNAQSFMYYVNDGVYGS
FNCILYDHAVVRPLPQREPIPNEKLYPSSVWGPTCDGLDQIVERYYLPEMQVGEWLLFEDMGAYT
VVGTSSENGFQSPTIYYVVSGLPDHVVRELKSQKS
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>1fad%Aa
AKPLTDQEKRRQIIRGIVGVENVAELKKSEFNRHLHEFTLVKDRNVATTRDYYFALAHTVRDHLVGR
WIRTQQHYYDKCPKRVYYLSLEFYMGRTLONTMINLGLONACDEAIYQLGLDIEELEEIEEDAGL
GNGGLGRLAACFLDSMATLGLAAYGYGIRYEYGIFNQKIRDGWQVEEADDWLRYGNPWEKSRPEF
MLPVHEYGKVEHTNTGTKWIDTQVVLALPYDTPVPGYMNNTVNTMRLWSARAPNDENLRDENVGD
YIQAVLDRNLAENTISRVLYPNDNFFEGKELRLKQEYFVVAATLODI IRRFKASKFGSTRGAGTVE
DAFPDOVAIQLNDTHPALAIPELMRIFVDIEKLPWSKAWELTQKTFAYTNHTVLPEALERWPVDL
VEKLLPRHLETIYETINQKHLDRIVALFPKDVDRLRRMSLIEEEGSKRINMAHLCIVGSHAVNGVA
KIHSDIVKTKVFKDFSELEPDKFONKTNGITPRRWLLLCNPGLAELTAEKIGEDYVKDLSQLTKL
HSFLGDDVFLRELAKVKQENKLKEFSQFLETEYKVKINPSSMEDVQVKRIHEYKRQLLNCLHVITM
YNRIKKDPKKLEVPRTVIIGGKAAPGYHMAKMITKLITSVADVVNNDPMVGSKLKVIFLENYRVS
LAEKVIPATDLSEQISTAGTEASGTGNMKEMLNGALTIGTMDGANVEMAEEAGEENLEFIFGMRID
DVAALDKKGYEAKEYYEALPELKLVIDQIDNGFFSPKOPDLFKDIINMLFYHDREFKVFADYEAYV
KCODKVSQLYMNPKAWNTMVLKNIAASGKEFSSDRTIKEYAQNIWNVEPSDLKISLSNESNKVNGN
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>1fcmA
APQQINDIVHRTITPLIEQQKIPGMAVAVIYQGKPYYFTWGYADIAKKQPVTQQTLFELGSVSKT
FTGVLGGDAIARGEIKLSDPTTKYWPELTAKQWNGITLLHLATYTAGGLPLLVPDEVKSSSDLLR
FYONWQPAWAPGTQRLEANSSIGLFGALAVKPSGLSFEQAMOTRVFQPLKLNHTWINVPPAEEKN
YAWGYREGKAVHVSPGALDAEAYGVKSTIEDMARWVQSNLKPLDINEKTLOQQGIQLAQSRYWQTG
DMYQGLGWEMLDWPVNPDSIINGSDNKIALAARPVKAITPPTPAVRASWVHKTGATGGEFGSYVAF
IPEKELGIVMLANKNYPNPARVDAAWQILNALQ
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>1ftnA
MAATRKKLVIVGDGACGKTCLLIVNSKDQFPEVYVPTVFENYVADIEVDGKQVELALWDTAGQED
YDRLRPLSYPDTDVILMCFSIDSPDSLENIPEKWTPEVKHFCPNVPITILVGNKKDLRNDEHTRRE
LAKMKQEPVKPEEGRDMANRIGAFGYMECSAKTKDGVREVFEMATRAALOARRGKKKSGCLVL
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>1g96A
SSPGKPPRLVGGPMDASVEEEGVRRALDFAVGEYNKASNDMYHSRALQVVRARKQIVAGVNYFLD
VELGRTTCTKTQPNLDNCPFHDQPHLKRKAFCSFQIYAVPWQGTMTLSKSTCQDA
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>1g99A
MKVLVINAGSSSLKYQLIDMTNESALAVGLCERIGIDNSITITQKKFDGKKLEKLTDLPTHKDALE
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COLAERRPDLITIRSLRGNVGTRLSKLDNGEYDATIILAVAGLKRLGLESRIRAALPPEISLPAVGQ
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FINLHSAAGTGNAMGALSNAWNSHSPLIVTAGQOTRAMIGVEALLTNVDAANLPRPLVKWSYEPA
SAAEVPHAMSRATHMASMAPQGPVYLSVPYDDWDKDADPQSHHLEFDRHVSSSVRLNDQDLDILVK
ALNSASNPAIVLGPDVDAANANADCVMLAERLKAPVWVAPSAPRCPFPTRHPCFRGLMPAGIAAT
SQLLEGHDVVLVIGAPVFRYHQYDPGQYLKPGTRLISVTCDPLEAARAPMGDAIVADIGAMASAL
ANLVEESSRQLPTAAPEPAKVDODAGRLHPETVEFDTLNDMAPENATIYLNESTSTTAQMWQRLNMR
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AECLGDFMEKRKIKDKKLPVGFTEFSFPCOQSKIDEAILITWTKREFKASGVEGADVVKLLNKAIKK
RGDYDANIVAVVNDTVGTMMTCGYDDQHCEVGLIIGTGTNACYMEELRHIDLVEGDEGRMCINTE
WGAFGDDGSLEDIRTEFDRAIDAYSLNPGKQLFEKMVSGMYLGELVRLILVKMAKEGLLFEGRIT
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DGTENGDFLALDLGGTNFRVLLVKIRSGKKRTVEMHNKIYAIPIEIMOGTGEELFDHIVSCISDF
LDYMGIKGPRMPLGEFTEFSFPCOQTSLDAGILITWTKGFKATDCVGHDVVTLLRDATKRREEFDLD
VVAVVNDTVGTMMTCAYEEPTCEVGLIVGTGSNACYMEEMKNVEMVEGDQGOMCINMEWGAFGDN
GCLDDIRTHYDRLVDEYSLNAGKORYEKMISGMYLGEIVRNILIDFTKKGFLFRGOISETLKTRG
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ELCQSPDGGFGGGPGQYPHLAPTYAAVNALCIIGTEEAYNVINREKLLQYLYSLKQPDGSFLMHV
GGEVDVRSAYCAASVASLTNIITPDLFEGTAEWIARCONWEGGIGGVPGMEAHGGYTFCGLAALV
ILKKERSLNLKSLLOWVTSROMRFEGGFQGRCNKLVDGCYSFWQAGLLPLLHRALHAQGDPALSM
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