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Supporting	Information	S1.	The	benchmark	dataset	 𝕊	 constructed	for	
identifying	promoters	and	their	types.	It	is	formed	by	seven	subsets:	(1)	
𝕊!(𝜎24) contains	484	σ24-promoter	samples;	(2)	 𝕊!(𝜎28) contains	134	
σ28-promoter	samples;	(3)	 𝕊!(𝜎32) contains	291	σ32-promoter	sa,pplrs;	(4)	
𝕊!(𝜎38) contains	163	σ38-promoter	s`amples;	(5)	 𝕊!(𝜎54) contains	94	
σ54-promoter	samples;	(6)	 𝕊!(𝜎70) contains	1,694	σ70-promoter	samples;	(7)	 𝕊!	
contains	2,860	non-promoter	samples.	The	length	of	each	sample	is	81bp.	None	
of	the	sequences	included	here	has	 ≥ 80%	 pairwise	sequence	identity	to	any	
other	in	a	same	subset.	See	Eq.1	and	the	relevant	context	for	further	explanation.	

 
(1) List	of	484	samples	in	 𝕊!(𝜎24) 	
>ECK125137714_aaeBp3_reverse_3388263_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
caaccagcaagagaacatctggcctgcgggcaccactgctacagtggtggtcactgg
caaAcaagatcgcgacgaaagcca 
>ECK125137420_acpSp2_reverse_2701137_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ccgcgacctttgccgcaagcctcggtctgaaagttaacgccggacacggtctgacct
atcAcaacgtgaaagccattgccg 
>ECK125137421_acpSp3_reverse_2701162_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
caagagctggcgcgtatcgccaaagccgcgacctttgccgcaagcctcggtctgaaa
gttAacgccggacacggtctgacc 
>ECK120016719_ahpFp_forward_639002_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
tagatgtccttgattaacaccaaaattaaaccttttaaaaaccaggcattcaaaaac
ggcGaattcatcgaaatcaccgaa 
>ECK125137463_alaEp1_forward_2799070_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tattttatctacaaaaactgactaaataaaaatttttcactaattgattagtcatag
ccaGcgatatacgctatgcgaaaa 
>ECK125137369_alaXp2_reverse_2518279_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atttgcctgatttttcagcgattgaaactacacgttgcaatttgccgttgacacatt
cggGcggaattcatatgatgccgc 
>ECK125136365_ampDp5_forward_118681_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cagggttatagcggcgaggcggcatgttaaaactccagatagctaacgaatcataag
gtaGaaacatgctactctgaaccg 
>ECK125136491_ampGp5_reverse_453627_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aatatcgccgatgcggttaacagtgtgctgaccgataccatcgctgatatgtctcag
gacAccagcatccacgaattcatc 
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>ECK125136359_apaHp4_reverse_51293_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtgcaatcattgaaaccccgctgggcaccatgcagggtcactacgaaatgatcgatg
aaaAtggcgtccctttcagcatcg 
>ECK125137294_apbEp1_reverse_2311594_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cagttctaatctcgattgatatcgaacaaagggcctgcgggcccttttttcattgtt
ttcAgcgtacaaactcagtttttt 
>ECK125136669_aqpZp2_reverse_916212_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cctaaaggattaaatcttttgcgtgcactacactgtcaatcagacaaatgactatat
gggGcaacccgctgttgccctaaa 
>ECK125137992_arpAp1_reverse_4222629_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
acttttattaactcagcattatttttaaacatcaaaccacttaattattaacaaaat
cgcAagatctcattccaccgaaac 
>ECK125137076_astEp3_reverse_1827069_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ccgggcggtgaatccggcggtgatgatgaacgatacgctgtttaatgcgctcaatga
ctgGgtggatcgttactaccgcga 
>ECK125136915_azoRp1_reverse_1482873_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgtggcaggattgtgaataaagtgtcaacaagcaacggggcatcgcccattcaaaca
tctAtaaggaaacaccatgagcaa 
>ECK125136916_azoRp6_reverse_1482927_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tctatgcgttgttcaataaattcgaacataggcttcgatttattgcgctatctctgt
ggcAggattgtgaataaagtgtca 
>ECK120009966_bacAp_reverse_3204175_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
aaagaaaataattaattttacagctgttaaaccaaacggttataacctggtcatacg
cagTagttcggacaagcggtacat 
>ECK120010006_bamAp_forward_197821_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
ctgctgttccttgcgatcgaaaagatcaagggcggaccggtatccgagcgggttcaa
gacTtttgttatcgcattggctcg 
>ECK120016583_bamAp2_forward_197026_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
gcggaagcacaaattgcaccaggtacggaactaaaagccgtagatggtatcgaaacg
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cctGattgggatgccgtgcgtttg 
>ECK120016567_bamBp_reverse_2638975_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
aaatacttatggtgcgctggcttctttggaacttgcgcagcaatttgttgacaaaaa
tgaActagagaaagctgccgccca 
>ECK120009993_bamCp_reverse_2599014_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
acgcgttattaatcagcgtctgatgccattacacaacaaactatttgtcgaacccaa
tccAatcccggtgaaatgggcatg 
>ECK120010008_bamDp_forward_2736006_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
ctgatctaagcgttgaccgagttggttttcggacaccgttgcagtgagctgtactcg
ttgTgccatatatactgcttcttc 
>ECK120016572_bamDp2_forward_2735961_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
ttttattcgcgaacgtgaataatccgggaacatttcggccaaagcctgatctaagcg
ttgAccgagttggttttcggacac 
>ECK120009964_bamEp_forward_2753486_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
ggcgaatgcgaaagaactgcttgcagcgtaaacttttttcctgcttcacggtcagag
taaAcagcaaaacgccgtaagacc 
>ECK120016566_bepAp1_forward_2616068_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
gccgttacactcaaaggcggcgcggtgggaacgatatttcacagtatcggtcaaatg
actAtctccagaaatacaggatag 
>ECK125135037_bhsAp_forward_1169033_[HTTIM|S|High-through
put transcription initiation mapping]_Strong 
taaaaaatatcttgtatgtgatccagatcacatctatcatttagttatcgatcgtta
agtAattgcttgcgacgtcattca 
>ECK125137842_bisCp4_reverse_3716415_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aagattattcctgggaatactcggaaatttgtaagtaatatttaactgctcaataca
tctAacctttcaggagtcttcggt 
>ECK125137288_ccmHp1_reverse_2292621_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgcagggcatccgcgtggtcggcatgaactataaagacgatcgccagaaggcaatca
gctGgctgaaagagctgggcaatc 
>ECK125137074_chbGp4_reverse_1817242_[ICWHO|W|Inferred 
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computationally without human oversight]_Weak 
gagaatttaacgatgtgttactggcgctaaaccttagtccgttggtgcattccgatc
gcgAtgctgagctgctggcacgcg 
>ECK125136563_citTp4_reverse_646632_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atctcagtccaggcggcagtgctgacctactgatccttacctggtttttagcacaga
tttAattatttaagcacttgataa 
>ECK125137207_cldp9_reverse_2098310_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcctatagcattcacgaggattatcgctaaactatgcggacttggaaatttccgtca
gttAgggtaatgatgagagtagaa 
>ECK120033258_clpXp_forward_457202_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
attctgaaagttaaagggcgcatgaatgaacttatggcgcttcatacgggtcaatca
ttaGaacagattgaacgtgatacc 
>ECK125136579_cobCp7_reverse_669944_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
acggtgaatcatgtgaggatttattgccggaaccggtactgacttacattaaccaac
aagGcttgtatcgctgatacctgt 
>ECK125137971_cpxAp1_reverse_4105101_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcatctgggtcaggtggtttcccgtgaacatttaagccaggaagtgttgggcaaacg
cctGacgcctttcgaccgcgctat 
>ECK125136566_crcBp4_reverse_658008_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
acagatgtaacagcaaactgtcctgcggcaaccagcattgccacctcctgtcagagt
cgtAaaattcgccaacgacgatta 
>ECK125136734_csgGp1_reverse_1101755_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gccaaccgcgatggtcaattgcagttgaacgtgacagatcgtaaaaccggacaaacc
tcgAccatccaggtttcgggttta 
>ECK125137460_csiRp3_forward_2795471_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaaattctgcgagcagaaggaagcgaaattcgcttgcgaatgtggctttatccgtgg
ctcAcctggctagtcatcggcttt 
>ECK125136998_cspFp8_forward_1641846_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcaaaaaactatagctttcttcaggaacgtgtgtatagtgcgccaagttatcagtat
taaGgaatttttttgtcccgtaaa 
>ECK125136716_cspHp13_reverse_1051373_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
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cggcaaacagggctttaatacagaaactacttagtgttcaggagagagactcaaaag
aagGggataatgcctgataatgag 
>ECK125136717_cspHp14_reverse_1051304_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cctgataatgagaactgctttagtaaactactttgtatgctgtctgtctttcaaacc
gacGcagctattaacgcatgataa 
>ECK120034942_cyaRp_forward_2167114_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position],[HTTIM|S|High-throughput transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
tggaaaattcttagaaaccgatcacatacagctgcatttattaaggttatcatccgt
ttcGctgaaaaacataacccataa 
>ECK125136920_cybBp5_forward_1490761_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
caactttactcatggttttctcctgtcaggaacgttcggatgaaaattgatcctttc
caaGcttagaccaggatggcggga 
>ECK125136674_cydCp5_reverse_929400_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaatccctgttcgctattactgttggatgaacccgctgccagccttgatgctcacag
tgaAcagcgcgtaatggaggcgct 
>ECK125137379_cysZp1_forward_2531383_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
attaactttcacagcacaaagatagatgaaatcgtgctttttgctgttttttcgaac
ataTcctaactgtccattgcgcaa 
>ECK125136574_dacAp2_reverse_663967_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cggtagtgcatttgctatagtagggcacttttttaattccatcacggatgtcgtagt
tcaGaccatgaataccattttttc 
>ECK125136884_dbpAp2_forward_1409338_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
taagagtccacccaatgaccagagggaaatatgacgacacttatttatttgcaaatt
cctGtccctgaaccgattcctggc 
>ECK125137803_dcrBp1_forward_3609767_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggcgtagcccggatgcctttatggctgaacactggatggaaatcgcgctggtcgatt
actGtttcaaagtgttaatcagta 
>ECK125137684_deaDp1_reverse_3307909_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttaatacacctactttgagccggttcacacttttcaatgaaaattgctgatcaattt
catGatgagttatgtagactggcc 
>ECK120010283_degPp_forward_180845_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
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mapping]_Strong 
tttaccttttgcagaaactttagttcggaacttcaggctataaaacgaatctgaaga
acaCagcaattttgcgttatctgt 
>ECK120009990_dsbCp_reverse_3038834_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
accgagcgtctgcggcaacttcatcaacagcatcacccgcgggcgtgatgtctgaaa
agaAcgggaagatttatgaagaaa 
>ECK120016573_dsbCp2_reverse_3039633_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
ggaaaaaaatctggctgaaaatacgttgaacgcttaccgtcgcgatctgtcaatgat
ggtGgagtggttgcatcaccgcgg 
>ECK125136388_dxrp1_forward_193471_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agaactgatgcagttctgatttcttgaacgacaaaaacgccgctcagtagatccttg
cggAtcggctggcggcgttttgct 
>ECK125136391_dxrp5_forward_193411_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
acagaaactgactgatgctgcaatcaagaaaattgaagcggcgctggcagacaaaga
agcAgaactgatgcagttctgatt 
>ECK125137315_elaAp4_reverse_2381686_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gctgatgctgggtgccttcaccgcagtcaaacaaccaaagtccgctctgggtcggat
gttGcaggttaagcaatattgccg 
>ECK125136693_elfAp6_forward_997765_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcgttcagttaatatttaaatattcatgaaatctataaattaaagatttgtcactta
ttgGatttagtatgcttgatttaa 
>ECK125136696_elfDp1_forward_998321_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gccatcacgccagacacagaaaccgggaacattttgttgcaggatggagatcagacg
ttgActtttaaagttgattatatc 
>ECK125137358_emrYp1_reverse_2482334_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtttctcttgatccaaaagaactcatggaacaccccttgcgtattggtttatcgatg
acaGcaactattgatacgaagaac 
>ECK125137730_envRp11_reverse_3413487_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ataaatacacattaggtgatagattaaccttcgctattttctcactctgtgtcgaat
ataTttatttcctgaataattaat 
>ECK125137732_envRp13_reverse_3413601_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcagaattaaaacctcgtaaattgaaatatatattgatgtagtgaatgtatcttagg
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taaAtaatatatattatttattta 
>ECK125108721_eptBp_reverse_3710581_[TIM|S|Transcription 
initiation mapping]_Strong 
tttgtgcttcatgcacactctttccccacactttttccctttgctgtggtctactta
ttcGcgcgtgtagattttacttat 
>ECK120016711_essDp_forward_576873_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
ttaattttttcatcgtgagccctttttttgaactattattaaaaaatgatgtcactg
cgcGataaatattcatctaatcaa 
>ECK125136709_etkp1_reverse_1044303_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
caatgctgtttgggcaatggctggaacagaaagagatcccggatccctatcgtaaaa
gtcAggacgcatttgaacatgtct 
>ECK125136494_fadMp1_forward_464360_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
accctgtaattaatttgcatagtggcaattttttgccagactgaagaggtcatacca
gttAtgacctctgtacttataaca 
>ECK125136532_fimZp3_reverse_564607_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcaatggcttttgatctggttgctgaacaagtgaacgaccgcgtctgattttctgat
ttaTttcgctatagcggcaaacaa 
>ECK120010508_fkpAp1_reverse_3477525_[IHBCE|W|Inferred by 
a human based on computational 
evidence],[TIM|S|Transcription initiation 
mapping],[AIPP|W|Automated inference of promoter 
position],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
gagacagcactcatttcgcggtcatcgaaactaatttaaacaaaaagagtctgaaaa
tagAtgataatagggcgtgtctgt 
>ECK125136749_flgNp1_reverse_1129914_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aacccggcagcagtgatatcaatcttgaacgtgtcgaagcgttaaaactggcgattc
gtaAcggtgaactaaaaatggaca 
>ECK125138032_frdDp1_reverse_4379473_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tctgctgcacaccaaaacctggtttgaactggcaccgaaagcggccaatatcattgt
aaaAgacgaaaaaatgggaccaga 
>ECK125138033_frdDp2_reverse_4379433_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcggccaatatcattgtaaaagacgaaaaaatgggaccagagccaattatcaaaagt
ctcTgggcggtaactgtggttgcc 
>ECK125136387_frrp6_forward_192849_[ICWHO|W|Inferred 
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computationally without human oversight]_Weak 
gtttaatcagggctatacttagcacacttccactgtgtgtgactgtctggtctgact
gagAcaagttttcaaggattcgta 
>ECK120016720_ftnBp_forward_1986775_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
atttcatcaatgaaatgtaaaaatatataaacttgatgatttaagcattttcttata
cccGttcagacgttattcttattt 
>ECK125137687_ftsHp1_reverse_3327102_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcgaaggtttcgatgagtatctaagggaaattcgctccctgtttacgaaggtcaaag
ttcGtaagccggactcttctcgtg 
>ECK125137594_ftsPp1_reverse_3162851_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctgcacaacggtctggtgattgtcgaaatgctgccgccaattgacgtcagtcagtat
ggcAaagatcaggttcgtgagctg 
>ECK125137792_ftsXp3_reverse_3602252_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gttggcattgcccgcgcggtggtgaacaagcccgcggtactgctggcggacgaaccg
actGgtaacctggacgacgcgctg 
>ECK120010066_fusAp_reverse_3473685_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
gataaatccatggctctgcgcctggcgaacgaactttctgatgctgcagaaaacaaa
ggtActgcagttaagaaacgtgaa 
>ECK125136969_gadCp1_reverse_1570584_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
taacgtttaacggtaacggtgtcccgaaacgaacccgtttcgggacaatttccaaag
tctGttcactggcattagcaacgg 
>ECK125136970_gadCp5_reverse_1570527_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tctgttcactggcattagcaacggaaaatattgttctgaatacgcttcagaacaaaa
cagGtgcggttccgacaggaatac 
>ECK125136711_gfcAp1_reverse_1049834_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ccgttacgcaccaccccgtcagtagctgaacaggagggacagctgatagaaacagaa
gccActggagaacctcaaaaacac 
>ECK125137779_glgXp3_reverse_3571419_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggcgtgaaatcctcaataccgattccatgcactatcacggcagtaatgcaggcaatg
gcgGcacggtacacagcgatgaga 
>ECK125137618_glnEp1_reverse_3199698_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
acgctattgcgaccgggcaacgcatcgaaattgaacatttccgtaatgaggcaaaca
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atcAggaaccgttctggttgcaca 
>ECK125138010_gltPp1_forward_4294378_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aagctctgttgttaaagggttgcgcaacataccgcgcaaatgatactgatcataagc
gttAaaaaaatctacaaaccaacg 
>ECK125138012_gltPp8_forward_4294268_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aatcactaatcagtattattgcagattaaacaaataaaaatctttccataacaaatg
gttAttcattaatcctgccataaa 
>ECK125136380_gluQp1_reverse_160143_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtgcatcgactgcaaaacgctggctgaaattcgcgaaaaacagatggctggctaatt
acaGccgttccatcacgtttacca 
>ECK125137586_gprp1_forward_3147781_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttggcggttaaacgcggcatcgttgcactcctcagttggtgtttttttaagcaaagc
ataAgcacgtatttttgcccagtt 
>ECK125137873_gpsAp8_reverse_3783681_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ccggttaacttcgatgcgctgttcatgaactatttgcagcagcaggctggcgaaggt
actGaagaacatcaggatgcctga 
>ECK120016577_greAp2_reverse_3328853_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
ccctataaagtaaacgatgacccttcgggaacttcagggtaaaatgactatcaaaat
gtgAattgtagctgacctgggact 
>ECK120016717_gspAp4_reverse_3455634_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
atggaaataattcacattaaaaataatcgaccctatgcttataaatataatcaatat
attGatggcagcatctttattatg 
>ECK125137488_gudDp1_reverse_2919513_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cctgatgcgcccggtctgggcgtggaactggactgggaacaggtacaaaaggcacat
gagGcctataaacgtctgcctggc 
>ECK125137414_hcaTp1_reverse_2667863_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gctcgaatattcttatttttcaacttgcaccaacattcgattaaccccagactaacg
cctCctgacgggagggactcatgg 
>ECK120033255_hcpp2_reverse_914129_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
cgcggcgttttttaatgatctggcccgtgaactgattgctattatgttgatccctgg
gctGattcgccgcagccgctctac 



10	
	

>ECK125136666_hcrp3_reverse_912200_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttcctgacaccagacctgctggcggtgctgaacgagaaattcggcctgcgttctatc
accActgttgaagaagacatgaag 
>ECK125137633_higAp8_reverse_3234341_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cataaaacggagttggtggctctggggaacacgattgctaagggatatttcaaaaaa
cctGagtcattaaaagcagtattc 
>ECK120009992_hlpAp_forward_200455_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
cgatgactttaggcgatcaatataagatcgccgggccacgcaaagaactgcaccctc
cggTgcaaatgggatggtaaggag 
>ECK125137848_hokAp6_reverse_3720810_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcagcactaacgcctttaggtttgggaattaaacctttttctccatgtttttcatag
aggGcaacccatgtcctgacctgg 
>ECK120035105_hokEp_forward_607731_[AIPP|W|Automated 
inference of promoter position]_Weak 
gaagggtaagataacggcgggtgcctgaagctttccggtttcaggtttactctgagg
tctGgaaagatgaagccccaggag 
>ECK125138102_hsdSp1_reverse_4581502_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgctgtctgaactggatgcgctgatgcgtgaactgggggcgagcgatgaggccgatt
tgcAgcgtcagttgctggaagaag 
>ECK125137532_hyuAp1_forward_3009919_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggcccgggtaaagaacctgaagcgcatgcacctaacgaaaaaacctggaaatctcac
ctgGtgacctgtgccgcgatgtac 
>ECK125137533_hyuAp6_forward_3009830_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttggcaaagcgccggttgttgataagtggaccttctcaactaacggcgtatctatca
tggGccgtcacggcattccggtga 
>ECK125137477_iapp6_forward_2876544_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gatttcgggcgtttaggaagatttgaaattgttttagcgcagcggcagtttcatact
atgGcggtaaaaaaatttgcatgg 
>ECK125122036_ibaGp2_reverse_3336886_[HIPP|W|Human 
inference of promoter position],[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tatggcgttaaccgcctgtccggcaaacctgcctgcaagtcgagccttgtctgattt
atcAgcgaggctttttgcttattt 
>ECK120010013_impp3_reverse_57336_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
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mapping]_Strong 
ggccacgccaatgatttttccccaatactgcatatattccccaaatcgacacacgga
tatCagggctatctcccacaatat 
>ECK125136474_insFp4_reverse_392660_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aacgtgaactggagatgtctaccgagattgcacgtctcaaacgccagctggcagaac
gggAtgaagagctggctatcctcc 
>ECK125136595_insHp3_reverse_689205_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
acaatattctcctatccaactttggcacatctattgctttgttatacaaggcaaacc
ctgAaacagcatcagtacaaccta 
>ECK125137849_insJp4_forward_3720594_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tccaggtgaaaaataaaagcgtgaaacaaatcactattaaagaaagtaatctatatt
tctGcggcattcccagcctcctgt 
>ECK120015517_insKp_forward_3721065_[HIPP|W|Human 
inference of promoter position]_Weak 
aagctggtttacgcgcgctcaagattggcaccaaaagaaacattgcaatatcagttg
atcCagaaaaagcggcatcagcat 
>ECK125136533_intDp6_reverse_566101_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
catcgaaaaaatggacgaggcactggctgaaattggttttgtatttggggagcaatg
gcgAtgacgcatcctcacgataat 
>ECK125136886_intRp4_reverse_1413260_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tctcctttaggtaagccagacagcaaacgagggattatctggtacaactatccaaag
ataAatcagtttatcaaagactca 
>ECK125137383_intZp3_forward_2558693_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tccttaaactgatatacattgccgaacaatgtggtctttagtttcataagtcgttcc
ctcAggaagaatcgatgattggca 
>ECK125137410_iscAp6_reverse_2659962_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aacaccgatattgctgaagaacttgaactgccgccggtgaaaattcactgttctatt
ctgGcagaagacgcgatcaaagcc 
>ECK125137400_ispGp1_reverse_2641880_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ccgcagtacagatccagtatcaagggaaacctgtcgatctgagtcgttttatcagaa
ctaAccaggttgcgcgtctgaccc 
>ECK125137401_ispGp4_reverse_2641950_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atgcagcgtaaagacggtaatttgaacttaaccggccaggcaccgtacaaactgaaa
attGgtgcgccagccgcagtacag 
>ECK125137118_kdgRp1_reverse_1910253_[ICWHO|W|Inferred 
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computationally without human oversight]_Weak 
tggggcaatggcaggccgtcggcctgaacttttggcataggaattttatatctttgg
tgaAtaatcaacaggggtatgatt 
>ECK125137119_kdgRp8_reverse_1910125_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
caaaagatggattgcgaccaccctggtgcgaaattataataaaaaacagttctgatt
tttAtaaaacactcgcaatgaggt 
>ECK125136818_ldcAp9_reverse_1243197_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cggcgggttcgtatagtcatgctttgatgaacaacccgctaataacacaatcaaaaa
ggcAaaccatctcaatttcacttc 
>ECK125137422_lepBp1_reverse_2705464_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgcacatcattgcgcgatccaccgtgaaacagctgcgtaaaaacgtactggctaaat
gttAtggcggcgatatcagccgta 
>ECK125136363_leuDp4_reverse_79594_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgcctggctgctcaatgtgtctggcgatgaacaacgaccgtctgaatccgggcgaac
gttGtgcctccaccagcaaccgta 
>ECK125138110_lgoRp4_reverse_4595947_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aacattcatcgtagacatgattcggctctccactttttgttgccttagatatcaatg
aaaAtgaaaaatggcagcggaacg 
>ECK120016715_lhrp_forward_1728353_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
caagtaatatttgtcataatgcgcgctgcaatttatccgtattaagagaatcagatg
tccGataacgctcaacttaccggt 
>ECK125136572_lipBp2_reverse_662401_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctatcaacgccactcatatcgagcaggttgaaacactgtatgaagaactgggcaaaa
tcgAtattgtccgcatggttctgt 
>ECK125136781_litp1_forward_1198516_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gaaatgatgaaatgatgaaatgatgaaatgatgaaatgatgaaatgatgacagagtg
tccAgtgggcacggatggtgtctt 
>ECK125136598_lntp4_reverse_690984_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgggcatcttccggcgcgtggcgaaactatcgacatcgacggttaccagttcaaagt
ggcGatggccgacagtcggcgtat 
>ECK125136408_lpcAp1_forward_243468_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gctcacattgttgctgtttttatccgcacttcaggtcaaaaagtcctggtcatagca
cctGcccgtacttctcgcttttgg 
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>ECK120030206_lptAp1_forward_3343326_[IDA|S|Inferred from 
direct assay],[HIPP|W|Human inference of promoter 
position],[TIM|S|Transcription initiation 
mapping],[IMP|W|Inferred from mutant phenotype]_Strong 
cctctgaagacctcgtcacgttatacggaacaacatttaactccagcggtctgaaaa
tgcGcggcaacttacgcagcaaga 
>ECK120016578_lptBp_forward_3343396_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
acgcagcaagaacgccgagctgattgaaaaggttagaacatcctatgaaattcaaaa
caaAcaaactcagccttaatcttg 
>ECK120009997_lpxDp_forward_200960_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
acgccgttgcttacaacagcagcgatgtaaaagacatcactgccgacgtactgaaac
aggTtaaataagtaatgccttcaa 
>ECK120009962_lpxPp_forward_2495578_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
tgtcctgactagtctttacactctttacaggaaccattgtcgtacatgatggcccaa
ccaAttgagtgtaccgctgtcgac 
>ECK120016707_malQp_reverse_3550399_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
aaaatatctttatttttggtcataccgtggaacaagtgaaggcaattctggccaaag
gctAcgacccggtgaaatggcgga 
>ECK125136438_matAp1_reverse_311393_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gaaaataattaaacttaatctcgtttaacctttattgatatgtactacgtatcttat
ttaCttccggtttactaaggaaac 
>ECK125136439_matAp5_reverse_311446_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ccgttcacatattgacactcatcgggaaaaaaaacataaatttaagcccaatcgaaa
ataAttaaacttaatctcgtttaa 
>ECK125137487_mazGp4_reverse_2910860_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tatccgttcgaagttgttttatccggtcaggaacgtgatggcgtagcgttagctgat
cagGtaaaaagtatcgcctggcgg 
>ECK125136801_mcrAp10_forward_1210195_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gctggacgattaattgcagcaggaactcctcgccagaaggtggcgattatctatgat
gttGgtgtgtcaactttgtataag 
>ECK125136798_mcrAp7_forward_1210139_[ICWHO|W|Inferred 
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computationally without human oversight]_Weak 
cacagggacgaattggtggacgtcgtcccaaacttacaccagaacaatgggcacaag
ctgGacgattaattgcagcaggaa 
>ECK125137606_mdaBp1_forward_3172423_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tggctatcagtattgtcattttcagaaaatatttatcctgcatcggtgagtcagagt
aagAtcagacttttgctaaattcg 
>ECK125137040_mdtKp10_forward_1743269_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gttttgcggtgccctgtacaatccccgtaaacatacttacaactcctgaaatcagtt
aagAcattctgttcagcacaatag 
>ECK125138017_mdtPp6_reverse_4301236_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tggaactcggcgcaggcgctggataacgcactacagccggacagagcaggtcagttt
gccGacgccctggagaaatacgct 
>ECK125137261_mglCp6_reverse_2237959_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaccagaaatattaatgctcgatgaaccgacgcgcggtattgatgtcggggcgaagt
ttgAaatttatcagttaattgccg 
>ECK125137262_mglCp9_reverse_2237923_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtattgatgtcggggcgaagtttgaaatttatcagttaattgccgaactggcgaaga
aagGcaaggggattattattatct 
>ECK120030785_micAp_forward_2814802_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
ctccggtaatttttttaaaaattttctgaactctttcttcccaggcgagtctgagta
tatGaaagacgcgcatttgttatc 
>ECK125165944_micLp_reverse_1958747_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
gcactgcaaggtttatcaaaaattatggaacttattgcccatcgtgatgctccaatc
attAtggccggagcaggagtccgt 
>ECK125136810_minEp3_reverse_1224711_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agatgtgctggagatcctgcgcatcaaactcgtcggcgtgatcccagaggatcaatc
agtAttgcgcgcctctaaccaggg 
>ECK125136417_mmuPp1_forward_275119_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcgaaggtaagttgatgactcatgatgaaccctgttctatggctccagatgacaaac
atgAtctcatatcagggacttgtt 
>ECK125136418_mmuPp2_forward_275315_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
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attctgttaacaaacgcggtataacaaaccttctttggatgtttagatgtccatacg
tttAgaaggttatatgcaaacaac 
>ECK125136879_mppAp5_forward_1393054_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gattatgataccgaaaacgggtttgaacgtgcgaagcccgaacgtagtgttcggagt
tctAtgtgctttaccgcattttgg 
>ECK125137291_mqop1_reverse_2306924_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ccggacggcataatattacgacgctgacctggcggactgctgccgtcaggtcaatat
gctAaaaatcccttcatttctaat 
>ECK125137244_mrpp2_reverse_2194175_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agtacttctctatattcttcaggtaaactatcagctgatggtttatctatacaaaaa
aggAgtcgggatgaacgaacaatc 
>ECK125137188_mtfAp1_forward_2043618_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gttcagatggttgccatgatgccaggaaatttggcattttaacagtccctgtccgtg
caaTtttgttcaagtgacgagttt 
>ECK125137500_mutHp5_forward_2969582_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gttgcagtgttgcgcaactcgattaccggcaacctaaaaagcaatataaatcagaga
attGaacaacgcatgtggaaaaag 
>ECK125138090_nanSp1_reverse_4537703_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aataatagtctattgattattggcggtgaaactgcaggcggcaaagcggtgacggat
tcaGttttgatcactgtgaaggat 
>ECK120016713_narWp_reverse_1538687_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
tggagtacgcatggtttaacaacgtcgaaaccaaaccgggcattggttatccgaaaa
actGggaagatcaggaagagtggc 
>ECK125136957_nhoAp2_forward_1533963_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtaacgaaattaacgggattggcgatttgcgaacgtgatgcatgtccgcgatcgcac
aaaAtagccggtgcggcgtctatt 
>ECK125137061_nlpCp3_reverse_1792827_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaatctggcgcaggcctatgggatgaattttcgccgtctggatatcgaaggtcacag
aatGctgatttcgaccatctgatt 
>ECK125137758_nudEp1_reverse_3526186_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
attaagttacataaatgtaaataacatgcaattcacattgccgaaagcgtgtccgat
atcGcacaataaccgctgatttca 
>ECK125137080_nudGp3_forward_1841438_[ICWHO|W|Inferred 
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computationally without human oversight]_Weak 
cggggatgaagatggcggtctagcacaggcactccttaaatataaagcctttctgat
tgaGcaacagtgcggatattatgg 
>ECK125136930_opgDp4_forward_1496645_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
accaggaagcggaagaacgcagtaaacgtcgctgtggtttgctttaaaatctgacca
tccGcctttgcaaaaatttgcctg 
>ECK125137359_oxcp10_reverse_2492130_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgttgttgaagtggaacaaccgttgcgtggaaaatatctgaccgttggttgtccaat
gaaAttctctgcctttacgccgga 
>ECK125136755_pabCp1_forward_1153293_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cttttattccgacttgttccgtagtgaacatgctgccacactaacaattctctgata
aggAgccggtatgttcttaattaa 
>ECK125136756_pabCp5_forward_1153194_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcggcttcggtggcactaatggttctttgatctttaaaaagatctaagttgtcattt
tccAcccttataaaaggtccgctt 
>ECK125136373_panCp2_reverse_148920_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
actgacgggcagatcctcgtgatgcacgacgcctttggtattaccggcggtcacatt
cctAaattcgctaaaaatttcctc 
>ECK125137790_panZp1_forward_3597828_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtgcctttgtcagcataaaataacggcacaaagggcggaataattcactatcattca
gggGattatgctggacatttttca 
>ECK125136944_patDp3_forward_1515415_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgccttgtcgttcgatgaaatcatcgttacgacctttacggcaggtcatgaacgaac
gttAccgttgtggttgctcaatca 
>ECK125136945_patDp4_forward_1515440_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gttacgacctttacggcaggtcatgaacgaacgttaccgttgtggttgctcaatcag
cttGggcgaccgcgtgatgtaccg 
>ECK125136860_pgpBp5_forward_1339193_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tggcttctgccacacgtttaagctgcatgaaattctccagataatgctggttctgta
ttgGcttattttgccataacgaga 
>ECK125136776_phoQp5_reverse_1189940_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctgaccgcgttcgaatacactattatggaaacgttgatacgcaataatggcaaagtg
gtcAgcaaagattcgttaatgctc 
>ECK125136991_pinQp1_forward_1633584_[ICWHO|W|Inferred 
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computationally without human oversight]_Weak 
attttcgaacgtgtacatacaaatatgcacaaaaataatcataattattttctgaga
tgcAttatgatatgaacaccaatt 
>ECK120016710_plsBp_reverse_4256598_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position],[IEP|W|Inferred from expression pattern]_Strong 
atccagtggtattattggccattgaaagaacctttttacattatgagcgtcaatatc
agtGtaccgttaaatccgatgatt 
>ECK125137623_plsYp5_forward_3204533_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
acggttatcccacgccatttcgatatcgaacactaacttctgttcgatggtctgttc
ccaGtcgtaaacaccaatagtggt 
>ECK125136600_potEp1_reverse_718344_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aagggatcaacctgctgccaggttttgcaccggagctgcagggtgtctatatcgaag
aacAtgatggtcgtaagcaagttt 
>ECK125137567_pppAp3_reverse_3114479_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cggataaggcgctcgcgccgcatccggcatgaaataaggcgcaccgggttaacacat
ttgCccgatgcgcctgcttatcgg 
>ECK125137057_ppsRp1_forward_1787339_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttccacataaaccatcggtataaacgaaaccataaaaatgaaatgctgttttcataa
aaaAtaaaattgaaggttcatttt 
>ECK125136956_pptAp7_forward_1532858_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atgcagcagaattattttcagggatacggcacattgctattaatattttgacgaatg
ataAggtattcaaggcagggttaa 
>ECK120009965_psdp_reverse_4390638_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
gtgagttcggcctctggcacctggagccggaacaaatcactcagggctttgtcgaat
tccAtgactatttaggtctgtgta 
>ECK125137271_psuGp4_reverse_2258557_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
acggcgtttattacagcgatatcagcggtgaaagtggctggtctgcgccgatcaaaa
ccaAtgttattaatgttaccggag 
>ECK125137270_psuTp2_reverse_2257496_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cattcctgctggcgcgcgttgctgaactgaccggcggtgacagcctgaaatccaaca
tccAgctggtgttcaacaacgcca 
>ECK125136887_racCp4_reverse_1417811_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgccgaaaaagaccagatggcacatgaactttaattaattgactattcgaaactgaa
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tttAtgccagaaatggcaggtatt 
>ECK125137239_rcnBp_forward_2186884_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggatgcttttagggcatcctttcatttacactttttacgaaatcatgggatcactaa
caaAatatcgcttgtcagttatat 
>ECK125137295_rcsCp4_reverse_2320081_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ataaccaatagtaagcgttgggacaatgaccatcaggattgccatcaggatcatttg
attGcgtaagcggcgtggataaat 
>ECK125137929_recQp1_forward_4005858_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cattgcagtttctcgcgcaggcgctgaaaatagcgcctgtttttatttcaggcaatc
gggGtgaatgtggcgcaggcggaa 
>ECK125136999_remp1_reverse_1644972_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tttgtttttattttcaacgcgtttgaagttctggacggtgccggaatagaatcaaaa
ataCttaagtagcgcgcagggata 
>ECK120009996_rfaDp4_forward_3793970_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
gattcggatgtgatggtatgattacagacattcgtgtctgagattgtctctgactcc
ataAttcgaaggttacagttatga 
>ECK125137813_rhsBp12_forward_3619097_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
acacctgattcctctctaaataccctatccgaaccttctcttttgtaacgttctaaa
tatAttcctaaaaatcttcaattc 
>ECK125137808_rhsBp3_forward_3619074_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
acgatcaacaaagggccactagcacacctgattcctctctaaataccctatccgaac
cttCtcttttgtaacgttctaaat 
>ECK125137810_rhsBp9_forward_3619044_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gattgagtctattattgggtcctttggtgaacgatcaacaaagggccactagcacac
ctgAttcctctctaaataccctat 
>ECK125136594_rihAp3_reverse_684602_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgcccgtaaagtggcgaatcgggtgatctttatggacgagggtaaaattgtcgaaga
ctcGccgaaagacgctttcttcga 
>ECK125136641_rlmFp1_forward_842192_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
attgacagagatgtgcttattttttgaacgatatatttttacaaaataagacaaatc
aatGacatgcataatgctgatttt 
>ECK125137634_rlmGp4_reverse_3235892_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
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cacgaaaaagagaaaaagggtatactcacgcacccttttcaggggcaatgtcgaaat
tttAtcattcaggagggccgatga 
>ECK125136361_rluAp1_reverse_60450_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tctcgtctggaagctctgcgtgcagtgaacccgaacattcgtgacgacgaactgacc
gccAttgagagcaaccgtcagcag 
>ECK125137995_rluFp1_forward_4230309_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gagcaggtaacgaattcaagccaatggaaataacaaatagttcgctcatgactattt
tttAtcaacccaaaggtacggtat 
>ECK120016716_rnlBp_forward_2766707_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
cctgactactgtatgttactttatcctgaactacgcaccattgaaggtgtcttaaaa
agtAagatgagtgggttaggcatg 
>ECK125137440_rplSp1_reverse_2744642_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgggccgtacctggcttagaagacctgaacttctggaaaacctggctctgactgaag
agcAagcaaggttgctggcggagt 
>ECK120033261_rpoDp4_forward_3212693_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
tacaaataatgctgccacccttgaaaaactgtcgatgtgggacgatatagcagataa
gaaTattgctgagcaaaccttcac 
>ECK120010515_rpoHp3_reverse_3600870_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
tgcgtaatttattcacaagcttgcattgaacttgtggataaaatcacggtctgataa
aacAgtgaatgataacctcgttgc 
>ECK120010580_rseAp3_reverse_2709632_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
aagtggcggcgcgttgaaagaaatttcgaaccctgagaacttaatgttgtcagaaga
actGagacagatagttttccgaac 
>ECK120010009_rsePp_forward_196470_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
caggaattaaggacagcggtcatttaattccaggacacggtggtattttagatcgta
ttgAtagcctgacggctgcggtac 
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>ECK125137794_rsmDp1_forward_3604352_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgtacatagcagctaaaaaaatgatgaaatagtctatcacttaacttaattcacatc
accGcctgcaagtatgtgttatct 
>ECK125137554_rsmEp1_forward_3091018_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
taccgactgggagtgcgagcgcgatgaacgcatcgcgaaggtgcagggcaatcataa
cccGtatgtgcaacgcgcttgcca 
>ECK125137775_rtcAp1_reverse_3556880_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
taaagatattgatgcggtgatggcggcacaaagcgatctggtggaagttatctatac
cctGcgtcaggtggtgtgcgtaaa 
>ECK125137776_rtcAp2_reverse_3557002_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gggcgggtaatgagccgaactaaagcgaaaaaactgttcagcgtggaagatcaaatt
cgtGccaccgcgcatgtggaatgc 
>ECK125136724_rutGp2_reverse_1070045_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctttttggcggcaaaacgcccatggaacaccgctttgccgccgcccgctggcagacg
gggGtgaccggatgcccgcaactg 
>ECK120016712_rutRp_forward_1074134_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
ttattaatctgttaacattacgttatctaaaatatctggtaaaaagtggactaaacg
gtcAaaacagttgcacataaaaca 
>ECK120030786_rybBp_reverse_888057_[IDA|S|Inferred from 
direct assay],[HIPP|W|Human inference of promoter 
position],[TIM|S|Transcription initiation 
mapping],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
aaaatgaaatttttttgcacaaccgcagaacttttccgcagggcatcagtcttaatt
agtGccactgcttttctttgatgt 
>ECK125136979_sadp5_reverse_1614799_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gttatgctgccagcttcggcaaccgcgttgaacatctccagttgggtcagatccata
gcaTtctcgattcgtgaataagtg 
>ECK125136869_sapFp5_reverse_1352657_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atgcattgtgacgccacgtttgacgggggcgaaaaatcatctctatgcctgtcattt
cccGctgaacatggagaaagagtg 
>ECK125136484_sbcCp2_reverse_415847_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tagccagccaacagcgtgaaaccctcagcgaactcagcgtcgaagaggtgttcaatc



21	
	

gccGtctggcactggaagaactgg 
>ECK120009967_sbmAp_forward_396553_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
tcgaaacaattcttatggtcaggctggcgaactaagcgccttgctatgggtcacaat
gggCggtttcatttggctgacgct 
>ECK125137892_setCp14_forward_3836744_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agattaatttgttcatttaatatatcaaatcaacttgttttatttttactatcaaaa
ataGctcattgccttactataatt 
>ECK125136883_smrAp1_forward_1405936_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atcggcaatatttggaacttattactggaaatttgggtaatacgttgttggaccgac
ccgGtctggttatcatatcgcgct 
>ECK125138052_tamAp1_forward_4442270_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
taaggttgtaacaagaggcgtatttgcacacaataaccaccgtgaataggtctaaag
taaAacataagaaatatttggggt 
>ECK125137663_tdcRp8_forward_3267254_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttaaatatcaacaagttaaagtataaaaatcagcataaaccctgatttttgtcaaaa
aaaAtgacggggataaccatattt 
>ECK125136837_tdkp1_forward_1293516_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gagctgaaaaactgacgaattatgataaactccagccaactttatttcatatcattg
aggGcctgtggctgatggcacagc 
>ECK125136794_tfaEp1_reverse_1209266_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgcaacgattaatttctattttgatgaaatatgggtaaatagtggcactgacattat
caaAagaggaaacacaaacgatgc 
>ECK125136795_tfaEp6_reverse_1209189_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atgccggattaccagccccggattatggaacctttaaaacatataaacaatcagtgg
atgGtttaggtgccgcagcctcag 
>ECK125137238_thiDp3_reverse_2184673_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atccgttaatgaccaaagtggtaggaactggctgtgcattatcggcggttgtcgctg
cctGctgtgcgttaccaggcgata 
>ECK125137499_thyAp2_reverse_2965348_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtttattatcctcaacctgtatattcgtaaaccacgcccaatgggagctgtctcagg
tttGttcctgattggttacggcgc 
>ECK125136721_torTp1_forward_1056220_[ICWHO|W|Inferred 
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computationally without human oversight]_Weak 
gggtcagggttaaattcacggtcggtgcactttaggtgaaaaaggttgagtcgcaaa
gcgGaatgcatctagcataaagcc 
>ECK125137789_ugpQp1_reverse_3588300_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtaaaatgactctcggcattcgcccggaacatattgcgctaagctcgcaggcagaag
gcgGcgtaccgatggtgatggaca 
>ECK125138039_ulaRp5_reverse_4418562_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgcgcggtttcgatgattgcttcactattgaaccggatctgccgttcaagtcattcc
tgtAatctgtcgtttataccgggt 
>ECK125137882_waaUp9_reverse_3799398_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcttacgatgtaattccatttattaaacttcaagacatcagtgcagaagaatcaaaa
gatAtgacaagaaaaaaaatgcaa 
>ECK125137213_wbbKp4_reverse_2104606_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggttgggtgagaatgtgacggttttgcctggaacaattattggtaatggagtcgtag
tcgGcgccaattctgttgttagag 
>ECK125137222_wcaMp1_reverse_2115934_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgtcaaacgcgcgcgcgaaaaagttgaacacgattttaaccagcaggtgatcaatcg
agaActcgccagcttgctgcaggc 
>ECK120033256_wzap2_reverse_2137193_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
taaataaacaatgatgaaatccaaaatgaaattgatgccattattggtgtcagtaac
cttGataagcggttgcacagtact 
>ECK125137888_xanPp5_forward_3828821_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttcctgggtcaaattctcagctgttaatgaacaaatggcatggattttaagcagaaa
aatAccaaaagttatataaaaaag 
>ECK125137997_xylEp1_reverse_4242270_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ataattgccttaactgcctgacaattccaacatcaatgcactgataaaagatcagaa
tggTctaaggcaggtctgaatgaa 
>ECK125136345_yaaAp3_reverse_6587_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ccagtgattatctacgccagcgtaaactcggcgtgcgcccggtgtttgatccattgc
gttAtccggatatcggtcgccagc 
>ECK125136366_yacHp3_reverse_131307_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aatcccaagattagtcaaaatttaaactaccgcctctttatactcggattcacagca
cctGcgggtggcagttcgccgacc 
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>ECK125136368_yadEp3_forward_144965_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cagagtttcgcgagcgtattgtcgaactgggtgcgccggaggtgagtagtctttggc
accAacaacaaaaaaatccgcctt 
>ECK125136377_yadNp1_reverse_156984_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tctaaagtgcacaataggcgacctaatgaacaatggttgtaaatttgggtaacaaat
atcAttgctcattaatatctaaca 
>ECK125136385_yadSp7_reverse_177757_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggcggaccggaccaaattcctaaaatcaaacaatactggggtgaacagctcaaaatt
cccGttattcctctcacgagtgac 
>ECK125136397_yaeFp1_reverse_217135_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tattccgcacactattgtgctgggcgaccgtaacctcgacaacgacgatatcgaata
taaAtatcgtcgcaacggcgagaa 
>ECK125136395_yaeQp3_forward_214088_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
actttcaaaacgcagcccagcgcgtccggaacgtatcctaagtctccgctggcgatt
tccGcgtaccgcttgcgtattaac 
>ECK125136462_yahMp5_forward_345336_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atcttacgcatcgcactcaagcctgacagaaaatatgctgtaaggctcatatcaaaa
accGccattagctcatcaggaaga 
>ECK125136482_yaiIp7_forward_405698_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tttccattgcctcactcctgccgtgaaattcattgttttgataatcgctggcagaag
catAaacagaactatgccggaagg 
>ECK125136467_yaiOp6_reverse_380850_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgtagaacgtaatttacctaccggaacttattcactccgacaagaacttatccgtac
aggAgattaaaatgataaaacgga 
>ECK125136468_yaiPp5_reverse_383985_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atatgcgtcatgatcgcctgcgtgcagttgcacaatttcgcggacaacaggtcaata
gcgAtctgggtgaaggctttgtaa 
>ECK125136471_yaiSp13_reverse_384738_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
acacttaacatatgaattgcatagaaacattacccagtcgaacccacgggtctgaaa
gccCttgcttttcagttattagca 
>ECK125136487_yajIp6_reverse_433034_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
acactgccgacggcggcgtacggatgaaccctcgcccacgagacgagagtcaattac
cttAgtgtccacggcgaaacagaa 
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>ECK120009963_ybaBp_forward_493709_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
cgcgacccgtgggcggcacaggtgagccaactttcgctaccaaaactggtcgaacag
gtgGcgttaaatgcctggaaagag 
>ECK125136501_ybaNp1_forward_490718_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcgtcgagacaagcctgtagtgttgtcgcacgagtctgaaaaagatgcctgtcgaaa
cgaGcacttagcgtggcgaactgt 
>ECK125136512_ybaPp6_reverse_508284_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cactgacgctattacgatgaacatgcagcaactctgctaactcattgattttcaaat
cgaGcggttccagatattcataga 
>ECK125136545_ybcHp4_reverse_588070_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gctggaatatctggaccggcgagacgcactacgacgcctggccgcacaaagtcagtc
tcgGcgtcgagtatcaacatacct 
>ECK125136543_ybcWp4_forward_579805_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcggtcctgctggcattctggagggaaatacaaccgacagatgtatgtaaggccaac
gtgCtcaaaccttcatacagaaag 
>ECK125136555_ybdDp2_forward_631991_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gaaacgccgtatgaaccaatgccggaaaatgtcgaggagatcgtggcgcaggcaaaa
ggcGcacactaaagtcagagtgag 
>ECK125136546_ybdFp5_reverse_606053_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
actggggctggcgctggcacaaaaactggtgaccatgttccatctgatggatcttag
tcaGctttacactttattgttttg 
>ECK125136556_ybdHp6_reverse_633517_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tacctgacgaagttgcgtgttgaaggcactataacacgatgctagtatttggcaatc
aagAcgtttagatgtctaaataaa 
>ECK125136551_ybdKp3_reverse_607561_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcactcctcatttaatcaactgaagctgaacccgtttttttctgcatgactcaatcg
tcaAaattcttcgccaccagtcag 
>ECK125136559_ybdMp2_reverse_635555_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaaacagctgagcattaccgcaataaaatcgccatttatttgcactggtatcagaaa
aaaGgcatcgaggttccacaaacc 
>ECK125136580_ybeQp1_reverse_676706_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgtatttccatcggagtggaaagtgcaaacaatattttttgcgactccatgtccata
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taaTttatccttaaatattcatta 
>ECK125136588_ybeRp7_forward_676560_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aatctcatctattgataaattatcgcagcaacttgacgtgaaaatcattatcatttc
cttAtggttgcagataaaacatat 
>ECK125136602_ybfAp7_forward_729037_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttaattacaggatgaatgtaaataaaccatcaataagcaaaaataagtggtcggatg
agtAgtaaaattacacaaaaggcg 
>ECK125136599_ybfFp1_reverse_712846_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctggcttgcagaaaaactcggaataaaccttatttgttgcagccctgtggcacaatg
gtcAacataataccctaacccgac 
>ECK120016584_ybfHp_reverse_716641_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
ataaagtcattttttattcaaatataaggaacttaatatttaaaaaatgttccatac
aatTcctcatcataaatgacaccg 
>ECK125136610_ybgDp9_reverse_752958_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttaaaaacttcatggtagtcgcatttataaccctatgaaaatgacgtctatctatac
cccCctatattttattcatcatac 
>ECK125136609_ybgOp4_reverse_749182_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtcagccagcagggcaaccaactgacactgaaaaatcctaccgcgtattatctgacc
attGcctatctggggagaaatgaa 
>ECK125136619_ybgSp1_reverse_785339_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cttaaaccaatgccttatattcacctgcaaatgcactgttggaagaggttatccgac
ataAcgaccataacaggagcatcc 
>ECK125136620_ybgSp2_reverse_785459_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agcaagaaaaacgccagattgtcgcgaaaaacgagatctctcctacaatttctaact
gtaActcctttgtttgttaattat 
>ECK125136631_ybhHp8_forward_800552_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
attgagtaatttagcggcattgttaaacgaactggactctgccagtatgacaaatgc
cttCatacttgataattcatgctt 
>ECK125136651_ybiUp5_reverse_859100_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
catcacatcaaatcattaaacttgcattaacttatttataacttatattgtcacatg
caaAtcagaatggtttcgaatgaa 
>ECK125136667_ybjEp3_reverse_914901_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
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cttatgcataacatttccttttaattgcaactttactcgtccttccgctttcagtag
tgtGtcatcgcgcatttcgacttc 
>ECK125136663_ybjOp4_forward_897852_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggggtgaatccggaaatcaacgccctggcaacattgatcctcggcgcggtcggaatt
gtcGgatttatcgcctggtatctg 
>ECK125136675_ycaDp1_forward_945719_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaatttttcgactgaacgaagcgtatgaaatttgtgttagttcaataaaaacaatca
gatGagactaatcatctcttcagc 
>ECK125136685_ycaLp1_forward_960132_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcgcggattagccaggcagcctgaatgaacaacgggcaataaatagccaaatctttc
tttAtcaaaacgtcggcacattgt 
>ECK125136708_yccXp7_forward_1029994_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttcgcgccctttggctaacactaaacgtacactcataatttacttttctgtcgatgc
aaaGaaatgggcgtcattgtccgg 
>ECK125136729_ycdUp1_forward_1095693_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aattatcaaagaaaatctctcattacacttaactcatacggtgaaatggactgaatc
tctCgatacatttctgaatatgcc 
>ECK125136730_ycdUp9_forward_1095633_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgcttcgccagagcatcaggttctgatgaacgtaacagcaaaaagcgaggtcgctcc
gtcAattatcaaagaaaatctctc 
>ECK125136754_yceFp9_reverse_1146749_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
attttaccttttgcatagggcgcgcatattaactttgtaacgtcatagagtcaaaga
aaaAggcagcctgtggttgccttt 
>ECK125136746_yceHp2_forward_1126081_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gatttactggcgcgactgggttttgaaaaagaaggctatgcgaaagactatctgttg
attGatggacaatggcgcgatcac 
>ECK125136748_yceMp4_forward_1126604_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atggcggaagtggagtcgacgctggaacaactggcaaatcgcgaagatggtcctttt
gtgGtgcgtctggcccgcgaaccg 
>ECK125136741_yceOp1_reverse_1119511_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gttttaaatttgcgtcagttttaggggaaatagctgccgattttgcgcaagacaaaa
aaaGcgattttgatttgacgccat 
>ECK125136742_yceOp7_reverse_1119632_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
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atcggttgctgcctgtacggcgctgcctgcacctatgataattcgcctgacgaagat
tttAttatcgataccctacccggc 
>ECK125136766_ycfTp11_reverse_1175329_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ataagcgaaagcaagatgggtaaacgtctgaactgtaagtgatcgtcagggctaatc
tgaAaagcccccgtaaatcaatcg 
>ECK125136822_ycgYp1_forward_1245083_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gctttcacatcagaacgtatactcgacacctgctttacgggtgaaaaaaatcaatat
agcActtcgatatccgataaagtc 
>ECK125136823_ycgYp6_forward_1245101_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atactcgacacctgctttacgggtgaaaaaaatcaatatagcacttcgatatccgat
aaaGtcggttcccggtaacaacaa 
>ECK125136832_ychNp4_reverse_1273655_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtcgtattttctcgcgctttcaggaaaatccttaaaaatgtgaccgattggtcagac
gctGcagaagcagtaagatagaag 
>ECK125136844_yciBp3_reverse_1313055_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttgggcgaatatgcgtctggtggcacccgcagtactgagctggttgctggcaaaaac
actGttgctgctttttgcctcttc 
>ECK125136846_yciEp6_reverse_1315238_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
taaataagaaagccgaaaataaagcctgaaatatgaattttaacttttagtcatttt
ataAagaggacattttcatgaatc 
>ECK125136854_yciNp9_reverse_1330757_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtcacactgtacctgataaaatccgatacgcaactttattagcatgcaaaatccaaa
gttGccagtaaggcgctcttgcca 
>ECK125136865_yciTp1_reverse_1344544_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgaatttgatgcccagcgcgttgccgaacgtattgatattgtgttagatatccttgt
ggcAggcgattaccactctgcgat 
>ECK125136841_yciUp5_reverse_1307352_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggcgaactaagtctggttggcacagttaaccttgatatgcgtagtctgtggctaaat
ttcGagattaccctggcaatcgac 
>ECK125136866_yciWp4_reverse_1350236_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cggcggtttcagcattgctgcaatgaacgaactcgaactgaaataatcgttctgttg
gtaAagatgggcggcgttctgccg 
>ECK125136867_ycjDp4_reverse_1351866_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
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gatgtgctggcatcgccgctgcatgaactcaccaaacggctgattgccggtcatttt
ggcGaggcattgacggcggatgcg 
>ECK125136872_ycjMp4_forward_1370003_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tacccacgttgagaacgccggtggcctgaaagacatcgcaatgccgaaggtcaaagg
ttaAaagaattcaccatgagcggc 
>ECK125136910_ydbJp1_forward_1440856_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
acattgcgcaaatgaggggcgcacgaaattgctgcgcgcccagtagtaatctttcaa
tttTagcaaatggctttcttctgc 
>ECK125136923_ydcAp6_forward_1491647_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
acccgatctttgatctcatcaacggtatcaaaataaaccagcgtataacgttcaaat
cgaAcataagattcgataaaccat 
>ECK125136934_ydcKp8_reverse_1500640_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ccatcccctaaccagtggctgacctgccaaacctggctggcatagcgccaggcaaat
cccAtccctatcgtccccaacaca 
>ECK125136939_ydcLp7_forward_1502323_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtcgaagtttttagcagcttaacttactgaaatttaagtactgatgattgacttagc
cccTttttcggcattgactatgtc 
>ECK125136947_ydcXp1_forward_1517221_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttatcagtactacagttctactggaaacattcatttttgccaccttttatcattgcc
cctAtgtgtatagtacgggttaag 
>ECK125136951_ydcZp1_reverse_1518375_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtcaccgcgcaaatgccgcaggtaggcactaaatttggtcgttggctggatctgaca
tttAtgcagttgcaactcgacgag 
>ECK125136972_yddBp6_reverse_1577666_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tatggttacacatcaacccggtgtctggaacctggccgatgatatttgtgacattag
cgcGgttttataaaaacaataaaa 
>ECK125136959_yddJp1_reverse_1544866_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
attaaacgctgctaacaaccagttgaaatatataaatcttgatttcctgacttatct
tccAtctatcaaaagtttaagact 
>ECK125136962_yddJp8_reverse_1544758_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tactaataatacatccgatattggaactttattccccataataaaacagagcaaaac
ttaAattttttaaatgtttctggg 
>ECK125136986_ydeIp1_reverse_1624516_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 



29	
	

tggcaatattcttatttggcaattataaaaatagcaaccagacttaataagtcaaac
caaAcgcaattaaggagttagtat 
>ECK125136975_ydeRp1_reverse_1588298_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atccgggactggtgagggcttcggcaacctttacccttgaatttcaataatcagagt
cagAtatgaaaagacttcacaaga 
>ECK125136990_ydfKp5_forward_1632985_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
catattcagcatttttagtcatgccctaataaaattagggattggcatatccaataa
cccAgacaaaaccgatgtataagt 
>ECK125137034_ydhBp2_reverse_1739809_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtagggagtgaaattagtgttgtgaaacggtaatatttgatgactggtttcaaaaat
tttGcaggcagactatgtggtcag 
>ECK125137031_ydhFp1_reverse_1725648_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgaaccggagcaaccatcactcttttgaacctaatcttgcgtatactcctctcatat
ctgAtaagaggaagcgattatggt 
>ECK120016714_ydhIp_forward_1720998_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
ttttcagaaattgcgcgtaaatttttcgcacttaaagaatatttattaatctaacgc
aatAtattcggtcgtaaaggaatc 
>ECK125137041_ydhSp3_forward_1747068_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gaatttaatcaagggcggttagcgcccttttcatccctgtctgaaatttctcaaatt
ctaAaaatctcaaccaaacttatc 
>ECK125137042_ydhSp5_forward_1747113_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atttctcaaattctaaaaatctcaaccaaacttatctgataacactaaattcgaaag
aatGcgtacaggtaagtaacaatg 
>ECK125137044_ydhTp1_reverse_1749569_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttgcaccacggggcgtacgccacacgaaacctttaaaagcatggtcgatggctatca
ccgGcactaacgaatgatcattac 
>ECK125137046_ydhZp6_reverse_1755209_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aatatatcatcgctcaattgctacagttaaaataatttatcgcgttatttgtctgat
tttGtttgatttttgtttaattgg 
>ECK125137054_ydiMp1_forward_1770930_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcatttcaacgagtctaccctgatggcaattttattgactggaagatctatcaatcg
gtaGctgctgaattatatgcacac 
>ECK120035108_ydiVp_reverse_1792087_[AIPP|W|Automated 
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inference of promoter position]_Weak 
aaaggacccctgaaaaagtggttaacatggaacaaatgaaagttactccttctgtaa
ttgTtatgtcttatggcctcatcc 
>ECK125137064_ydiYp6_reverse_1806217_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tttgcagataaatatatataaataaaaatctgttttcgccacatgcttattcaaaaa
atgAaataagaatacattgctaag 
>ECK125137085_ydjEp5_reverse_1853983_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgataaagatgcggcaagtgaatttgccgcaattgctacctttttagcaaatccgag
gcaCctaatggaacaatatgatca 
>ECK125137087_ydjFp1_reverse_1854924_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aacacgattcacctctgtttctgtgaaaactgtgatgaaaatctgtgattcaaacag
gttAttttgaaagtaaacatcggt 
>ECK125137077_ydjXp1_forward_1833308_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctggctcaaactgggtcaggagaattaaccttgagaaaaatcaacaaactgtcagta
atgAtttgttgcctgccgtccttt 
>ECK125137092_yeaIp6_forward_1870243_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tttatccggtgttccgtgaactgtttcataaacaaaatgcaacagctaaaggctaaa
actAtcagccaggtcattatcgcc 
>ECK125137094_yeaMp1_reverse_1875648_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cctgtttttgccgcttaatgaagttgaacaggtcatatgcttctcattgttacaaac
gagGctgtaccttaccgtttttat 
>ECK125137096_yeaNp4_forward_1875463_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agcattttccaccgtacaggtaattgcaccatgtagcgccagtatcagctgtccttt
gcgGtgctgatgtacaggactggt 
>ECK125137099_yeaOp4_forward_1876777_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcctgtgggccgccgctgatgggtaaaatacacgatgctaacggtaactggtctgta
ccaCttatgggtgttgccatactt 
>ECK125137102_yeaQp1_reverse_1879390_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtacgttcttatgacacggaaaacgaacatgatgtttgtggttggtaattatcactg
atcGttgatggcgcaatttctgcg 
>ECK120009969_yeaYp_reverse_1890561_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
tttatttacgtaacaacgtcgcatggaagaaacttccgggcaaagaatgaatcttaa
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gagTatgccctgagaaaaaaagga 
>ECK125137141_yebAp1_reverse_1941683_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctggggacgaatatcaaactgggtaaaacaagctattcagaattcctgagtcaatta
gccAaccagtatgcgagctgcctg 
>ECK125137142_yebAp5_reverse_1941833_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
attcaacctggcgcgcagcgtttacatgaaataagaacacagttggttgagcaaaaa
gcaAcctgcgtttttgctgagcca 
>ECK125137143_yebAp6_reverse_1941721_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cacgagggacatccgttcgtatgggaacgttggatcccctggggacgaatatcaaac
tggGtaaaacaagctattcagaat 
>ECK125137126_yebVp1_forward_1921745_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttttgactggcacattcggctgcctcaactaggctgaaaaatggtgcgatcggactg
gtcGtaccacaatcggcagctaaa 
>ECK125137130_yebWp3_forward_1921957_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
caactggatgcctgggatgctgaaaccagtatccctgccctgctaaatggcgaacac
tctGtcctttaccgtacccgttac 
>ECK125137147_yecDp4_forward_1950778_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cagtttgctataaaggtgttgcccgaactcataaaaattaacaaaatttgtcgttcc
gccAtcggctaatcgcattaaggt 
>ECK125137179_yedJp3_reverse_2033203_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atttgaaagcgatttaggctctaccgcgggaaagtggttaggggcactggtcggatt
tttAtttatggctctggtcggggc 
>ECK125137201_yeeAp6_reverse_2080661_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcctttcaattttttcgctcctgccgggaaattacactgttcccggtttgtccgtcg
gatAattcagaggcgcgccttctg 
>ECK125137202_yeeFp2_reverse_2087238_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcttgtcatttcccccccatttaggcacaatgcgccgctgtcaaaaaatgactaaaa
accGacgtttcatcagcgtcggtt 
>ECK125137193_yeeOp1_reverse_2059828_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttaacagtccgccgttctaccgactgaactacagaggaatcgttgttgaggcacatc
ttaAcggcgaaaaatcttttgtca 
>ECK125137194_yeeOp6_reverse_2059875_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcaggaatttggctcctctgactggactcgaaccagtgacatacggattaacagtcc
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gccGttctaccgactgaactacag 
>ECK125137204_yeeZp7_reverse_2089176_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttgcagcatgtcgttatcattattgaacagattcattcatagaatgaattgtcagtt
ttgAtacgctagcgtagccttata 
>ECK125137236_yegXp1_reverse_2183801_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tggctgcactacgcccgcgccatacaaactgggctgacaccgtacaggaggcaaaaa
gctGgctttcatcggcgttagccc 
>ECK125137237_yegXp6_reverse_2183820_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgtacactctctgcggcgttggctgcactacgcccgcgccatacaaactgggctgac
accGtacaggaggcaaaaagctgg 
>ECK125137241_yehEp1_reverse_2192909_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tatttaatactgcgaatattctgcggaccttcgtccgaaactctacaaagtcgattg
atcAtacaggcaatgcttcattat 
>ECK125137269_yeiIp2_forward_2251653_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgtttcgacggcattccgctgatcctcgaaaccatcaacccggatatctgggcagaa
gagAtcgcctggctgaaagcgcaa 
>ECK125137275_yeiWp7_reverse_2265413_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tttaatttcgttcgctcttggcatcgaaaaattcctgtagtcgaaaatgtcaaaaat
atcGcgacaaagtactcgcgacgg 
>ECK125137280_yejGp5_reverse_2278353_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gggtacatatagccccgcaaacgtgaccacgcccgcagatattacttaaatcagagc
catAgaggccacgcaggcgaggca 
>ECK125137281_yejGp8_reverse_2278446_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cattcccccgatatatgtttattttatgtaaaatcaatttatgtaaaaagtcacatc
attGtagttaaaaaggttgagtta 
>ECK125137287_yejKp5_reverse_2284109_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgttcaacctgttcatcactgtagcgggaaatttgtggcataaatcgaaatcagtta
gttGatgaaagggcaacatattac 
>ECK125137298_yfaLp1_reverse_2344218_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
taacaaaatagccattgcaccgggttgaacaatttacaaaagaaagatattccatat
cgtAtaatgcgattaaatacgccg 
>ECK125137299_yfaLp3_reverse_2344265_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aggttattaacttgaattatgacgcactgatattattcatcaaataataacaaaata
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gccAttgcaccgggttgaacaatt 
>ECK125137297_yfaPp4_reverse_2328199_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggatcggctggatttaacccatgagtatctgcacctggcctttgatggttatcccac
cggGcttgatgagaactatatcga 
>ECK125137319_yfbKp7_reverse_2385905_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgtgtcggggcgttgacggtaatgcattgacccagggttggtaaaaaataatcatag
ggaGtaaaaacacaaataatataa 
>ECK125137322_yfbLp7_forward_2385828_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tctttgtataatcctgctaatcttaataaaatacaatatcgaaacccatagcaaata
atgAttcaacaacgcaacccatta 
>ECK125137325_yfbNp1_reverse_2388587_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctaaaggtgtcataattattccctgaaataatatattcatcaaacgaatgacattgt
ttgAattcattagcagataaatag 
>ECK125137327_yfbOp1_forward_2388573_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cttaacattcatgttatgatgctcttgaaactaataatacgtatggaattgtcacta
tttAtctgctaatgaattcaaaca 
>ECK125137330_yfbPp7_forward_2388995_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cagagctggtttgtagaagaaattgcccctgatgagtgctgggaaggatggtcagaa
gatAcggagcatggatgggttgaa 
>ECK125137336_yfcIp7_reverse_2423712_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcgtctgcaacggttccttaagggatcgctgaaataatttcctctccggtggctaac
gctGccggagtattttcatgggga 
>ECK125137337_yfcIp8_reverse_2423614_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgctgaaatgtaaaagttacagtccgctaaaaatacttctgaattcgctgtccaaag
ataAaaactgcctgctgcattggg 
>ECK125137347_yfcVp8_reverse_2455688_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atcgcatgccgtattcaatggctgggtataaacattggctattgactgaatcaatgt
attGcaatgtttatattttaatta 
>ECK125137354_yfdGp4_forward_2467737_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
actggcttgatgagaaggtggagtgagcgaccttaacaactatcgaatagcacaaag
tctTgcaatccagtgcaaagcttt 
>ECK125137373_yfeCp4_forward_2518375_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcaatcgctgaaaaatcaggcaaatgaacaattttggaaaaccgctcgcattcagta
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gttAttcatgtcacggtttcctgt 
>ECK125137377_yfeHp5_forward_2526909_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
taattcatctgttttcttcatgaatggatgcaataaatcaattttatttctcaaact
ggaAgaagcacaatagaaccatcg 
>ECK120016565_yfeKp_forward_2537315_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
ccgatgatcctcatcgtaatccaaccgaaactttacctgattctggcagtcaaatcg
gctAtcacaaaacaaggataaggt 
>ECK125137375_yfeRp1_reverse_2527039_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcgcgccgtgcataaagaacagcagggcaatagctgcggtggtcagattttcaaaga
aggGgacgaaatcgcctctggccg 
>ECK120009972_yfeYp_reverse_2551243_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
gcttgtttttatgaagtaaaagaataacggcactttttggtgaatttgcactccaag
caaCgttattgaataaccaaagga 
>ECK125137384_yffOp1_forward_2562080_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtaattattgcggtttttgtcaattttcaacctcaattcttgcgaaaaatggcaaaa
ataAcggtatttttcatcatttat 
>ECK125137387_yffQp1_forward_2563389_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtgggagactgatggccgccgacgttgcacaattgattaatttctgaacattcaaat
caaCtcccaccaaagccaacaaga 
>ECK125137388_yffQp3_forward_2563409_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gacgttgcacaattgattaatttctgaacattcaaatcaactcccaccaaagccaac
aagAtgggaggtgaattttgtgat 
>ECK125137398_yfgGp7_forward_2629085_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tatagagagcattgattctaagtgtcatatgaaagtaccaattgatatatatcaaac
aaaAtaaccctgattaatgaatta 
>ECK125137412_yfhRp2_forward_2664244_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcgttgttaaagccatgctggcgaacatgcgtgacgagttaagcgacgctctgaagc
gttAatgactcaggcgggtgatat 
>ECK125137449_yfjIp8_forward_2758881_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gatgagtggttatcacaacgctgtaaacttatttgagggtgttacatgaattcatac
tcaAttgctgtcatcggagtgtaa 
>ECK125137454_yfjPp5_forward_2767642_[ICWHO|W|Inferred 
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computationally without human oversight]_Weak 
tcagaaagattctgcaatctatgtgcattgaaaaaatcttcagatagatatcattct
cctGaacaatccgatgaacggcag 
>ECK125137472_ygbNp2_forward_2864907_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aattgccggactacctgatcgacatgaaccggacgatggagaaatcaactatccgtg
gctGttccgcctgttcgatgaggt 
>ECK125137486_ygcGp7_forward_2905605_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gagtaacgtattatgtcagaagaaaataaagaaaatggatttaatcatgtcaaaaca
ttcAccaaaattatatttattttt 
>ECK125137479_ygcNp3_forward_2892572_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgccgctgttaagtgcggtgatggtaaaagaaacctgcaccgcaggttgtatctatc
gcgGcgaatgataagagtgtgtcg 
>ECK125137480_ygcUp5_reverse_2899607_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
attacgctggcgacacgcagtaatccagaaaccaatcagcgcgttcttgatcatatt
ccgGcaaaccgttggggcgatact 
>ECK125137481_ygcWp11_reverse_2900409_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtgagagtaatcacgcttctgctttttaaaattatttgacaatacgaatatcacact
gtgAttacgatcacattagcagtt 
>ECK125137482_ygcWp12_reverse_2900471_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
attacttttctcaggtctctagtaattgaaataataaataacatggaaagcagaggt
gttGtgtgagagtaatcacgcttc 
>ECK125137506_ygeAp5_reverse_2980803_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cattactttctggctcattccggaaaccaaaaatgtcacgctggaacatatcgaacg
caaActgatggcaggcgagaagtt 
>ECK125137528_ygeRp1_reverse_3000039_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgggattattacgcatcaggatgggaaatagggtaaaaagtcaggaagttcgatacc
tctAcagcgaatattttgctgatg 
>ECK125137529_ygeWp1_forward_3006224_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttattgttagtcccaggtatagctgtgaaaacaccaatcactttggcaagtcacagt
gaaAtaaaccactttgcctgtcat 
>ECK125137538_ygfSp5_reverse_3029164_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atgccgtggttgcagggcagcggaattaaactcgataaatggggcctgattcaaacc
ggtGacgtcgggtatttacctacc 
>ECK125137539_ygfUp6_forward_3031189_[ICWHO|W|Inferred 
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computationally without human oversight]_Weak 
agagtgcgacatgccagaatgattaatgaaatatcaatatgagaaaattacagataa
ttcCattgtcaggttctcttctca 
>ECK125137547_yggCp1_reverse_3074756_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgctctatgacgcgttaaaagcgatgaagttcgctgatttctccgtctggtcagagg
cgcGttttagcggaatggtcaaaa 
>ECK125137553_yggIp6_forward_3089588_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
caacaccttctgggtgtatgcggctctgaacgtactgtttatcctgctgacattgtg
gctGgtaccggaaaccaaacacgt 
>ECK120010000_yggNp1_reverse_3101798_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
caaactggatgaggtacgcaccagcgaacttttcgacgtttggtgggactaagaaag
catAcgggcgatgacaaatgcaaa 
>ECK120010001_yggNp2_reverse_3101744_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
aagcatacgggcgatgacaaatgcaaaactgcctgatgcgctacgcttatcaggcct
ggaAagatgcacgatcgagtaggc 
>ECK125137565_yghDp3_reverse_3111276_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgaaatcagcgtcactttccgacatcgaaatgcgtggttttacctttgatcaaaaac
gccAgatacttcacctccagctac 
>ECK120010010_yghFp_reverse_3112899_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
aatacagacaaagagcatctgcgaaaaattgcacgcgggatgttctggctgatgctg
cttAttatttctgcaaaaatggcg 
>ECK125137574_yghQp1_reverse_3132593_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttgagactgccatctcccgcaagcctgaccatgactatgccgagctgcaggacaaaa
tcgGtgtcatgtcgaagattggct 
>ECK125137584_yghTp14_forward_3133915_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ccaggcttgccgtgagggtcgatttacctgaaccatcacatcctacaatggcaataa
cacGcactggcgtggaattaatta 
>ECK125137610_ygiDp2_reverse_3182561_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gagaacgccgagaaacgcgccaataaacgtggctgcccccgccagtatggtcagaat
gagAggtactgacatcgacaactc 
>ECK125137611_ygiDp3_reverse_3182429_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 



37	
	

tcattgttatccgggttcttactccgccgaacaagcgtattgtgaggatatcaaaat
gacAcctttagttaaggatatcat 
>ECK120010002_ygiMp_forward_3201104_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
attttgcgccaaattgccatgcaacgggcaatttgacgggcgtaaaagtttgaagca
gtgGcaagacctgacacagaggat 
>ECK120016574_ygiMp2_forward_3201042_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
ttatgtcacataagtgacgatgaacggcgaacttaatgcgatcttttttgtcagtag
ataGtattttgcgccaaattgcca 
>ECK125137592_ygiQp1_reverse_3161310_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtttatttcggtcagccttcctgggcgcacttcccgttctacttcaacagtcagacg
ctgGaaatggcggaccgtggctcg 
>ECK125137631_ygjIp1_forward_3226142_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
catgaagcgtatcggtttatctgcaataacgcggtcaaaaaagtggttctcaaagtc
accAtcgaagatggttatttccat 
>ECK125137632_ygjIp2_forward_3226070_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gaccgtgaatatttaaaaggctgcggagaaaccgttgaggtccacgaagggcaaatc
gttAtttgcgatatccatgaagcg 
>ECK125137636_ygjQp4_forward_3236365_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgcatgatcgtggtgcacgagctggcgcacctgaaggagaaagagcataacaaagcg
tttTaccagttgtgttgtcatatg 
>ECK125137647_yhaHp7_forward_3252249_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgcgccttcacggcactttattaattccttgaacgaatatttactgccatttcattc
acgTctattcttaatttgctgctt 
>ECK125137652_yhaIp12_forward_3252825_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcgttatataaattacctataaaaaataaccatgtatttatcttaaatatcaaaacc
tttAtaacatccgaaaaagaaaga 
>ECK125137649_yhaIp9_forward_3252700_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tttggaccagatccaaaactggaaccttaaaacaaatctgctcgccggatgtctgac
tcaTccggcttttatcattatgtt 
>ECK125137656_yhaKp4_forward_3254274_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tttcgttctcattcaggaaatttgaacataccgggcagaatatctggctaacaatgt
agcGtccagccccttaccataaaa 
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>ECK125137681_yhbUp1_forward_3301329_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tccaacacgagttttactccctgtttcaacaatcatcctattttgccatatcagaaa
aatAacatagcggtataaatcaac 
>ECK125137683_yhbUp7_forward_3301279_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtacactcaacagagatggccccaaatgcacaatacgggaacgcagtttatccaaca
cgaGttttactccctgtttcaaca 
>ECK125137698_yhcAp1_forward_3362039_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gttagctataactcggacagattatgccctatgacatggtctgtcttaatcaatctc
atcGcaaacagtgcataacatata 
>ECK125137708_yhcMp1_reverse_3380156_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ccaattagcgcatattcccaggtcatgaacatctcccgttgtcttttgtttccgtag
ggtGttggcttcaggctccatgcc 
>ECK125137712_yhcOp1_reverse_3386210_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggctggcggggatgctccataagtatcaacatgcgttgaccgatagttaagtcaaaa
ccgAcgccaaaagcgtcggttttt 
>ECK125137725_yhdHp1_forward_3403280_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aacttatactgaatggcgttgtagaaacttagcgaacagcccagcaaagtcacaaaa
attGttaacccggtgagcagcgta 
>ECK125137728_yhdUp1_forward_3412497_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
actctgcggaagaactggcgaaagtgaaaaaaagaaagaccggcaacctgtcaaaac
gaaGccggttaagcgaagttgacc 
>ECK125137756_yhfYp1_reverse_3511617_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaggcgatgtcgatgcggtgatctggaacgtggtggcggaaaacgaactgaccatgc
tggGattagaggcgacgccgctca 
>ECK125137773_yhgFp2_forward_3537176_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtttccgtattgtcggctacgatgaaatttttggccgtaaagattacatctctatcg
attCcccgatggcccgcgcattgc 
>ECK125137819_yhiMp11_forward_3634817_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atgatatctcgtcattatattaacaggatgaaattatcattaatgcatatttcaata
ttaGcagggatacctgaggagttt 
>ECK120016708_yhjJp_reverse_3682016_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
tgagttcaggtttatttcacttcttccgtgacattttcatgttcttgcggtctaaca
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cgaAgtgtttttaacgtcatttag 
>ECK125137831_yhjRp10_reverse_3696283_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgtgattttagtcttttcgtttttaactttttctgttgcgtaacggaaagtcaaaaa
gtgAgcaaattcccgtctcgccgt 
>ECK125137833_yhjRp12_reverse_3696215_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cccgtctcgccgtaaacaataaaccggcgaaatgctcacggttagaattgtctcatg
aacGgtacggttatttcataggga 
>ECK125137834_yhjRp13_reverse_3696375_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agtttactagcgaaagctaagaaataaacctaccattgaaattaaaacttatcagat
ttaGcatgtgaatcaatttagaag 
>ECK125137830_yhjRp5_reverse_3696356_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agaaataaacctaccattgaaattaaaacttatcagatttagcatgtgaatcaattt
agaAggtcacaagacgtgtgattt 
>ECK125137839_yhjXp6_reverse_3712097_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggtgaataattgtcgcgtcattcattcctgaactaaggcatttcattccgttctgat
ggcAtttcatgccgtttttcccca 
>ECK125137852_yiaBp1_reverse_3727797_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
attaatatttagtatgaatttattctgaaaatcatttgttaatggcatttttcagtt
ttgTctttcgttggttactcgtaa 
>ECK120033257_yiaKp2_forward_3742720_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
tatatttgaaatcaagtttcgcatattgaaattttaagccaaaaaagcgatcaaaaa
aacAaggaagcctgggatgaaagt 
>ECK125137876_yibBp6_reverse_3793834_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atagaggtgcaaggatgctaattgcaacaaactagtttgggttttagctagtccttc
atgGcggatgttggttttgcatgt 
>ECK125137868_yibGp6_forward_3768064_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaaatggatacagtgctaacagcaccaacgaaccttaattcaaataaggatctaatg
gctAtaacaacaaaagaccttggt 
>ECK120016718_yicJp_reverse_3836664_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
aaaacaagttgatttgatatattaaatgaacaaattaatcttgatggcagtctgatt
attGgtgaagtttatagtcagttt 
>ECK125137893_yicNp4_reverse_3842509_[ICWHO|W|Inferred 
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computationally without human oversight]_Weak 
cggctttatgtcgtactgcatcatgaaagtatgcaccgggcgctggcgcgatctgaa
cctGtgtgtggtggtggtcgcagc 
>ECK125137894_yicOp1_reverse_3843957_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctggtattcagcccggctaatgtgatgaaatttatggttaatagaattattcatatt
tttCtcattttgattttatcaatt 
>ECK125137897_yicOp11_reverse_3843819_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgcaattgaaatgtgataattatcactgaaccgttgttgtcatttgttttacaaaag
caaGggattaaatctcctccaatg 
>ECK125137895_yicOp5_reverse_3843880_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aatttgattattatttatcataaagaaacgtcgcgagattattaaagaatatccatt
aatGtgcaattgaaatgtgataat 
>ECK120010004_yidQp_forward_3867544_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
ccagaacacccatcaggcgcgtcctcatcggctacgatgtaaaaatgggtctggaaa
tgaActtttcaagccttatcagcg 
>ECK120016709_yieEp_forward_3893829_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
aaagttgtaataagcttgtctgaatcgaacttttagccgctttagtctgtccatcat
tccAgtaaatgattactcttgtat 
>ECK125137905_yieHp4_forward_3896657_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gttgatgactcattatctatttccgaacaaggagggaaaatccgtcgctatcgtata
ccaAaatgcgacaataggcgcgtt 
>ECK125137908_yieKp2_reverse_3899464_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
actgagcttgagcagaaaaaaattaactttgattaccaggaatatccgggtctgaac
catGaaatggatgtctggcgacca 
>ECK125137942_yihFp1_forward_4044175_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttctgataatgcatcctgccgctggacattatttcagcataagtggatattcaaagt
tttGctgttttatcagggaatatt 
>ECK125137943_yihFp4_forward_4044055_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttgttcagcagtatgctgatacagtgaaatatctgtccgagaaaaaataattcaatg
taaAttacataaagcccgtgaata 
>ECK125137949_yihLp2_forward_4060253_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atcgtcgccgcgccaaccgcgcaccgaaagacgattaatttcgttttttagtcataa
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aaaAcctgccagcgatggcaggtt 
>ECK125137952_yihNp5_forward_4062166_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
acaaatcaaacaagaggcaaaccatcttctgaaccactaataagttttaactcatac
gcaGttaataaaaccattccatat 
>ECK125137955_yihQp1_reverse_4069446_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgttttttaatatttacggacagagaaaataacttgtattgattagcagtcaaaatc
attGaagaacatttcactcgctaa 
>ECK120009970_yiiSp_forward_4112869_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
gcaaatgacaatacccggaaaatccttctgaactcttcaccttaagcaatatcaaaa
aaaAtggtaatccataagatcatt 
>ECK125137977_yijEp5_forward_4136089_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agcggctgcttgctggcagtcgctgaacgttctttaccagcgtatagtgggcgaacg
aaaActacacactggatctctcat 
>ECK125138007_yjcEp7_forward_4279835_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtcgttatcgccgtggcgctggtgaccttctatgcgggtggctgggctatctaatct
ttcAtcggattctgaaaacgggtg 
>ECK125138038_yjfPp5_forward_4416935_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cattatgaactaataccgccagcagaaacttgtgctaaggatttcttcatgtcatac
cagAcaaaaaggagagacagatga 
>ECK125138073_yjgZp1_forward_4501058_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcccgtcacccggacagacaccgttatggacttctcttgttgcacgatcgatcaatt
gttAtgcatgctgacaccacaacc 
>ECK125138078_yjhBp7_forward_4503882_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atatctggcgaacattgttttttgttggtgacccaaaactgtaggtgggtatcagtt
ttaTctttcatagagtgaaatatg 
>ECK125138089_yjhGp4_reverse_4524226_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tactacaactgcccgctatttacgccctcgaaacaccgtttgtctcactgatcaaat
acaGcatgcagtgtgtcgggctgc 
>ECK125138104_yjiAp7_reverse_4589048_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcggggctttgttcttatcagagtgaactatgtttggtaacttaggacaggcaaaaa
aatAtctcggccaggcggcgaaga 
>ECK125138093_yjiJp4_reverse_4562682_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
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caggctggcatgcttcacctttttgttattaacttgttaacaacaaaaatgacaaac
aagGttaaacatgccttcgtccac 
>ECK125138095_yjiKp7_reverse_4563730_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tggctgacctgtccccccggcgaggaaatacaatgggtgatccctgggctgactgag
tcaAtttattgccagcaggatggt 
>ECK125138105_yjiYp3_reverse_4591347_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
accttactttacgcgcgcgtaactctggcaacatcactacaggatagcggtcaattt
accTcctcaaacgcaacgcaaacc 
>ECK125138112_yjjAp1_reverse_4600337_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttccaaacgcccaaccgggatgctgaccaacagtaatatggaagagatgaccaagtt
gctGggcgaacgcgtgatggaccg 
>ECK125138107_yjjLp6_reverse_4594844_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgcacggttttatcaaaagataaataccgggaaattcccgcttacctatgctcacaa
tcaGtcgactaaaaatgtttttgt 
>ECK125138109_yjjLp8_reverse_4594882_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cattaagtacggattaaaaacagcaaactattagcgggtgcacggttttatcaaaag
ataAataccgggaaattcccgctt 
>ECK125138128_yjtDp8_forward_4640838_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttaacaactcaaccgttagtacagtcaggaaatagtttagccttttttaagctaagt
aaaGggctttttctgcgacttacg 
>ECK125136415_ykfIp7_reverse_263818_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gaatgccggaagctggatgaaacattcccgcactttatcctccagatggaatcgatg
ctgAccaccggtgaactcagcccc 
>ECK125136444_ykgBp3_reverse_318376_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggataccattgctgatatagccagaaaatataatgcttcatcctggaaagtcacatc
gatGcgaattgataataattcaac 
>ECK125136449_ykgCp1_reverse_320215_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcgttccttgtggagcgttaagcatcaacaaacggctaagggcatccatatcagact
cctGagtggtttttgattacaaac 
>ECK125136435_ykgJp2_reverse_304258_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
attagtacgtaaaatcggtaacggctggaaatcattcaatactcacactatcgaaag
ttcCccagccaaccgcggtacgtt 
>ECK125136443_ykgLp1_forward_311939_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
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taagcccccaagagccagattaagtgaagttaaacgaaggctgccagctgtcacagg
aacGatggcctttttgtcagggca 
>ECK125136521_ylbAp2_reverse_544056_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cttgccgaaggggtcaaaacgttggcactcatgctttatcaacttgcctggcagaaa
taaGgagtcataaatgggatattt 
>ECK125136739_ymdBp4_forward_1105738_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cttgataaacagaaaaagctggctgtaatgaacatcgaatataactaagtttctgaa
caaCtcacgttgctgagcagaaaa 
>ECK125136784_ymfIp1_forward_1201440_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
caacgctaaggattctctctggttgaaaatacttagctgttatgtgcctgtcttttc
accActtcaggctcggtggtatgc 
>ECK125136787_ymfJp9_reverse_1202259_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctctataattggtactgtgattttctcaggaaaaccaagaagatacaaaatcaaagc
ctaAtcaatgtttatgaacctgct 
>ECK125136820_ymgEp6_forward_1244579_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atgactcacgcggaaaaactcctgactgacaaactgtctttggtttatcggtcacag
ttaAcaaaacttaatacaaatgcg 
>ECK125136806_ymgFp1_forward_1218814_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
catttcagcagggttattatttctataaacctgttacatacatcgacctggtcaaaa
ttaTcctttctaaaccgaaggtga 
>ECK125136952_yncBp4_forward_1518892_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaaacggatggacatgtctggcctcaataaaataatgatgatgatgttatcaatact
atcGaaaacagcccgaagcaacgg 
>ECK125136976_yneEp5_reverse_1609182_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtccgttgtgctaataacaccgttacttctgaacccggtttcgaccgggtttcttat
ttcAccatattagttacaacatcc 
>ECK125136978_yneFp7_reverse_1611874_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agggtacctttatttgccgccgctgtcagcgaacatgctatcttggttcggtcagta
ttgAtagtctggatttctggcctt 
>ECK125137005_ynfAp7_reverse_1655679_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gagggtgtttatattgatgatattatgtcgccctataactatacatgatgtcaataa
gagAcaaagatgattaaaacaacg 
>ECK125137007_ynfDp6_forward_1657414_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
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ttagagaaactggccatctcaggggtaaatgaaagtgttacctctgtgcggtcacat
cctGtgaggaatatcgcgagtaag 
>ECK125136993_ynfOp1_forward_1636727_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
caggtatcgtattaattgatctgcatcaacttaacgtaaaaacaacttcagacaata
caaAtcagcgacactgaatacggg 
>ECK125137067_yniAp1_forward_1807719_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cctgggaggaatggaatagcaacagaaaataaatggtttttgggcaataatcagtct
gtgGtgtgcgttagctcgtgtttt 
>ECK125137069_yniAp7_forward_1807579_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggatgatgagggaaatatccatgagctgggaactaacacttttggacttatcagtac
ccaAagtgaagaagaaattagaga 
>ECK125137063_yniDp6_forward_1805101_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaacgcagaaacagtgaccatgtgcacaacgccacccgacggctgtaataacaaaaa
atcCcttgatgcctgtcccttttg 
>ECK125137081_ynjIp1_reverse_1845011_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggctgcaccgcgtaaacgtagtgcgaaaaaaagtccgccagcagatgaagtcggaag
cggGgcgatagcgtaagcgagtga 
>ECK125137109_yoaCp1_forward_1893966_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agcaactctggttttctttcttagctgaacaatctggttatagcgtgcggactgacc
gttAaatttctccatcttactgga 
>ECK125137112_yoaHp1_reverse_1894933_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttctttaccgaaagtggttaaagtgcaaatcggctcggcgaccacaatatcaaagcg
gctAtacggatgatcggcatagcc 
>ECK125137187_yodBp16_forward_2042294_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ccattgcttatattggctggttacaatatgcactatcaattttttaaataacaaatt
attAaaaccacatctgtataagga 
>ECK125137255_yohCp3_reverse_2225679_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaaaggacgttcatcagacagtgaaaattacatgggcgaacaaaaaataatcacaag
ctgActtatacttgaactgtcagg 
>ECK125137257_yohDp2_forward_2225763_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcccatgtaattttcactgtctgatgaacgtcctttttcagcgtgaatgattcacag
ggtGtatgcttactggcaaccaaa 
>ECK125137361_ypdIp1_forward_2494494_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
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cgccgccatcatattgggtgagcatgaaatgagaaatcagagagcaacggtcatttt
gaaAgggttatcttacagttgtag 
>ECK125137392_ypfMp2_reverse_2591070_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaataatattaaacatttttaacgtaaacattaagaatattcatcttgttatctgtc
tgtAttttaaccagaattaaatca 
>ECK125137459_ypjAp8_reverse_2782822_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atttcatcatgatgtctttgatgagcggtgaacacaatacacttgcgctgtctcttc
aggAtgaatcccctggtctggtgc 
>ECK125137508_yqeFp1_reverse_2985624_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cctttgtgataaaaatcactttttttaaacaattaagataactgtaattaacaatca
tttActattgcactgttaattggt 
>ECK125137510_yqeFp11_reverse_2985809_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tctttagaccaaatattagacattatctgaacgtatcatctacaaattaaacaaaat
ggaGggcaatttaccataaaccag 
>ECK125137509_yqeFp8_reverse_2985701_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctacccctctattggtgggttagtggttgcaaaccttacgtgccagttatgtctctg
actGctgctcaggcatatttcctt 
>ECK125137511_yqeGp1_forward_2985719_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaaaaaagtgatttttatcacaaaggaaatatgcctgagcagcagtcagagacataa
ctgGcacgtaaggtttgcaaccac 
>ECK125137516_yqeIp1_forward_2988344_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cacgaaaaattcagaagcattacgaaatatgaatttacaaacaatagtggcataaat
gttAaccatgttaatttacgtaaa 
>ECK125137523_yqeKp12_reverse_2990570_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tttttcttatttttgttctcctgatcaggaactaatggttgcagtggtaggctatta
ttaAtatttcgtggcttcatttta 
>ECK125137545_yqfAp10_reverse_3043364_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctgaaaaacatgcagagcaggaaaatatgaccctgactgaactgaaaaaagtcattg
ctgAcatctatcccggtcagacac 
>ECK125137562_yqgAp1_forward_3109534_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctttgcgaacaaacaagccatcgacggcaccaaacggtcataataagaaaatcaaac
aatAcagctaacaggaactcttgt 
>ECK125137548_yqgBp1_reverse_3086250_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
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gccgtggaggtgatacgaaataatgaaccgttgtctgctgcttaacctgtctcaccg
ttcTggtgaagattcgttccccgc 
>ECK125137590_yqhCp1_reverse_3155384_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agcatcgtgaggaatttgttcgcgtaaaccagcgattgcgcctttaccaaacagaat
gcgGgttggggtgtgcagattaaa 
>ECK125137612_yqiCp1_forward_3184831_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttctggtttatgacttacccttatcgcactacaatggcactcaacacctatcagtac
aggGaaactacaatgattgacccg 
>ECK120010007_yqjAp2_forward_3247643_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
gacctttgttacaattagattcaatttgaatttatgtttttgaatgctttcttatct
cacGatttaacagggaatagttca 
>ECK125137665_yraHp4_forward_3287365_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcttaaagttcagtctatttaatgttcaatgaaatatttctgcctgtataatcttta
aagAtgttgaacatatattcacat 
>ECK120010003_yraPp_forward_3296349_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
atccgcattccttcgcatcgtagtgctcgcattcaggaaatgcatatgctgacggta
aatTgcctgtgcgatctgatcgat 
>ECK120016576_yraPp2_forward_3296072_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
aacggagcggcccagcttacctgccattgcactaaatactgataatgttgtcttaac
ggcGattgccaacgatcgcttaca 
>ECK125137678_yraRp1_reverse_3299012_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aatcacttcgtgtccggctttacggaactcgtctgcgggtgaagtaaattctgaatc
ctcAaattcatcagtgattaaaac 
>ECK125137762_yrfFp6_forward_3526274_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aattgcatgttatttacatttatgtaacttaataaataatcgtcctcaaatcaaatt
aaaAgtcaataggttgaaataact 
>ECK125137786_yrhBp9_forward_3584720_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agcatttaataatatctttgacgaagatgaacgcgtctttgctcaatgtatcacaca
ggaAtaataatataacactcaaca 
>ECK125137851_ysaBp1_reverse_3725902_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tagtggtgtgaatcatcaccaccattaaacacgctatccctcgcaggttatcaatcc
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agtAaattttgggctgcatctgtg 
>ECK125138046_ytfHp6_forward_4434104_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtcttgtgtttaaatacgctaacacctaaacttacttttagtaagtacgtacaaaaa
ggtAagtatgaaatgagtcaggtt 
>ECK120010005_ytfJp_reverse_4439286_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
gcgggaaattcgataaatagcacatatgattaaaactcagacccaagtggtcggatc
accTgcatatcataagaaggaaac 
>ECK125138053_ytfQp6_forward_4449817_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttttaagacggtatacagagcaggaaaatccataaccgtagccgcatttttcatagt
gagAtgaaagcgattacaaacttg 
(2) List	of	134	samples	in	 𝕊!(𝜎28) 	
>ECK125136964_adhPp5_reverse_1553994_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cctctgccgaagccctgcaacaggccattgacgataatttctggcaagccgaatacc
gcgActaccgccgtacctccatct 
>ECK120009893_aerp_reverse_3219120_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
aattgcgatctaaatcaaattaatcggttaaagataaccgcagcggggccgacataa
actCtgacaagaagttaacaacca 
>ECK125137639_alxp3_forward_3238555_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cttgccggaaggcgaggtctatgcataaaaagcagcggctgacgtcttccgacgttg
gccGtttttttatgtgtaaggaac 
>ECK125136492_ampGp6_reverse_453684_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
accaaaaactatcgtgccagctacaacgttgaaggtgcgttccaggcctccaacaaa
aatAtcgccgatgcggttaacagt 
>ECK125137915_aspTp1_forward_3946780_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtggtcccacctgaccccatgccgaactcagaagtgaaacgccgtagcgccgatggt
agtGtggggtctccccatgcgaga 
>ECK125136355_caiEp3_reverse_35499_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctggcgattgcggcgctgaaagagatctaccgcaccaccagcgaaatgccggtagaa
gaaGcgtatcgctatattcgcagc 
>ECK125136357_caiEp7_reverse_35399_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
catcggttctgcattcggaagatgccattgaagggccgctggcgtttgccgagaagc
gcgAtccggtgtggaaaggacgtt 
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>ECK125137075_chbGp5_reverse_1817312_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gataaagtaatggggctgattcacaccattaaaggcttcgagattgctgccagtaac
gccGcacttagcggagaatttaac 
>ECK125137208_cldp10_reverse_2098475_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ccgacgtcattatctctaaccgaatggcagaagagcttaaggatgtggcagataagg
tatAcacccgcgatctctttggca 
>ECK125136672_clpSp7_forward_922912_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
taagctcttgtcagcggcagggcgttctgccgataaccgtaaccgaagatgataact
gacAatgggtaaaacgaacgactg 
>ECK125136578_cobCp6_reverse_670046_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ataacccggaagatcttcaccttcagcctgccggtaaaatttatctggctgaaacgc
cgtGgtttaacatctcggcgacca 
>ECK125137806_dcrBp8_forward_3609913_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tccgaaatcaacgctttgcaggcgagttaaaggttcgttatcagagttgtgataaga
tggAtgaatgagccgttatggccg 
>ECK125137106_dmlAp4_forward_1881712_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgtaacaacaccacgtttagcgtttgctccagcaaggcgatgcgcttgctgacgaac
gccGgtgaaacgcccagttcttcc 
>ECK125136390_dxrp4_forward_193338_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
acgacaaagtgaaagcactgttgaaagataaagagatcagcgaagacgacgatcgcc
gttCtcaggacgatgtacagaaac 
>ECK125137290_ecop7_forward_2303851_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttgtctgaatgttctttaagttattcataaagcaaattaataaatctgatgaatatg
ttaAccttcagcgacatcatcggt 
>ECK120009892_flgKp_forward_1138351_[HIPP|W|Human 
inference of promoter position]_Weak 
gaacattgataatctgttctgaataactcaagtccggcgggtcgctgccgataatac
tctGtaattgaaggcttataagga 
>ECK120009891_flgMp_reverse_1130165_[HIPP|W|Human 
inference of promoter position]_Weak 
gaatattcttataaacctgtaagctgttaaagattacccgtcccttgccgataaata
agcAacacatgataaaagcgccct 
>ECK125137156_flhCp3_reverse_1977932_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttgacagccaccagacgattactcagttgacgcaagattcccgcgttgacgatctcc
agcAaattcataccggcatcatgc 
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>ECK120010568_fliAp2_reverse_2001808_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
acccactaatcgtccgattaaaaaccctgcagaaacggataatcatgccgataactc
ataTaacgcagggctgtttatcgt 
>ECK120009887_fliCp_reverse_2003676_[HIPP|W|Human 
inference of promoter position],[FP|S|Footprinting]_Strong 
aaaaatggctgtttttgaaaaaaattctaaaggttgttttacgacagacgataacag
ggtTgacggcgattgagccgacgg 
>ECK120016224_fliEp_reverse_2013093_[HIPP|W|Human 
inference of promoter position]_Weak 
gaaaaattgacgctcccattatttgtgctttcgtttttttctatccgccaataaacc
cgtTtttttgttgctatttagcgc 
>ECK120016703_fliFp_forward_2013205_[HIPP|W|Human 
inference of promoter position]_Weak 
caatttttcgagtttgctgacccgggagtgagtcttgttccactttgccaataacgc
cgtCcataatcagccacgaggtgc 
>ECK120010634_fliLp2_forward_2019595_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
ccgcgtcttttccccgctttgttgcgctcaagacgcaggataattagccgataagca
gtaGcgacacaggaagaccgcaac 
>ECK120009886_flxAp_forward_1646388_[HIPP|W|Human 
inference of promoter position],[AIPP|W|Automated inference 
of promoter position]_Weak 
aacaattaatgacacaagaaatacgattaaagatttttttgtgcatgccgatagtgc
tttTttaaaaggagaaatctatgt 
>ECK125137968_frvRp4_reverse_4089902_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atttcaaaagccgattacgaagctctgctcacgctgatacggggttttctgacgacc
ttaActgcggagaaagtcaacgcg 
>ECK125137364_fryAp6_reverse_2504493_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtcttacgcgtgagacggttgttcaactgacggatttcagatgatctcctgattaac
ccgGagcggttatgttaacgattc 
>ECK125136624_galMp4_reverse_788898_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcgcgctgatcccggaagagctggtgcctgccgtacagcaagctgtcgctgaacaat
atgAagcaaaaacaggtattaaag 
>ECK125137847_ghrBp2_forward_3717189_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aacccaatcgccagcaacagcaccgcagaaggtaaggcgcaaaaccgccgtgtagaa
attAccttaagcccgctgtaatcc 
>ECK125137572_glcAp12_reverse_3121321_[ICWHO|W|Inferred 
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computationally without human oversight]_Weak 
ttgctgtaaagtataacgcctatattttacagttcagtcctcttttgcttattacaa
cctTaagtatatcaagcatataaa 
>ECK125137911_glmSp2_reverse_3913811_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
actcagaaagaaggctggcgtcgtccggtaaagaaaaagtgattctggccggctaac
ccgGtcacatgggatgaggagata 
>ECK125137772_greBp8_forward_3536744_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttgttacaaagcatattaaacagcagcttaagtatacaatttattcggcgaaacatt
attGattctgttgatatgatcacg 
>ECK125137917_hdfRp6_reverse_3948160_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
caactcattgaaggcataaccatgacgctcaagcagttgtgcctctttgatggtgaa
atcAccatgacgagagaatccacg 
>ECK120015403_hemLp_reverse_174921_[TIM|S|Transcription 
initiation mapping]_Strong 
gcaccagtacaagcagcctgatgtttgacgagtatttaacttgttatgaataacata
gaaTagcagccattcactttttct 
>ECK125109035_hemLp1_reverse_174902_[HIPP|W|Human 
inference of promoter position],[IEP|W|Inferred from 
expression pattern]_Weak 
gatgtttgacgagtatttaacttgttatgaataacatagaatagcagccattcactt
tttCtacgaatcaggaaccctcca 
>ECK125109036_hemLp2_reverse_174941_[HIPP|W|Human 
inference of promoter position]_Weak 
tactctaagaaatcaggattgcaccagtacaagcagcctgatgtttgacgagtattt
aacTtgttatgaataacatagaat 
>ECK125137766_hslOp3_forward_3529733_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgccgcacccggaccgacgcccggacaaaaaagagcgccgcgacctgttacgattta
aacAcggcgacagtgaataactgt 
>ECK125137914_hsrAp6_reverse_3940706_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttcacgtcaattaccagcgacacagtgataaagctggatctgcatcaggcgattgtc
gatGcgattatccaaagcgatggc 
>ECK125137199_insHp4_reverse_2067511_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctaaatgttgaagaattatcccgcctgctgaagaacgttgctctgagtgtgataaac
cttTttattcttgatgatgtcagc 
>ECK125136882_insHp7_forward_1395971_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttcagcgatcattgttttatcaggctcctccagataattgtcgtcatgccggaaacc
cctGgcggggctattttaccgcga 
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>ECK125136552_insLp5_forward_608056_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcggggagtaatcccataagcgctaacttaagggttgtggtattacgcctgatatga
tttAacgtgccgatgaattactct 
>ECK125137473_ispFp2_reverse_2871911_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttacatgactgtctgacgcgcgctctaaatgaaggcgcgactattaccgacgaagcc
tcgGcgctggaatattgcggattc 
>ECK125137430_kgtPp7_reverse_2725760_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aatatttcctttacaaaaaaaataaacaaaagcgaccgacaaaagcatcggattacg
gcaGgagacataatggcatggctg 
>ECK120015438_lolBp_reverse_1263556_[HIPP|W|Human 
inference of promoter position]_Weak 
ttgccgaaagccgttagattctggcaattaagacaacttgaacatagacgatagcgg
acgGtaacgctagcattaagggtt 
>ECK125136768_lolCp6_forward_1175374_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gatttacgggggcttttcagattagccctgacgatcacttacagttcagacgtttac
ccaTcttgctttcgcttatatact 
>ECK120029594_modAp1_forward_794995_[HIPP|W|Human 
inference of promoter position],[AIPP|W|Automated inference 
of promoter position]_Weak 
ccgcttagtcgggcattttctttttctcaacttcctgcttttcctgccgatattttt
tctTatctacctcacaaaggttag 
>ECK120009888_motAp_reverse_1977302_[HIPP|W|Human 
inference of promoter position]_Weak 
accgccatcccgggcagtaaaaagacgtaaactttcccagaatcctgccgatattat
cccAcaactgctggatgaacagag 
>ECK125137685_nlpIp2_reverse_3309040_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aagaagcgactgagcagtctcaacctgctgcagcaccggaagctccggctgctgaac
aggGcgagtaaggttgccatttgc 
>ECK125137761_nudEp9_reverse_3526329_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
caagcgtggagtttaacttgagcatcattaagcacatcacagtaaccgctgatcata
gcaAaccctctgaaggcggaatat 
>ECK125136777_nudJp6_reverse_1194437_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgcggaatccaccaattcgtgaacgcaaaagtattcccaccagctggctgaagatca
cctTatatgaaggacgtaatcgcc 
>ECK120010266_oppAp_forward_1301085_[NTAS|W|Non-traceable 
author statement],[AIPP|W|Automated inference of promoter 
position]_Weak 
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atcgtctgaatcaccagaataaataaagtcggtgatagtaatacgtaacgataaagt
aacCtgacagcagaaagtctccga 
>ECK125137406_pbpCp1_reverse_2647493_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttactgaaccagatgcagcaggcgagcattaagcacattgagttccgtgacgatcgc
tttGtggcggcggttgccgttgat 
>ECK125137982_pflDp4_forward_4143858_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atggtgattctgaccaaagatatcggcatcaagtttgaagagcgttttgctggcaag
accAtcgtgcgcgtcaacatcagc 
>ECK125136863_pgpBp8_forward_1339182_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggttggcagtttggcttctgccacacgtttaagctgcatgaaattctccagataatg
ctgGttctgtattggcttattttg 
>ECK120029592_ppdAp_reverse_2964220_[HIPP|W|Human 
inference of promoter position]_Weak 
gaaattttgcaacgtcctgcaacggcgtaaatagtccggaagatgcgccgaagaaat
agaAactggccctcgtcttttttt 
>ECK125137394_ppkp5_forward_2622874_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
acgccgcgtggctggatggtcaacgtctgccgccgcagggctacgctgccgacgagt
aatAcccccgtaattaaagcgcca 
>ECK125137123_prcp1_reverse_1915027_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gaaggcgctgaacgtaaacctcgtgcgcaaaagccggtagagaaagcgccaaaaaca
gtaAaagcacctcgcgaagaacag 
>ECK125137989_purDp1_reverse_4205986_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
taatccagcctggcggttctatccgtgatgacgaagtgattgccgccgccgacgagc
acgGtattgcgatgctcttcaccg 
>ECK125137296_rcsCp5_reverse_2319979_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gaaatccactagtcttgtccggtatatgacgattatcagaggttaaggtgatgattt
ctcGgcggtgtatcatattccaga 
>ECK125137931_rhtCp2_forward_4007739_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gatgacgaagagtagtcagcagcataaaaaagtgccagtatgaagactccgtaaacg
tttCccccgcgagtcaaatgtatg 
>ECK125137996_rluFp6_forward_4230162_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttacccggcagcgtcgagttactcaataaaagcagttccattacttctccggttagt
aagAaatcacgggaggcatgctac 
>ECK125136562_rnkp7_reverse_644180_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
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gtaactgtggcaaaacctttgtgattgataaagcgggttattaatcatctgatttac
aaaAcacgctaattcgtcttccat 
>ECK125137796_rsmDp11_forward_3604315_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctcctcgctgttgcttcatggcacagcgttaacgctatgtacatagcagctaaaaaa
atgAtgaaatagtctatcacttaa 
>ECK125137673_rsmIp6_reverse_3293393_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aacaacaggcagacaacgcgcggctttcaaacgagaaaatgttgagggtaccataat
gtaTccagtgatattttttttacg 
>ECK125137777_rtcAp6_reverse_3556948_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
attcgtgccaccgcgcatgtggaatgccgtaaagatgccgaagtgatcgacgaaatc
ccgAtggcgtataaagatattgat 
>ECK125137745_slyDp5_reverse_3478540_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ccggactagcgatatgcgccgagtttttttaagctagtgagtacacggctgcagaat
tccGctacaatctgcgccactatt 
>ECK125138060_tabAp5_forward_4474783_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gccttgacccgaaaggcgggaaagcgcctgccgataagttgtgataagacaataatt
cacGcgttaaggctagcggaattg 
>ECK120009894_tarp_reverse_1972716_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
caatttcgcggcgggtggcatcagcaataaagtttcccccctccttgccgataacga
gatCaacttgttttcaggaaggtg 
>ECK125137722_tldDp7_reverse_3392184_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcgacgctgtgcgtcttatcaggcctacaaacggaacataaccgtaggtcggataag
gcgTttacgccgcatccgacagcc 
>ECK125136723_torTp7_forward_1056207_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atccagagtcttcgggtcagggttaaattcacggtcggtgcactttaggtgaaaaag
gttGagtcgcaaagcggaatgcat 
>ECK120034223_trgp1_forward_1492439_[HIPP|W|Human 
inference of promoter position],[HTTIM|S|High-throughput 
transcription initiation mapping]_Strong 
tgtgacgcaaagaggtttttggtcataagtaattaccgtcaagtgccgatgactttc
tatCaggagtaaacctggacgaga 
>ECK125136851_trpAp8_reverse_1317241_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tggtggttaacctttccggtcgcggcgataaagacatcttcaccgttcacgatattt
tgaAagcacgaggggaaatctgat 
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>ECK120009889_tsrp_forward_4591633_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
ctcggcgtaatctccgcgggatattcataaagtttttcctttccaggccgaaaatct
tgcAtcggtccacaggaaagagaa 
>ECK125137936_ubiEp4_forward_4018747_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttcggtcggttccggagcagccgaatgatgaagcttatcaacgcgatgatgaatata
atcAgcagtcgcgctagcccattg 
>ECK120015380_vesp_reverse_1824984_[TIM|S|Transcription 
initiation mapping]_Strong 
agttgtaaaaaaagcctgatcaccactaacgtaaatcacccgagttgccgataacca
tccAcggttacctgaacgataaca 
>ECK125136427_yagGp9_forward_285207_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
taaaaaagcgctcggaatttaattattttaagagataaaaccgtctgcggaatattt
cccGcagacggctttgttgttttt 
>ECK125136480_yaiIp3_forward_405723_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaattcattgttttgataatcgctggcagaagcataaacagaactatgccggaaggc
aaaAgcgcgacacaatagaggatt 
>ECK125136500_ybaMp3_reverse_490324_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aacgctgcatcgtgaagtggaagcctatgaagcgcgcctggcacgctgccgccatgc
gctGgaaaaaatcgaaaacaggtt 
>ECK125136504_ybaNp9_forward_490879_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
acctcaatgaaaatgataattgttatgctaaagtagccactctgtaagctgacaaca
ctcAatatgcaacgaatcatttta 
>ECK125136495_ybaYp3_forward_475245_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ccgcagcaagccaaagtgagttgagtataacgcaaatttgctactggtccgatgggt
gcaAtggtctgaattacgggctaa 
>ECK125136515_ybbJp1_reverse_515077_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggcgaacgtcagtcggcgtttttacaggctgaagcgcgtgaacgttccgccgaagca
gaaGcccgcgccaccaaaatggtg 
>ECK125136550_ybdJp5_reverse_606264_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gatggcggctcgctgattgggctggtgaaaaagcattgtgagatctgggccggtgac
taaGccgggaattgccttacagaa 
>ECK125136603_ybfAp8_forward_729082_[ICWHO|W|Inferred 
computationally without human 
oversight],[RS-EPT-CBR|S|RNA-seq using two enrichment 
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strategies for primary transcripts and consistent biological 
replicates]_Strong 
agtggtcggatgagtagtaaaattacacaaaaggcggtactattttcatcagataaa
caaAttcatttttccggtgccatt 
>ECK125136635_ybhNp5_reverse_822648_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcagcaggtggatgaaaccatgctgcccaaacgcacctggtggaacctgaccaaaag
cgtGctggcgttccactttttacg 
>ECK125136655_ybiWp4_reverse_862783_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gggctttaatgccgacgaaacctctgtaaaagccattaccgattttgccgccgacga
gctGcacgttggcgaaattcattt 
>ECK125136639_ybiXp2_reverse_839274_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
acgtcgcctcaatcaacaagagcggctaccgttatcacccgggcgagccaagaacct
tctTgctcacagccaatatgcatt 
>ECK125136691_ycaIp8_forward_964108_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gaaaatacgttcctcactttaaacctggtaaagaactgcgcgatcgcgccaatattt
acgGttaagttttttactcaaact 
>ECK125136740_yceIp5_reverse_1118641_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggtaaaccgatcagcgtttttggctggtttgacgtccccgcgacccttgccgacgct
ggcGcacaggcagactttgccggt 
>ECK125136775_ycfDp5_reverse_1188270_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ccgaaagatgaataaatatgcccatacttcacgcattacgttaagcatccgttataa
tcgGttgcagataccagcctgtgg 
>ECK120009895_ycgRp_reverse_1244556_[HIPP|W|Human 
inference of promoter position],[AIPP|W|Automated inference 
of promoter position]_Weak 
catgtaaaaaatattcacgcatttgtattaagttttgttaactgtgaccgataaacc
aaaGacagtttgtcagtcaggagt 
>ECK125136919_ydcFp4_forward_1487231_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cagagtgctccgcttctcactattatctcacgcagtattcttaagggaacgataagg
aggAaccatgaacattaccccgtt 
>ECK120029596_yecFp_forward_1995717_[HIPP|W|Human 
inference of promoter position]_Weak 
gataaaaatatttattggtcattatattaacgtattttatagcactgccgatatcac
gctCaaaaaacaaccactgctatt 
>ECK125137166_yecHp5_reverse_1989652_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ataaaaacacttcccagggttctgtttttcacgctttcttctgtcctgacgatcttt
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atgAgtgatatctgcggcgcaggt 
>ECK125137164_yecJp4_reverse_1987802_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gctccggcaggtttttttgtgtcctgatgacggtggatgtgactatcgctgaagatg
tgaAgtcgctactataacggcttt 
>ECK125137181_yedVp6_reverse_2038202_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtggacgtcgccattcgcaggctccgcgcaaaagttgatgatccttttcctgaaaag
ctaAttgccacaatccgggggatg 
>ECK125137278_yeiRp3_forward_2267742_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
caggcgctattaaacaccctcaaaatttaacgatttctgcggttaaagcggatgaag
ctcAccttcgtccgctctcccctt 
>ECK125137304_yfaDp5_forward_2356690_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aacctgtaaatggcagattgagatgtccacaagtcttcgctgcgaacatccgattac
gctActggcccaggcgctggctta 
>ECK125137357_yfdPp9_forward_2473572_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tctgacagttgagaaaatgccgctgcctgaagcttcgcaacgttaagctgataaaca
ttcGacgcattgcggttatgatga 
>ECK125137381_yfeXp5_reverse_2550678_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
accagttcagcggggaatggcgtggtcctgaagggttaatgccttcggacgataccc
tgaAaaactggaaagtcagtaaaa 
>ECK125137382_yfeZp3_reverse_2551921_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
acgtggtcggaacggtgatgggcggttatgacgggcatcgcgggtctgcttattatc
ttgGcgtgcatccagagtttcgtg 
>ECK125137439_yfiRp8_forward_2741702_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aacaatgttgaaaatgccagccaactgcatgaagtatggcaaaaaggggctgatgaa
aatGccagcacaatacgattaaat 
>ECK120029593_ygbKp_forward_2862197_[HIPP|W|Human 
inference of promoter position]_Weak 
cccgcattcagccgtcgatatttttgttaaggatcttggtctggttgccgatacagc
caaAgccctgcacttcccgctgcc 
>ECK125137491_ygdGp2_forward_2930873_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtaccagcgagccgcgcgtctgcctcgataaagttatcgaaaccatgtacgaaacag
gtaAagatatgaacgccaagtacc 
>ECK125137503_ygdRp5_forward_2971247_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tttaagattttcctgctttcaagatatataacgtcggtttataaacagactattatc
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ataGgtaggccaaatgaggataac 
>ECK125137561_yggLp3_reverse_3102254_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
actgggaaccttatgcggaacatatgcttgaagtgatgtcttctattgacggttata
aaaAcctgtcagagagcaatgatt 
>ECK125137638_ygjQp6_forward_3236462_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agcttgagttcgacacccgactgtggctaacgcagttgtcgcttgggcagaacaaaa
tctGaaaatgatgtcaggcgttat 
>ECK125137703_yhcFp5_forward_3366889_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcctcacactgacaatggctccagcttttaaggatgaaggggaactaaccgacatga
cagAtattacaggcaatctgacgg 
>ECK125137709_yhcMp4_reverse_3380119_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gttgtcttttgtttccgtagggtgttggcttcaggctccatgcctgcggctgattat
gccActataaccgttaattccaca 
>ECK125137818_yhiMp10_forward_3634635_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gagactatccggtcttttaccaaataatgaagaataatccctccctggaagataatt
gtaAaaaacaacagcataagaatt 
>ECK120009896_yhjHp_reverse_3679229_[HIPP|W|Human 
inference of promoter position],[AIPP|W|Automated inference 
of promoter position]_Weak 
gtgaggaaatttaccccggccaggcggtaaagttctgcccttacgcgccgataatct
ttgTcgagtccgggcagcatcact 
>ECK125137920_yifBp9_forward_3949984_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
catttactcccagggctgcgcgggtatgaacaattgacagtgacataagccctcctt
gagTcaccattatgtgcataagat 
>ECK125137954_yihOp3_reverse_4065971_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gctggctggtttcttccccggctggatgctgacgcaaattggctatgtgccgaacgt
cgcAcaggctgaccacaccattga 
>ECK125137988_yjaHp1_forward_4200511_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcgtactggccgcaacccgcagaccggtaaagaaatcaaaattgccgcagctaacgt
accGgcatttgtttctggcaaggc 
>ECK125138014_yjcOp3_reverse_4297330_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgcctgtaacgagctggttaccgaaaacttaagcccgattacgaaaacgccggagta
caaAtactgcgccgttcgcgtcga 
>ECK125109031_yjdAp1_forward_4327079_[HIPP|W|Human 
inference of promoter position]_Weak 
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aaacaacacactaaatataaaattatttcttgcagtaattataaaagccgaaaacag
aacTcaaaaacaatctggctaaat 
>ECK125138028_yjdLp4_reverse_4356507_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctcactatccgggctttgaaaccgatattcacggtgcataccgtcaggctgatggcc
gctAtaccgttaaggtattgaaag 
>ECK125138057_yjgAp11_reverse_4458046_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgcttacgctaatgccggtggtcttgctgacggcaacttccgcaccgtccgatttgc
ctgAggccaactccagcgcagtgg 
>ECK125138054_yjgAp5_reverse_4458081_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
attgaattcaacattctccacttcaccataacgcgtgcttacgctaatgccggtggt
cttGctgacggcaacttccgcacc 
>ECK125138086_yjhUp8_reverse_4520540_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgcacggtgacgaatcgctggcgatcaaaaaggggcgatattgaaccttcgattatg
cttGatgggtgtattctcagtaat 
>ECK125109033_ykfBp1_reverse_266158_[HIPP|W|Human 
inference of promoter position]_Weak 
ccaggaggtgacggacccgtataccaaagaaaaatactttgagtacgcccatgacgg
caaActgatggggcagctactgat 
>ECK125109034_ykfBp2_reverse_266227_[HIPP|W|Human 
inference of promoter position]_Weak 
tatgcaggaaaaaaccgtccagccactgatgaatgcgctgtgtattgccgataacat
caaActggaataccaggaggtgac 
>ECK125136451_ykgCp8_reverse_320088_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atcatgatttttgttttgtgattctgattaagaaaaagaaaatatcagacgataaga
caaAatatcaagcgttgtgaagaa 
>ECK125136737_ymdAp9_forward_1105412_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
caacctgaaagtatggataacacaaccctcaaggatgactaatcattgaggaaatag
aatAaatgttcagaccttttttaa 
>ECK125136821_ymgEp7_forward_1244555_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttgtttcaggaactgctcatggtaatgactcacgcggaaaaactcctgactgacaaa
ctgTctttggtttatcggtcacag 
>ECK125136954_yncDp11_reverse_1523276_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcgcgatgaaaacagatgacgtaaatgcatgacgactccctttgatgaaccgatatt
tttGctgcttcacaatgcttcgct 
>ECK125137079_ynjFp6_reverse_1841611_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
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gcttcgatgcccagttcttcgcgtaactcacgcaccagcgcctgccgctgactttca
tccGgctcgactttaccaccggca 
>ECK120029595_ynjHp_reverse_1842163_[HIPP|W|Human 
inference of promoter position],[AIPP|W|Automated inference 
of promoter position]_Weak 
ataaccaaatgcgataactcagacgctaaagttttgccacccggctaccgttatcag
tagCagagacaataacgttaagga 
>ECK125109029_ynjHp2_reverse_1842188_[HIPP|W|Human 
inference of promoter position]_Weak 
gcaaattaataacgagagtaatctcataaccaaatgcgataactcagacgctaaagt
tttGccacccggctaccgttatca 
>ECK125137111_yoaCp7_reverse_1894112_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
caccaatgaaatccagggctttatctattacagcaggcatattcttatccttaaaat
taaCcatgttatcgataaggctat 
>ECK125137185_yodBp14_forward_2042261_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tacggccaacagagaaagatacctgtgctcacgccattgcttatattggctggttac
aatAtgcactatcaattttttaaa 
>ECK125137417_yphBp2_reverse_2674795_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttccatatggaaaaatgcgcccatgatctgacggactggaagctgtggccgcgtaac
gccAttacccatcgcttctcgctg 
>ECK125137520_yqeIp8_forward_2988415_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tttacgtaaagttttacgttgcaacattaaagcctcatttcaatcatcatgataaat
ataAaattaatatatatttatgcc 
>ECK125137677_yraQp4_reverse_3298207_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gagcatgaaggcgtgacgattttaagctcttcagaattacgcaaaagagctgaataa
ttaTtcccaagaattgatagtgag 
>ECK125137765_yrfFp12_forward_3526403_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggttactgtgatgtgcttaatgatgctcaagttaaactccacgcttgccgatagcca
accGcagaatcatgtattgtgtcc 
>ECK125138050_ytfIp11_forward_4437617_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aagttataaataaaaagagattgtatttaaagtgcaaaaattcaattgctaataagt
tacAttttaataatgagcgttttt 
(3) List	of	291	samples	in	 𝕊!(𝜎32) 	
>ECK125137715_aaeBp7_reverse_3388236_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gggcaccactgctacagtggtggtcactggcaaacaagatcgcgacgaaagccagga
ttcGttcttccgtaaaatggccca 
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>ECK120010468_ackAp_forward_2413459_[AIPP|W|Automated 
inference of promoter position]_Weak 
ggtgtcatcatgcgctacgctctatggctccctgacgtttttttagccacgtatcaa
ttaTaggtacttccatgtcgagta 
>ECK125138023_adiCp7_reverse_4337202_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
acagtacgtcgtactttatttctgtctttaaagacttctacggtatgacgccgctgc
attAtgttagtcagcacagagaac 
>ECK125137333_alaAp9_forward_2407408_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aagaatcagaacaattcactatataacattgcatgtaaagcatatacacctcattat
tttGtcattattaagttattaaca 
>ECK125138020_alsEp3_reverse_4308667_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ccgcagaaccgcttgccggtatgggttttgaaacctatgccattgccagcgccatca
ttgGcggcaccagtttcttcggcg 
>ECK125138018_alsKp1_reverse_4307995_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gccggacaaccgttcattcctgaaatgctggataaacttgccgaactgaaggcatgg
cgtGaacgagaaggtctggagtac 
>ECK125136490_ampGp4_reverse_453686_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgaccaaaaactatcgtgccagctacaacgttgaaggtgcgttccaggcctccaaca
aaaAtatcgccgatgcggttaaca 
>ECK125137163_araHp7_reverse_1983560_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gagcaggcagatgagcgtcaggcactgagccttgcgatgcctaaagtcagccaggct
gttGcctgagtaaggagagtatga 
>ECK125136917_azoRp8_reverse_1482991_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gggcagtagtctgcctgattaattttcttttaaatgatagatatagagtaccacatc
gcgGctttctatgcgttgttcaat 
>ECK125136458_betAp5_reverse_327261_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gagttacacccaggtgaagtccatccaggttgagatggctaaattccagtccatatt
ctaAccaggaggtttatttgcaat 
>ECK120016342_bssSp1_reverse_1121058_[IDA|S|Inferred from 
direct assay],[AIPP|W|Automated inference of promoter 
position],[IEP|W|Inferred from expression pattern]_Strong 
gctgttttattgttcatataaatcttaaaagcagaaatttatctgtttcccccttta
aaaAttcggtgaatacccttactt 
>ECK120016343_bssSp2_reverse_1121032_[IDA|S|Inferred from 
direct assay],[TIM|S|Transcription initiation 
mapping],[AIPP|W|Automated inference of promoter 
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position],[IEP|W|Inferred from expression pattern]_Strong 
aaaagcagaaatttatctgtttccccctttaaaaattcggtgaatacccttacttat
tggTatactgaagttgcttcagat 
>ECK125136356_caiEp5_reverse_35440_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agcgtatcgctatattcgcagcggcgtgttgaaacactatccatcggttctgcattc
ggaAgatgccattgaagggccgct 
>ECK120033609_canp_reverse_142703_[IDA|S|Inferred from 
direct assay],[AIPP|W|Automated inference of promoter 
position],[HTTIM|S|High-throughput transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
ttacgttcttacactttatctgtggtttaaatcgtcccggagttgccctatattagc
caaAcgtaattatttggttacagg 
>ECK125137903_cbrAp6_forward_3869314_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggagcaaaggttatctgtttcatggcgcggtcctgatacaaaacgggtcccgccatc
ataCttcacaaggacttcactttc 
>ECK125137155_cheWp5_reverse_1973462_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcaacaccaggttgtggttaaaaaccttgaaagtaactatcgcaaagtccccggcat
ttcTgctgcgaccattcttggcga 
>ECK125137206_cldp7_reverse_2098413_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
acccgcgatctctttggcagcgactaacatcttgttatcagggctatttacgccctg
attGtcttttgttacttacacaac 
>ECK120010365_clpBp_reverse_2734205_[IDA|S|Inferred from 
direct assay],[HIPP|W|Human inference of promoter 
position],[TIM|S|Transcription initiation 
mapping],[AIPP|W|Automated inference of promoter 
position],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates],[IEP|W|Inferred from expression pattern]_Strong 
ttttcacattaatctggtcaataaccttgaataattgagggatgacctcatttaatc
tccAgtagcaactttgatccgtta 
>ECK120033634_clpPp3_forward_456605_[IDA|S|Inferred from 
direct assay],[TIM|S|Transcription initiation 
mapping],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates],[IEP|W|Inferred from expression pattern]_Strong 
gcgtaacaacaaaagattgttatgcttgaaatatggtgatgccgtacccataacaca
gggActagctgataatccgtccat 
>ECK125136791_cohEp10_reverse_1203088_[ICWHO|W|Inferred 



62	
	

computationally without human oversight]_Weak 
gccagcacaaaactggcttttttatagccattgaaaaccagccgtaagtagccaggt
gttGagccaacttttccggccaac 
>ECK120033625_creAp2_forward_4635243_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
ttaaacattctctgtaagtgccacttggaataacctgctttcgccgctacattgtcg
agcGacaggggctgatccagatga 
>ECK125136792_croEp4_forward_1202883_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gctggtctgggttggctcgcgatcaatcatagtggcaaaggaagaattcccgccaac
accAtctctcagttttctggcgtt 
>ECK125137461_csiRp5_forward_2795643_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ccgtgccaattatggctcgctggaaaaagctggtattgtggcaaaaaacacccgttc
ataAtacgcgctgatcatgatcag 
>ECK125136715_cspHp12_reverse_1051284_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tagtaaactactttgtatgctgtctgtctttcaaaccgacgcagctattaacgcatg
ataAttgagattaagcaaatttta 
>ECK125136712_cspHp8_reverse_1051205_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tattttagccgtccggcggtcttaaatatcgctggctttattttattaaccccgtat
agtGcagcgcagtattttcagtaa 
>ECK125137476_cysCp3_reverse_2874028_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gccatctgaattcagtgcattcgaactggaattgaatgctctggttcgtcgccactt
tccGcactggggcgcgcgcgattt 
>ECK125136989_dcpp3_reverse_1627422_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
catagcacgggatgcttaagagcgggtaatactggattgcaagattgcactccgtta
tcaGtaagcctacgctatggaaca 
>ECK125137805_dcrBp6_forward_3609930_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcaggcgagttaaaggttcgttatcagagttgtgataagatggatgaatgagccgtt
atgGccgtttatcgaaaggaagaa 
>ECK125137340_dedAp2_reverse_2434940_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gaagtcggtgcccacaaccagccggagagctggatagcagagttgctggcggcaaag
gacAgaacgctggcggcagcaacg 
>ECK125137338_dedDp2_reverse_2431868_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gccggaactctggcctggttgaaaagcgtggttgatgactggtattgtgcgccactg
gaaGggccgcgcggtgccacggca 
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>ECK120010272_dnaKp1_forward_12048_[IDA|S|Inferred from 
direct assay],[HIPP|W|Human inference of promoter 
position],[TIM|S|Transcription initiation 
mapping],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates],[IEP|W|Inferred from expression pattern]_Strong 
gcacaaaaaatttttgcatctcccccttgatgacgtggtttacgaccccatttagta
gtcAaccgcagtgagtgagtctgc 
>ECK120010273_dnaKp2_forward_12123_[IDA|S|Inferred from 
direct assay],[HIPP|W|Human inference of promoter 
position],[TIM|S|Transcription initiation 
mapping],[IEP|W|Inferred from expression pattern]_Strong 
gtctgcaaaaaaatgaaattgggcagttgaaaccagacgtttcgcccctattacaga
ctcAcaaccacatgatgaccgaat 
>ECK120010510_dnaKp3_forward_12144_[IDA|S|Inferred from 
direct assay],[HIPP|W|Human inference of promoter 
position],[TIM|S|Transcription initiation 
mapping],[IEP|W|Inferred from expression pattern]_Strong 
ggcagttgaaaccagacgtttcgcccctattacagactcacaaccacatgatgaccg
aatAtatagtggagacgtttagat 
>ECK125136967_dosPp3_reverse_1565743_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aagacgaggtagaaaccgtgttgaactctggaaagccagtctttagatgcgccagga
tgcAgaggtaatcatgaagctaac 
>ECK125138003_dusAp9_forward_4261600_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttttcttttgcaatgagacaggcgcttcctgttgttatggtatagtaccccgctatt
gagCctcctgaatagtgatgctga 
>ECK125136553_entDp1_reverse_610254_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggcgtatacctataacgagccgggacgtacgtggtatatgagcgtaaacacccactt
ctgAtgctaacgtcagattgttga 
>ECK120010971_exuRp_forward_3246508_[AIPP|W|Automated 
inference of promoter position]_Weak 
tggaccgtgttgcagaacaaaccggcgattgaggtggcgcaggaaacacataacgat
cccGcaccgcaacattaacgtttc 
>ECK125138080_fecEp3_reverse_4511530_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aggtgcgttgctgttggtggttgccgatctgctggcgagaattattcatcccccact
ggaGctcccggttggcgtgctgac 
>ECK125138081_fecEp4_reverse_4511644_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
taccggcgtggccgcctgcggcccgattagctttattggtctcgtggtgccgcatat
gatGcgtagcatcaccggtggacg 
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>ECK125137755_frlAp17_forward_3499759_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcttgcccccgcccgtaaaaatattttcactttaaattcaatttgataactacatcc
attAgccacagcgcgatcctgtgc 
>ECK125136364_fruRp8_forward_87947_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgttgggctttttttgcgaaatcagtgggaacctggaataaaagcagttgccgcagt
taaTtttctgcgcttagatgttaa 
>ECK125136656_fsaAp6_forward_863530_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggggccatcatgggtcgagtagcgctgaatattgaaaatcatagttgcctctctatt
tcgTtcaagcattaaaatactttc 
>ECK125136507_fsrp8_reverse_504767_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgcatccagattagaaattctgtattcggcgttgagacttccttcagacgacgcata
cagGtatgttagtctggtaataat 
>ECK125136508_fsrp9_reverse_504855_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atacttctctccctgacctgatttcaacgtgttgaaaaatagtatgacgcgacatca
tagAcaagtctgcgtccggtgaag 
>ECK125137595_ftsPp2_reverse_3162866_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
attaatcttaatcgactgcacaacggtctggtgattgtcgaaatgctgccgccaatt
gacGtcagtcagtatggcaaagat 
>ECK120009900_fxsAp_forward_4368603_[IDA|S|Inferred from 
direct assay],[HIPP|W|Human inference of promoter 
position],[TIM|S|Transcription initiation 
mapping],[AIPP|W|Automated inference of promoter 
position],[IEP|W|Inferred from expression pattern]_Strong 
ctaccaaaaatagttgcgcaaacatcttgaaattttgctaatgaccacaatataagc
taaAcgcgattcgcaacccattca 
>ECK120010335_gapAp2_forward_1862618_[IDA|S|Inferred from 
direct assay],[HIPP|W|Human inference of promoter 
position],[TIM|S|Transcription initiation 
mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
atcacatttttatcgtaattgccctttaaaattcggggcgccgaccccatgtggtct
caaGcccaaaggaagagtgaggcg 
>ECK125137979_gldAp4_reverse_4139046_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtcagctatagagaagttcgaacacgactggaatgccgcatttggcactactcatct
ctaAaggagcaattatggaccgca 
>ECK125137778_glgPp1_reverse_3566773_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
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cttgctgatacggtttctgactgttctcttgagaaccttgcagatggcgtcgccagt
gggTttgtctttgaagatagtaat 
>ECK125137619_glnEp5_reverse_3199753_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tactatgatcctgtcgtcgcgcaagcctggctggagaactggcaggggctgcatcac
gctAttgcgaccgggcaacgcatc 
>ECK120033614_glnSp2_forward_705999_[IDA|S|Inferred from 
direct assay]_Strong 
aagcggtggagatcttctctgccgctttttttttcatcaatcatccccataatcctt
gttAgattatcaattttaaaaaac 
>ECK125137780_gntUp2_reverse_3577085_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gatgtactggtggtggatatcgatcaaccgctggaaggtgttgtggcaagcaccatt
gagGttattaaaaaaggcaaataa 
>ECK125137771_greBp7_forward_3536780_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
caatttattcggcgaaacattattgattctgttgatatgatcacgttatacccaatg
tgcGcattatcaaacagacaaagg 
>ECK120010058_groSp_forward_4370616_[IDA|S|Inferred from 
direct assay],[HIPP|W|Human inference of promoter 
position],[AIPP|W|Automated inference of promoter 
position],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates],[IEP|W|Inferred from expression pattern]_Strong 
cagaattttttttctttttcccccttgaaggggcgaagcctcatccccatttctctg
gtcAccagccgggaaaccacgtaa 
>ECK120010367_grpEp_reverse_2750747_[IDA|S|Inferred from 
direct assay],[HIPP|W|Human inference of promoter 
position],[TIM|S|Transcription initiation 
mapping],[AIPP|W|Automated inference of promoter 
position],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates],[IEP|W|Inferred from expression pattern]_Strong 
gattgatgacaatgtgagtgcttcccttgaaaccctgaaactgatccccataataag
cgaAgttagcgagatgaatgcgaa 
>ECK125137415_hcaTp6_reverse_2667928_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aacatgcgtcgcggatctcagttttttagtgcttgtgaactggcgttacagacatcg
ggaAgcaggctcgaatattcttat 
>ECK125137416_hcaTp7_reverse_2668053_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtgccttccattgctttactgatggcgtggaagaaaggggagatgaagccggcatta
cgcGatttcatcgccattgtgcag 
>ECK120033631_hepAp2_reverse_63588_[IDA|S|Inferred from 
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direct assay],[HIPP|W|Human inference of promoter 
position],[TIM|S|Transcription initiation 
mapping],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates],[IEP|W|Inferred from expression pattern]_Strong 
agaaaaccaaaagcgtggtcgccccttgcaatatcagaatcgcggcaccattaagta
cgtAtggaccaccaacggcccgga 
>ECK120033624_holCp_reverse_4484273_[IDA|S|Inferred from 
direct assay],[TIM|S|Transcription initiation 
mapping],[AIPP|W|Automated inference of promoter 
position],[IEP|W|Inferred from expression pattern]_Strong 
cgctgcggtgtatacctgatgcgtatttaaatccaccacaagaagccccatttatga
aaaAcgcgacgttctaccttctgg 
>ECK125136593_hscCp7_reverse_683594_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atttacctctgttgagcgctgggttggcgtggaaacacaggggaaatatacccaggg
tatGacggttgttgattattatta 
>ECK120033627_hslRp_forward_3529110_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
gagcataccggtctggacgcacaccttgatttattactttccacccacacatttggt
tatCcgaaagaggatcagcggtta 
>ECK120010429_hslVp_reverse_4122354_[IDA|S|Inferred from 
direct assay],[HIPP|W|Human inference of promoter 
position],[TIM|S|Transcription initiation 
mapping],[AIPP|W|Automated inference of promoter 
position],[IEP|W|Inferred from expression pattern]_Strong 
atacaaactgcattcggctcgccgccgggggttgaaaccctcaaaatcccccccatc
tatAattgcattatgccccgtact 
>ECK120010500_htgAp1_forward_10644_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
gtggggcagtgtctacgatcttttgaggggaaaatgaaaattttccccggtttccgg
tatCagacctgagtggcgctaacc 
>ECK120010296_htpGp1_forward_495075_[IDA|S|Inferred from 
direct assay],[HIPP|W|Human inference of promoter 
position],[TIM|S|Transcription initiation 
mapping],[AIPP|W|Automated inference of promoter 
position],[IEP|W|Inferred from expression pattern]_Strong 
acgagagcaggatcacctgctctcgcttgaaattattctcccttgtccccatctctc
ccaCatcctgtttttaaccttaaa 
>ECK120010336_htpXp_reverse_1912618_[IDA|S|Inferred from 
direct assay],[HIPP|W|Human inference of promoter 
position],[TIM|S|Transcription initiation 
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mapping],[AIPP|W|Automated inference of promoter 
position],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates],[IEP|W|Inferred from expression pattern]_Strong 
tctggtgacttacgcactatccagacttgaaaatagtcgcgtaacccatacgatgtg
ggtAtcgcatattgcgttttgtta 
>ECK125137478_iapp7_forward_2876536_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aggcaccggatttcgggcgtttaggaagatttgaaattgttttagcgcagcggcagt
ttcAtactatggcggtaaaaaaat 
>ECK120010456_ibpAp_reverse_3867518_[IDA|S|Inferred from 
direct assay],[HIPP|W|Human inference of promoter 
position],[TIM|S|Transcription initiation 
mapping],[AIPP|W|Automated inference of promoter 
position],[IEP|W|Inferred from expression pattern]_Strong 
tgcaaaaaaaagtccgctgataaggcttgaaaagttcatttccagacccatttttac
atcGtagccgatgaggacgcgcct 
>ECK125137543_idip10_forward_3032970_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agtcgcttcaaatatatgatgctacttttttaaatggtttttacctgtcggcatccg
ctcAaaacgggcggttgtcgataa 
>ECK120033608_ileSp3_forward_22229_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
cagctggaagtgcatttgttagatgttgcaatggacctttacggtcgccatatacaa
gtaGtgctgcgtaaaaaaatacgc 
>ECK125136728_insFp5_reverse_1095155_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgccagctggcagaacgggatgaagagctggctatcctccaaaaggccgcgacatac
ttcGcgaagcgcctgaaatgaagt 
>ECK125136904_insHp3_reverse_1428926_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aatcagaacttataaccgacacccacgatgaaaccgtcagtgcgccagtcgccactg
ccgGggccttcataagcaatatca 
>ECK125136407_ivyp5_forward_240329_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
taacaaatgctgatattggaaatatctgatttgcaaattatcgtgttatcgccaggc
tttAggaggttaataacatgggca 
>ECK125136358_kefFp2_forward_47080_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgggggcgggtatctcgctgtttggcttgttgatttccgtagcgtttgccccggaga
ctcGagggatgtcactggcgcaga 
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>ECK120033622_lapAp1_forward_1340135_[IDA|S|Inferred from 
direct assay],[TIM|S|Transcription initiation 
mapping],[AIPP|W|Automated inference of promoter 
position],[IEP|W|Inferred from expression pattern]_Strong 
aacgagaacaagaaagttaacgctggttgattttccgaatttagcccttaaatcatc
aacAatgcgtgtggatgccatttc 
>ECK120016344_ldhAp_reverse_1442915_[IDA|S|Inferred from 
direct assay],[AIPP|W|Automated inference of promoter 
position],[IEP|W|Inferred from expression pattern]_Strong 
gaaggttgcgcctacactaagcatagttgttgatgaatttttcaatatcgccatagc
tttCaattaaatttgaaattttgt 
>ECK125137885_ligBp4_reverse_3821288_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cttgctcacactttttgcgcaaagttgttgcgttttgcgtagctgcttccgcatttg
cctGtcattcactgcaataaagac 
>ECK120010455_lonp_forward_458815_[IDA|S|Inferred from 
direct assay],[HIPP|W|Human inference of promoter 
position],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates],[IEP|W|Inferred from expression pattern]_Strong 
taatttttcctctattctcggcgttgaatgtgggggaaacatccccatatactgacg
tacAtgttaatagatggcgtgaag 
>ECK125138121_lplAp2_reverse_4624238_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tttacgcctgatgttgctgctctcactggcaatcggtgtagtgctgacccgcacgct
gctAcagggtaaacgcacccgctg 
>ECK125137505_lplTp3_reverse_2973939_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtatgcccgcgagcacggcgtgccggagcttgctgtaccgcgcgatattcgctatct
gaaAcagatgccattacttggcag 
>ECK120016340_macBp1_forward_920094_[AIPP|W|Automated 
inference of promoter position]_Weak 
aaaaggttaacgacgctattttctattacgcccgttttgaagtccccaaccccaatg
gttTgctgcggctggatatgactg 
>ECK120016341_macBp2_forward_920337_[AIPP|W|Automated 
inference of promoter position]_Weak 
ttgagattgtcaaagggcttgaagcgggcgatgaagtggtgattggtgaggccaaac
cagGagctgcacaatgacgccttt 
>ECK125136966_maeAp4_reverse_1555727_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgcctgcgcaatggtgtttttgtttttatctgctttatacttgaggccgacgccctg
gcgGtaaagcaaagacgataaaag 
>ECK125136953_mcbRp3_forward_1520096_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
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tggtgatccgcgtggcgggtgatgattaaagtttcaacggcggcgtaagccgccata
aaaAtccaggcaaaaagcttattt 
>ECK120010136_metAp1_forward_4214233_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
aactttctcaccttcaacatgcaggctcgacattggcaaattttctggttatcttca
gctAtctggatgtctaaacgtata 
>ECK125137260_mglCp5_reverse_2237858_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gggattattattatctcctctgaaatgcctgagttgttagggataacagaccgtatt
ctgGtcatgagcaatggtctcgtt 
>ECK125095205_mhpTp_forward_375386_[AIPP|W|Automated 
inference of promoter position]_Weak 
acacgactgccggatgcgataaacgtcttgtccggcctacatttcgcccgtaggcag
tcaTtaaatagttctgattacgcg 
>ECK120033729_miaAp2_forward_4398982_[IDA|S|Inferred from 
direct assay],[HIPP|W|Human inference of promoter 
position],[TIM|S|Transcription initiation 
mapping],[IEP|W|Inferred from expression pattern]_Strong 
agtctgccctggcggaattgggtattgatttccagtcagatgcacagcatgtgacca
tcaGggcagtgcctttacccttac 
>ECK125137249_mlrAp9_forward_2214785_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gagaattcgtgagtacgatcactcaaaatcgcctggcaaaaataaaatcaccctata
gatGcacaaaaaacgggcaaaact 
>ECK125136420_mmuPp6_forward_275206_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttccggaggcgttatgagctggcggccctttttgtatctgattattaatccccaccc
gctAttaagcgcccggcgcgggca 
>ECK120010025_mngAp_forward_765811_[HIPP|W|Human inference 
of promoter position],[IC|W|Inferred by curator]_Weak 
ctgacgccaaactctgtttgtagcgctgattcagtgggtaacgcatcgccaggttta
agcTcgccacgcgcaatttgttca 
>ECK125136875_mpaAp4_reverse_1390639_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aagtgatacaagatcgatgacatagcgttgaagaaaaggatttgataatccgcaaaa
tttGcacaacactgcctgtaatac 
>ECK125136878_mppAp4_forward_1393204_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttttttgatggaagttgtttgcatttctttaaggcgaaacaaataattacgcatcaa
tttTaatgtcggttagagggaaac 
>ECK120033727_mutLp2_forward_4397046_[IDA|S|Inferred from 
direct assay],[HIPP|W|Human inference of promoter 
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position],[TIM|S|Transcription initiation 
mapping],[IEP|W|Inferred from expression pattern]_Strong 
ctgctgggtggggcgggtgatgtgctggcgaacagtcagtctgacccctatttaagc
cagGcggtgctggatttacagttc 
>ECK120010082_mutMp_reverse_3811175_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
taacaaaaaacctcgctccggcggggttttttgttatctgcttgcccccatattgac
tgcAtctgttcattcctggagatg 
>ECK120016345_mutMp2_reverse_3811277_[AIPP|W|Automated 
inference of promoter position]_Weak 
acgtactaagccggaaaaactggaactgaaaaaattcgatccagttgttcgccagca
cgtGatctacaaagaagcgaaaat 
>ECK120033612_narPp_forward_2290422_[IDA|S|Inferred from 
direct assay],[TIM|S|Transcription initiation 
mapping],[AIPP|W|Automated inference of promoter 
position],[IEP|W|Inferred from expression pattern]_Strong 
atgatgccaaagcgaacgacaaggttgtagttttcactacatgtccatacataaaat
gggGtaacattcacgcgcctggta 
>ECK120033626_nfuAp2_forward_3545458_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
cgcaacctgaaaaatgcctttcgtcttgaattgcccgtgcaaggtcgccatatggtg
attGtggatgatgtcgttaccacc 
>ECK125136932_opgDp8_forward_1496655_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggaagaacgcagtaaacgtcgctgtggtttgctttaaaatctgaccatccgcctttg
caaAaatttgcctgattttacaaa 
>ECK125136757_pabCp8_forward_1153093_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaccatcaacctggataacccggatgaaggttgcgatctggatttcgtaccgcacga
agcGcgtcaggttagcggaatgga 
>ECK125137407_pbpCp2_reverse_2647368_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gccgggaacgtatcaggtaccgcaaccgatggtggaatcaatgtatgttccccaatg
gcgGgcgaccggcgcggctgaaga 
>ECK125137980_pflDp2_forward_4143880_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcggcatcaagtttgaagagcgttttgctggcaagaccatcgtgcgcgtcaacatca
gcgAtgcagtaaaacgtgctgacg 
>ECK125136627_pglp2_forward_798539_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
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caccgataccactatcggacaaaattctgcgttttaattcagcattcaccgccaaaa
gcgActaattttagctgttacagt 
>ECK125095209_pgpCp_reverse_2698638_[AIPP|W|Automated 
inference of promoter position]_Weak 
tttatattccattgccgctaattgccatgaattaaaaattccagttagccatgatgc
ggtCgattgttgccggaaaagtga 
>ECK120033615_phoPp3_reverse_1190491_[IDA|S|Inferred from 
direct assay],[TIM|S|Transcription initiation 
mapping],[AIPP|W|Automated inference of promoter 
position],[IEP|W|Inferred from expression pattern]_Strong 
tttttcactttacctcccctccccgctggtttatttaatgtttacccccataaccac
ataAtcgcgttacactattttaat 
>ECK125137933_pldBp6_forward_4009014_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaccgtggttgagcgaggtggtcatagtgttgattgcaccagagcctggcgacaggc
ttaAaatgatcgatgtcagcaggt 
>ECK120033613_pncCp_reverse_2824394_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
taatcagcttttttctgaatcctcctcgtaaaattgcaacgccaacaccatcttcct
gacGaaagtgctatcttgtccggc 
>ECK125137015_pntBp6_reverse_1676548_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gctggcctgcgttgtcggttattacgtggtgtggaatgtatcgcacgcgctgcatac
accGttgatgtcggtcaccaacgc 
>ECK120009968_pphAp_reverse_1923385_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
attcagattgatgatcctaacaatcccggcgaaaaaatgagtctggcaccgtttata
gaaCgagctgaaaaactctgttaa 
>ECK120010557_ppiDp1_forward_461838_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
cttttttatttgtattcggtgactttctgcgtcttgtgggctgacaattgcccccgt
ttcTtgtcacaataggcctttgcg 
>ECK125138117_prfCp2_forward_4609344_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttcgttgcacgaactggagcagctcctgtgtaaacactgattgcctcccccccgttg
atgGgtaaaatagccgcaattttt 
>ECK120033618_prlCp_reverse_3645238_[IDA|S|Inferred from 
direct assay],[AIPP|W|Automated inference of promoter 
position],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates],[IEP|W|Inferred from expression pattern]_Strong 
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cgccgcgaaagcgtaacgtttctcattgaaattcactacacttaaccccatgctaca
cacAttatgtaaagcgcctgttga 
>ECK125136414_proBp11_forward_260303_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
taaaagcgtaaacaactgccgctaggcttgctgatcccgcgcaacaaaacgccatgc
tttGctcgcagatggttggcaacc 
>ECK125137138_purTp5_forward_1930719_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttgtcataagcatcggcttcctttttgctggtaaacgacattttctcttcgccctca
cgaAtgactacgtatttaacttca 
>ECK125137883_pyrEp4_reverse_3815985_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggcgaagcggtttgcgatctggaatacgttgaagactctgccgcagagaccgacatg
aacGtagtgatgaccgaagacggg 
>ECK125136541_quuDp3_forward_573774_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ccgaaatggggaatgaatgatgtttgagtttaatatggcagaacttcttcgccaccg
ctgGgggcgtctgcgcttatatcg 
>ECK120033709_raiAp_forward_2737104_[IDA|S|Inferred from 
direct assay],[IEP|W|Inferred from expression 
pattern]_Strong 
aaaagattcgttgacaaaaagtgacaaaattatgagattttcatcacacattttgac
atcAggaacggtatgctgaattca 
>ECK125137927_rarDp4_reverse_4004241_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcccgcgttgaattacacaatgaagaacagctttatattgccagtgccaccgccacc
tatAtggtaggttgaagacataaa 
>ECK125137928_rarDp5_reverse_4004297_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcgagcgttttactgctactagtagcctgttgcgtgcaggcaataaagtcgccgtcg
cccGcgttgaattacacaatgaag 
>ECK120033635_rdgBp_forward_3096620_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
cgggttgccaaaagccaggtggtgattgaaaaaggcgaacttggccgccacaaacaa
attAaaatcattaatccgcaacaa 
>ECK120010457_rfaDp3_forward_3793865_[TIM|S|Transcription 
initiation mapping]_Strong 
gcactattcacatgcaaaaccaacatccgccatgaaggactagctaaaacccaaact
agtTtgttgcaattagcatccttg 
>ECK125137218_rfbXp5_reverse_2109676_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
acaaactattatcatcctgaaagcgattgtggaatatgttggaatgatgaacgcatt
gcaAttgattggccccaaacatca 
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>ECK125137214_rfcp7_reverse_2107394_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tacggttgttacaaaagaatatccattagagtggaaagttggcgacgaaccctacta
tccAgttaatgataataaaaacat 
>ECK125136604_rhsCp3_forward_729379_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggcaactggtgatttttattgattgctgagttttgaatacattgaaaaccgccagcg
gaaAcgctggcggttttttgtatc 
>ECK120033610_ribEp_forward_434504_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
ccgcggattatgcacgctgccagggcttgagaaattagccgacgccccccaatttaa
attCaaagagatacgtcatgtagg 
>ECK120010388_rlmEp2_reverse_3327731_[IDA|S|Inferred from 
direct assay],[HIPP|W|Human inference of promoter 
position],[TIM|S|Transcription initiation 
mapping],[AIPP|W|Automated inference of promoter 
position],[IEP|W|Inferred from expression pattern]_Strong 
atcgtattttttgcttacgttgggattgaaaacgggtcattctaccgccatctccca
tatAtcaccaaataggcgcgtaaa 
>ECK125136576_rlpAp5_reverse_665222_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggcgctaattgtgctgatggctgggttcgggattgtaatgtcaatccacacccacag
gaaAatgttgtcgaaaagcgtgta 
>ECK120033628_rnlAp_forward_2765906_[IDA|S|Inferred from 
direct assay],[AIPP|W|Automated inference of promoter 
position]_Strong 
tttagcaaatcaatacacttcaggggggtattattgtagagtttccccatatgtttc
tatGggatccaggaaatgacaatc 
>ECK120033713_rpmEp_forward_4126908_[IDA|S|Inferred from 
direct assay],[HTTIM|S|High-throughput transcription 
initiation mapping],[IEP|W|Inferred from expression 
pattern]_Strong 
cacattgccgtagaagagtgcggatcagtttgcatacgctggttaatttctgtatga
tttCgcgccttcgtacgaaatgat 
>ECK120010384_rpoDp3_forward_3212688_[IDA|S|Inferred from 
direct assay],[HIPP|W|Human inference of promoter 
position],[TIM|S|Transcription initiation 
mapping],[IMP|W|Inferred from mutant 
phenotype],[IEP|W|Inferred from expression pattern]_Strong 
cgtggtacaaataatgctgccacccttgaaaaactgtcgatgtgggacgatatagca
gatAagaatattgctgagcaaacc 
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>ECK120009864_rrsAp1_forward_4035239_[HIPP|W|Human 
inference of promoter position]_Weak 
cagaaaattattttaaatttcctcttgtcaggccggaataactccctataatgcgcc
accActgacacggaacaacggcaa 
>ECK120009872_rrsDp1_reverse_3429047_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
cagaaaaaaagatcaaaaaaatacttgtgcaaaaaattgggatccctataatgcgcc
tccGttgagacgacaacgtgaaac 
>ECK120009867_rrsEp_forward_4207863_[HIPP|W|Human 
inference of promoter position]_Weak 
agtcatttttctgcaatttttctattgcggcctgcggagaactccctataatgcgcc
tccAtcgacacggcggatgtgaat 
>ECK120009870_rrsHp1_forward_223485_[HIPP|W|Human 
inference of promoter position],[HTTIM|S|High-throughput 
transcription initiation mapping]_Strong 
tgaaataaaaatgcatttttccgcttgtcttcctgagccgactccctataatgcgcc
tccAtcgacacggcggatgtgaat 
>ECK125137739_rsmBp4_forward_3434991_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gaaattgaaggacagccggttaaagtctggaaagcatcggtcattgatacggcaacc
aacGctgcaccaggaacgatcctt 
>ECK125137674_rsmIp8_reverse_3293553_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cacgaatggcgagtaattgccagttgatcctggtatcatcagagctttgctgcatct
gctGaagataaaaggcagaatcag 
>ECK125137283_rsuAp3_reverse_2280548_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgctaatagtatgccatggatctttttcccttgagggatgttattagaccgctatac
tggGcagacaacagttcagatttt 
>ECK125137144_ruvBp1_reverse_1945366_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcgctcgccctgacgccagcagtgaaactttaattcgcgaagccctacgcgccgcgt
tatGaggtaaaggatgattgaagc 
>ECK125137146_ruvBp4_reverse_1945544_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
attgttgaaatgaaagaccgatttaaaggtttgcatggcgatctctttacgccagcc
gccGacctggtactcacgtctcct 
>ECK125137408_ryfAp11_forward_2653699_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agatattacttaaacatgtaaattcactttcctttaaaaaacaaaaaaccgccaaaa
tcaGgcggttttttgttgctggtc 
>ECK125137259_sanAp3_forward_2232684_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
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gttctggcagaaaaagccgatgcgccgttgattcagtgggatgccacctccgcaacg
ctgAaagctctcggctgtcacagt 
>ECK120011047_sdaAp_forward_1896809_[IDA|S|Inferred from 
direct assay],[HIPP|W|Human inference of promoter 
position],[TIM|S|Transcription initiation 
mapping],[IEP|W|Inferred from expression pattern]_Strong 
ctatacttatctttacatctacaaaacactacttgagacaatcatcgcaatattagt
taaAtcgcggtttttgattagttt 
>ECK125138123_sltp7_forward_4630700_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgtaacgtggcgtaaacggcaatgactggttagcataaatctattacgcggcatgac
gctGcattgatgtatttacactta 
>ECK125137744_slyXp4_forward_3477431_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
caacggccattgtggtcgccagcagcgttactttaaacagtgatttcatccatatct
ccaGgatcggggcatctcacccca 
>ECK125137343_smrBp4_forward_2448568_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcattcacgcgcggtgagtgaggaaaaatacgtttaaaacgatcgattgcgctacga
gtcGggtaaactgtaggaaaatta 
>ECK125137490_sydp2_reverse_2925369_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tggcgtcataggtatcccggtaatcggttgattttccaagagtcaggcccgcaagtg
cctGatggtttgcataagaagaca 
>ECK125136992_tfaQp6_reverse_1634956_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtcggtattggtgctcatacgcactccgttgcgattggttcacatggacacaccatc
accGttaacgctgctggtaacgcg 
>ECK125137721_tldDp6_reverse_3392075_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcaggcctacaaaccggaacataaccgtaggctggatagggcgttcacgccgcatcc
ggcAgccgtaaaaaatcctctact 
>ECK125136615_tolBp3_forward_777560_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctttgtcaggctgcgttggcagcagctaaacttgcgaagatcccgaaaccaccaagc
cagGcagtatatgaagtgttcaaa 
>ECK120010491_topAp1_forward_1330980_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[IMP|W|Inferred from mutant 
phenotype],[AIPP|W|Automated inference of promoter 
position]_Strong 
tcgtgaacagagtcacgacaaggggttgatatccgcagagagcgagtccatatcggt
aacTcgttgccagtggaaggttta 
>ECK120010437_trmAp_reverse_4163295_[HIPP|W|Human 
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inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
ctcacaaataggaattcatcaagatctggacatctgatgagcaatccctacaatcgc
cgcGtactttaatttttcaggata 
>ECK125136850_trpAp7_reverse_1317339_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtgcctgcacgaagggatcatcccggcgctggaatcctcccacgccctggcccatgc
gttGaaaatgatgcgcgaaaaccc 
>ECK125137743_tusBp7_reverse_3475109_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cagtgctggcgcgtgattacattgccacttttaaattgttgggtctgtacgacattg
aacAgtgctgggtttgtgcggctt 
>ECK120033633_xerDp_reverse_3039851_[IDA|S|Inferred from 
direct assay],[HIPP|W|Human inference of promoter 
position]_Strong 
ttctgccgccatttcggtgtaacaggtgctggaaccgtaaaaaagacccatattcat
aacGtaagcttctcgattctgctg 
>ECK125136348_yaaWp3_reverse_11542_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcgatttacagttaagcggtgcatcggtttatttcaaagccgcccgtagcgccagtc
agaGcctgaatattccttcagaaa 
>ECK125136371_yadDp4_forward_146959_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aggtggctgacgatagcgcgccttgactggatactgccttcacgcaaagccacacgg
aagAcagggaagatggatgcaccg 
>ECK125136398_yafCp6_reverse_231083_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tggcataggtgttttttcgcacttttgactttgaaacctctattacgtcaacccttc
cgcActcgggagggttctactgtt 
>ECK120033632_yafDp_forward_231064_[IDA|S|Inferred from 
direct assay],[TIM|S|Transcription initiation 
mapping],[AIPP|W|Automated inference of promoter 
position],[IEP|W|Inferred from expression pattern]_Strong 
gcacttgcttacataacaatatacaattgctcgttgaaagagtgagctaaaatccct
ataAcagtagaaccctcccgagtg 
>ECK125136426_yagGp8_forward_285353_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
attcggaaataagatatgaccattgctggttaattgaatagctcattacactccatt
aacAcgatgttgtaattcggcaca 
>ECK125136432_yagNp4_reverse_295671_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggtattaccataaaaaacaacgttgatatgcgttgattccattaaaaatcaacatat
tacAaaatatcatcaactattgat 
>ECK125136463_yahNp5_reverse_346435_[ICWHO|W|Inferred 
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computationally without human oversight]_Weak 
gattattttcatattacggctccagagttgttatcacactatcacccacccacatta
ttgGgttgattaataattagttca 
>ECK125136466_yaiOp5_reverse_380973_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tatcgctaccggatgcgataaattaggttgttatatcgggcagcgttcacgccttgg
cgtAcaagttattattttgcctgg 
>ECK125136469_yaiSp9_reverse_384708_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tacccagtcgaacccacgggtctgaaagcccttgcttttcagttattagcaacattt
aacAtttataaattaacatctggc 
>ECK125136486_yajDp6_forward_430469_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agcgcgaacacatgttgcagcagaaagtggaaaaagaaggggcggatcagccgtcaa
ttcTgccgtaatcaagttcccgtt 
>ECK125136488_yajLp2_reverse_443748_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgccacagcggaaaatatctcgtcgatgttgcaggatatccgcgcgctgcgccacac
tgaAatcgactatatcaatggttt 
>ECK120016346_ybbNp1_reverse_518490_[IDA|S|Inferred from 
direct assay],[AIPP|W|Automated inference of promoter 
position],[IEP|W|Inferred from expression pattern]_Strong 
caaccagacgcaaagtgataaaccagtcgaaaatcccggcatcgccgcccgctttac
gttGggaccggaagcggtggtgga 
>ECK120016347_ybbNp2_reverse_518568_[AIPP|W|Automated 
inference of promoter position]_Weak 
catggagctgcgccacagcggaattaaagtcagcctgatcgaacccggtcccattcg
tacTcgcttcaccgacaacgtcaa 
>ECK125136526_ybcJp5_reverse_557006_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
attgtgattgatgtcggcatcaaccgtctggaaaatggcaaagttgtgggcgacgtc
gtgTttgaagacgcggctaaacgc 
>ECK125136540_ybcNp6_forward_572314_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtgttttaagaaggagcaattctatcgattttgattttgggaaatcaacacggcata
attAtgtcaccggagcctgaacaa 
>ECK125136548_ybdJp3_reverse_606411_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgaccgctaacggaagataccttgcgattgctggaaaaaatcgccccttccgcacat
aaaAttggtgcatcgagcgcgatt 
>ECK120033619_ybeDp_reverse_662706_[IDA|S|Inferred from 
direct assay],[HIPP|W|Human inference of promoter 
position],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
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replicates],[IEP|W|Inferred from expression pattern]_Strong 
cactggtttggttaaaaattaaacacttgaaagtgtaatttccgtccccatatacta
agcAtcagtaaaaaactcccgcct 
>ECK125136570_ybeFp6_reverse_661510_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tccttcgcgtttgtatattttctttatcacttgcagaaatgcggtgccacgccttgc
tccGtaactcaccccattgattaa 
>ECK125136583_ybeQp10_reverse_676624_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atgaatattagccgcattgcgaggctcgtttatttatacttttctgacgcgacataa
tacGcataaaataaggcttacgca 
>ECK125136591_ybeUp5_forward_679465_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atgtgtgaatgcttcgattttctttttattttgaaagcgtcaagtttatactcatca
ataAtaaaaaagtagtcagttaat 
>ECK120033620_ybeZp_reverse_693469_[IDA|S|Inferred from 
direct assay],[TIM|S|Transcription initiation 
mapping],[AIPP|W|Automated inference of promoter 
position],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates],[IEP|W|Inferred from expression pattern]_Strong 
tctcaggcctgccgttccggtgggccttgttttttctctctttatccccatctttat
tgcAatgcttgcgcctttttcctg 
>ECK120035106_ybfEp_reverse_711939_[AIPP|W|Automated 
inference of promoter position]_Weak 
gcgcgtgggcgttggcgtgactcatcgcgctgatgtattatggcgcgctatccatcc
gggCagaggcctggctgattgttt 
>ECK125136614_ybgCp6_forward_774644_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gattttcttcttcttttaaatcagaattctctttaaaaaattatgggccgctccagg
cccAtaaatttttacgctccctta 
>ECK125136612_ybgEp4_forward_774150_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcattctgctctacaccgcctggtgttactggaaaatgttcggtcgtatcaccaaag
aagAtattgaacgtaacacccact 
>ECK125136623_ybgSp8_reverse_785496_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cggggttttacactatgaacggattaatcctggaattagcaagaaaaacgccagatt
gtcGcgaaaaacgagatctctcct 
>ECK125136637_ybiAp6_reverse_832960_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gttttcaggggtaatggtttttctgtttctggaaagcggctcgcaataaccaccaac
ataAtgcggtttaatgcccgttcg 
>ECK125136646_ybiPp5_reverse_852626_[ICWHO|W|Inferred 
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computationally without human oversight]_Weak 
gcggacccctttccactcttcacgcactcttgcaggtattgacccttgacgccaggg
taaGcacatggcgtttgttacgat 
>ECK125136668_ybjEp5_reverse_915077_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggctaccgggtcgggcgcgaggtaacatccctgtaaaacgcgccctcagcccacatc
catGtgggctgccccggccttcag 
>ECK125136689_ycaIp6_forward_964105_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaggaaaatacgttcctcactttaaacctggtaaagaactgcgcgatcgcgccaata
tttAcggttaagttttttactcaa 
>ECK125136682_ycaKp4_forward_949574_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tttgattacgggccacggcaaagaaagtggcaaagtcagacatattcatccgcatta
gtgAaaatccttcattaactcatc 
>ECK125136703_yccSp3_reverse_1023976_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atcattggcattcctgtcggcattgcgaactttaaaattgccgctattgcactatgg
ccgGttggtcgtcgcgtggtatcg 
>ECK125136731_ycdUp11_forward_1095759_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atttctgaatatgccaaccccggtagctttccttgaaataagtaataagccctattt
gggGaatatgttaaatgattttgc 
>ECK125136753_yceFp8_reverse_1146607_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
catcaacctgcaaaacgaagcgcatagtttaaaatggctatcatcaatacgctatat
ctgAtggaaaaaaatatgcctaaa 
>ECK120033621_yceJp_reverse_1119071_[IDA|S|Inferred from 
direct assay],[AIPP|W|Automated inference of promoter 
position]_Strong 
atcattcaatttgttatttttgtgttgcaattcattctccgacacgccattttcttt
ctcTcgcaaattcgttttggatgc 
>ECK125136770_ycfZp5_reverse_1181380_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gttaatgtttattattctcccgggcatcctgaaaaggctgagataaataacccgtgg
gttAatttttttaaatgggggttt 
>ECK125136771_ycfZp6_reverse_1181346_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aggctgagataaataacccgtgggttaatttttttaaatgggggtttatcggcatta
tggGcgttatttttatcgccgtcg 
>ECK125136843_yciAp8_reverse_1312414_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctggctgccgcaaaatatttgggtcaactttaaagtctttggcctgaccgcccttac
cttAatcttcacattgttaagcgg 
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>ECK125136847_yciEp7_reverse_1315321_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
taaagcagcgaagcttctgaaagaaaccctggaagaagaaaaggccaccgacatcaa
actGactgatctggccattaataa 
>ECK125136853_yciNp8_reverse_1330702_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aagttgccagtaaggcgctcttgccaccagcgtggtatatttgtctgcaagccatgc
ctgGcgtagactaatgtccttgtt 
>ECK120033623_ycjXp_forward_1384069_[IDA|S|Inferred from 
direct assay],[TIM|S|Transcription initiation 
mapping],[AIPP|W|Automated inference of promoter 
position],[IEP|W|Inferred from expression pattern]_Strong 
tcgccggtcgatgacaacacgggcagttgataatcaatggcctggcccccacattca
tatCcttacgaatgattttttttc 
>ECK125136876_ycjYp6_reverse_1392072_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atcccaatcgttcttctatacgacgcactatctggcttaaagctgactgcgccatgc
tcaGgcgggctgctgcacgagtga 
>ECK125136877_ycjZp7_forward_1391872_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tggattattgctgttagtgaagctgactttattattcatcattccgttcctcatgga
gttGtcggttcgttttaacggttg 
>ECK125136894_ydaSp3_forward_1420170_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ccagtcataaattgatggtggttggactttaaagtggcgtgcgacctccgcctttga
tttGacggatcccgatgcgatttt 
>ECK125136949_ydcXp9_forward_1517354_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gatgattttttctcaaactggtgaaaaaacttgatgcacgtcaaaaaatgacgcata
tttGcgcgcgttttattcatctgg 
>ECK125136958_yddEp5_reverse_1535869_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctggccggatagcccttcgctctccggccacttgcaggctatgatagttctccagtc
acaGgagaacgttaatgaaaccgc 
>ECK125137001_ydfAp6_forward_1648457_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atcacttgaccgatatgttagtcatggctaatcttgtttgcatcaacacaccgcacg
gtgTtctcagcaaacagttccgct 
>ECK125137013_ydgDp4_forward_1671953_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cccgtcccgtctatagtatttatgagggtttgcttttaataatcataattacccacc
agaGtgtgatatgcgtacaaccat 
>ECK125137016_ydgHp5_forward_1678377_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
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gatatgaaaaatgacgcagacagttacaccgtttaaatgcaataatcagccacgttt
ctcGttaataacaataccagtacc 
>ECK120033611_ydhQp_reverse_1746202_[IDA|S|Inferred from 
direct assay],[TIM|S|Transcription initiation 
mapping],[AIPP|W|Automated inference of promoter 
position],[IEP|W|Inferred from expression pattern]_Strong 
acaacccaataattcgtgtatcagagtttaaacagagttgtttgccaccatctcaaa
tctGtcgtggataaatcctccgta 
>ECK125137052_ydiHp2_reverse_1765291_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agaagggcgggtgcgcggcgtatgcaaaccgttgcatctcggttcgcgtcaccaggt
ctgGcagattgaaatcttcgatga 
>ECK125137070_ydjOp4_reverse_1813348_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcccggttttgccgggagttacatgacctgaaattctgtatttcgttgctacattca
ttcAaaccacctgtaacaaaaagc 
>ECK125137078_ydjXp5_forward_1833217_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
accggcatcgactatgaaatccgcagcatggaaaaaccgtccgatcacgcccccgtc
tggGcgaccttccgccgctaattt 
>ECK125137103_yeaQp3_reverse_1879360_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gatgtttgtggttggtaattatcactgatcgttgatggcgcaatttctgcgccatcg
caaAaaaaacctccgtgatgctcg 
>ECK125137171_yecCp3_reverse_1997823_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggcgactgtgttatcgacgttgcagaaccattttgagaatcaacttaatcgccagga
gagAgaaccaaaatgagtgccatt 
>ECK125137173_yedEp8_forward_2008155_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgtcctgcatgagaagaaaagaggattgtggcattaaagccctgatgtcgccagcct
ttcAaggttcagagagaaatttga 
>ECK125137183_yedYp4_forward_2039286_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
accggggactatttcaagaaacaaaatcttgaaagtttcttccctgagatccccgtt
gaaTttcatattaataaagtgaac 
>ECK125137189_yeeJp8_forward_2044763_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aacatcttaagcgccctcgacctttatggttgagggcgttttgctatgaacgccatc
accAttttcccctcgattataaaa 
>ECK125137232_yegSp5_forward_2168558_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgtttagttgaatattaggtatatgctcttttttgaaatttatcggtggcagccgtt
agtAttcgctgtccccattgcaag 
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>ECK125137265_yeiEp5_reverse_2249711_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ccggaataaaatgccacagtgtacgatgttgtttctgtaaggtgatattcgtcataa
cccTctcctttaaccgggcataag 
>ECK125137276_yeiQp5_forward_2266164_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gaacaccttacgccctcaattttcactcgttgattgatcgccctcacacttcatcgc
attAacaatccagaccaatttcaa 
>ECK125137303_yfaEp2_forward_2348338_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggtctgaataaagacattctctgccagtacgttgaatacatcaccaatatccgtatg
cagGcagtcggtttggatctgccg 
>ECK125137320_yfbLp3_forward_2385760_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atgattatatttttatttcgcatataaaatccttttaaataaactcaggcaccagac
ataAaatatactctttgtataatc 
>ECK125137334_yfbRp3_forward_2408831_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agctgtaatcttaatttcactgccggagattgcatccggcagcgttatcccgccaca
atgAcctgatgatgtcatcatacg 
>ECK125137349_yfdFp4_forward_2462802_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tttgcaaacagcctgttggcagcttgccctttcaaatcaataagcggtatccacaga
caaAcctgaagggaaaggcatatt 
>ECK125137355_yfdPp5_forward_2473422_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gaaggttttttatctgacggatcatgttttgattttactgacggatccccgccagat
tctGacgggtgaaaacccgatttt 
>ECK125137376_yfeHp3_forward_2526933_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tggatgcaataaatcaattttatttctcaaactggaagaagcacaatagaaccatcg
atcAtctggagtctttatgaaact 
>ECK125137386_yffOp8_forward_2561902_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcaattgtggaatcgaatcaaggaaggtggcaattgctgccctgcttcgcgtcatgc
gtgAaccagactttcaatgcctgg 
>ECK125137413_yfhRp4_forward_2664204_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aactacatgctgaccggtaacatcgttgctggtaacccgcgcgttgttaaagccatg
ctgGcgaacatgcgtgacgagtta 
>ECK125137438_yfiRp7_forward_2741677_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cggtaaaagctttcctgccagctgcaacaatgttgaaaatgccagccaactgcatga
agtAtggcaaaaaggggctgatga 
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>ECK125137451_yfjIp10_forward_2758928_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gaattcatactcaattgctgtcatcggagtgtaaacatcctgctatttccgccatta
ataGcggaatagccatatttgcta 
>ECK125137456_yfjPp8_forward_2767540_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgtgcacccacgactaaatttccccccctttaaacttctcaataatgtcaccaattt
tctGgaaatcctatgatgcctttc 
>ECK125137458_yfjXp2_forward_2775888_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttaccagcaacatttcaccttcccaaacgcgctttattacctcatacgccagccatc
gccGctggcgttttttattcacgg 
>ECK120033616_ygbFp_reverse_2878915_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
gcttatagaggacgtgcttgccgctggagaaatacaaccgccggccccacctgaaga
tgcAcagcctgttgccattccgct 
>ECK125137470_ygbLp4_forward_2863569_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggataagcctgtctcactcgcccttaaatctggcaacttcggtgatgacgccttttt
ttcAcgagcccaaagagagttttt 
>ECK125137471_ygbLp5_forward_2863537_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
catttccccggcgtgccgtgggtaaacgcactggataagcctgtctcactcgccctt
aaaTctggcaacttcggtgatgac 
>ECK125137494_ygdIp10_reverse_2943263_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttgatgcaccgatcgtgacgcaaaattcactttgatacaaggagagtgctaaccatc
agaAttatctggatatcctggcga 
>ECK125137493_ygdIp7_reverse_2943229_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atacaaggagagtgctaaccatcagaattatctggatatcctggcgaagccgcgtaa
gtaAcatatgctgaatagtgttag 
>ECK125137530_ygeWp5_forward_3006118_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttttcgtattttacaaacaaccagaagctggcatcaatttgtgatcaaccccacaca
ttaTccgtcaaattagtcttttgc 
>ECK125137552_yggIp5_forward_3089749_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cttcctcccatcgcggaggaagccacctcttgcagtcatcttttcttcgctctatcc
tctGccgctatgaaaacatcccgt 
>ECK125137566_yghDp4_reverse_3111307_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctcgccgagttgtcagcgatagccagcaccctgaaatcagcgtcactttccgacatc
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gaaAtgcgtggttttacctttgat 
>ECK125137570_yghJp7_reverse_3119266_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tacgttgtgaaatgttgttaattttttgtttgttgaaatttcgtaaaaatagccaga
tagAcatcgtataggggttattct 
>ECK125137576_yghQp7_reverse_3132525_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcgaagattggctataacggcacaaaaattcttgagattgattccagagcgccctac
agcGaagtgctggaacaggcacag 
>ECK125137578_yghTp4_forward_3133977_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
actggcgtggaattaattattgacatattacgttgattcacgaaaaacccggcagta
aatAatgtattgaatattacgtgg 
>ECK125137601_ygiVp3_reverse_3169291_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtgaagtcgataaagactggaattctgttgaaattgacgtcaaacagatccgcaaag
taaAtccgtaattgttaccgctcc 
>ECK125137602_ygiWp5_reverse_3169887_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aagcgcctcttttccctgacgaccttgtgtaaaccagtcgacgctaaaacccatttt
actAaggcccgttttgatgccgtc 
>ECK125137604_ygiWp7_reverse_3169688_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttttcccttaagaagttgttaaggactatcttgttaaatgctcggaaacagacatta
aagGgagtaataaacatgaaaaaa 
>ECK125137635_ygjQp3_forward_3236399_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aggagaaagagcataacaaagcgttttaccagttgtgttgtcatatggaaccccagt
accAccagcttgagttcgacaccc 
>ECK125137655_yhaKp3_forward_3254291_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaatttgaacataccgggcagaatatctggctaacaatgtagcgtccagccccttac
catAaaaggaagtaaagagaggtc 
>ECK125137700_yhcAp11_forward_3361978_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctatcagcgttcagtatttataagaacttgtaatacagtttttatttttacgcatta
accAgttagctataactcggacag 
>ECK125137704_yhcHp2_reverse_3369562_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tggtctggcagaagggtatctggcgctggtggaaacgtatctggcgcaggagccagc
ggcAtttcatgttgatttactggc 
>ECK125137713_yhcOp3_reverse_3386303_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggtactttggccagttgctggaagaactggaaatctaccaggaaaagctacgcatct



85	
	

ggcAagcgccaccgcaggtgacgg 
>ECK125137727_yhdJp2_forward_3411617_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcatgaactaattcaggttagctaaatgcttgattaaaaaggcgctactcggcatgg
ggaAgcgccttttttataggtgtc 
>ECK120033617_yhdNp_reverse_3439546_[IDA|S|Inferred from 
direct assay],[TIM|S|Transcription initiation 
mapping],[AIPP|W|Automated inference of promoter 
position],[IEP|W|Inferred from expression pattern]_Strong 
acgtaaaaaaacccgccccggcgggtttttttatacccgtagtatccccacttatct
acaAtagctgtactctttttgttc 
>ECK125137735_yhdVp9_forward_3418196_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaatcagaaacataaaggcgctttcgggtgcctttattatttccagtgaaacccata
aaaAttaataagatattcttctgc 
>ECK125137774_yhgAp6_forward_3543147_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cagggatgaaaactcgctaatacacaggtgtggagtggcgcgtagagtcgcggcatt
caaAcaacaggtgaaggaacgcca 
>ECK125137788_yhhAp6_forward_3586729_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gctaccattccctgtttcgcgcgtaccgggtggaagacatcttcctccacaccatac
gagAcgggcggcgcaggaggcgcg 
>ECK125137815_yhhJp3_reverse_3626848_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agcgctggatctgactgatttgtggcaactttttatcccgttactgatagccatccc
gctGgtgatgggcttaagtatcct 
>ECK125137781_yhhXp4_reverse_3580859_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tctttcgttctcaatttatccacgggagtgcttgtgttcgttatgcgcactccagta
ggaAccacgtccgctttgcgctaa 
>ECK125137837_yhjVp3_forward_3700398_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tccagcttaatttctttatttgcaatagttgcagttcatatccgggctgactccaga
ctgGtagtgaaatgcgcaattttg 
>ECK125137846_yiaDp4_forward_3716356_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gccacgcgagctaaacacggtttcgccgtcggtttcaaccagcatgggcccccaatg
ggcGgcagtcagaacggaatatcg 
>ECK125137900_yidFp5_reverse_3855790_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cacaactggcaccaggcgggcatgttattctggatttcgattggcattctcgccatc
gtgGcgctgatcctctggcactac 
>ECK125137945_yihAp9_reverse_4050985_[ICWHO|W|Inferred 
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computationally without human oversight]_Weak 
ctcgctctatgggtgctactttacgcctttgctttaaacaaacaatcaaccgccatc
agtAtttgcacattttcagagttt 
>ECK125137960_yihVp6_forward_4073532_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgttcacatcaaagacgcgaagttgatgcccttgctgcaataaattgctcgccattg
gcgAacccatttgtcctaaaccga 
>ECK125137983_yijOp5_reverse_4148429_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcttatccggcctacagatcgcggcggtaggctggataaggcgtttacgccacatcc
ggcAatacaactgccgcaatgttt 
>ECK120010496_yjaZp_forward_4189753_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
agatgactaatatcctgaaactgactgaactaattgagtcaaactcggcaaggattc
gatActattcctgtgtaactttct 
>ECK125138006_yjcDp7_forward_4278314_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ataaaagagaaaaaagcagcaaacttcggttgaaaaagccgctatgatcgccggata
atcGtttgctttttttaccacccg 
>ECK125138015_yjcOp4_reverse_4297134_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcggaggctgtttttttatccattcgaactctttatactggttactccctacccaat
cgtAttatcaaaatgaaaaaaatt 
>ECK125138016_yjcOp5_reverse_4297222_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcagtacgtgattgacgagtacaacaagttgaaaactcgcctgcgcgaagcggcact
ggcGtaataccgtcctttctacag 
>ECK125138030_yjeJp7_reverse_4374369_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
acctttaattattcatatgcattgctgttgttactttttatatagctaacaccaata
attAacctttcttttctgtttata 
>ECK125138037_yjfPp4_forward_4416756_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
acaggcacttaacatcaacaccaataataaactggcaaaccggtaaataacgctatt
acgTttcctgctaaccatagtgta 
>ECK125138041_yjfZp7_reverse_4427526_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gggtgcatcgttatatccataatgagcgatttttgatattaatatctttcaccatcc
gctAttttcaccacttcagaaaac 
>ECK125138070_yjgBp8_reverse_4496349_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcggcactgaagaggtatgcggaaaacgttgtggattatacctgtcgcacgccacca
tgcAagcgccagcttgctcgcacc 
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>ECK125138075_yjhBp2_forward_4504020_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
actggcgtatttgaagacaatataattatttctggatattgttgaggctccctaata
tttActttaagggctatattagaa 
>ECK125138103_yjiAp6_reverse_4588995_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaaaaatatctcggccaggcggcgaagatgttgattggcattccagactacgacaac
tacGtcgagcatatgaagaccaac 
>ECK125138097_yjiLp2_reverse_4564793_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aggcgtgccatacctacgcggtggaatcgctggcgattaaacgtcatgtgcgccagc
agcAcaacattccttatatcgcta 
>ECK125136457_ykgEp10_forward_321537_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atttgtcatacaaatgaggggtggtatgttgctagccaattaaaaaagaacgccata
tttAttgatgattgatcccccggt 
>ECK125136436_ykgJp3_reverse_304262_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
acgaattagtacgtaaaatcggtaacggctggaaatcattcaatactcacactatcg
aaaGttccccagccaaccgcggta 
>ECK125136870_ymjAp5_reverse_1357810_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tatctgatccgccgctatcgcaaagtgccgttgtatgatggtgacagaacgccggtg
agtGaaacgtaatagtcggatgcg 
>ECK125136913_ynbAp3_forward_1477462_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcgcgcaatacgggaacaagcgatgagaaaacttgatgagttgtattgatccacaac
gtaAtgttttttaactatctgatt 
>ECK125136981_yneJp6_forward_1614788_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggtatgaagatacgcagatttactcttgctttaaaatgaataatattaagccactta
ttcAcgaatcgagaatgctatgga 
>ECK125136983_yneKp6_forward_1615550_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aggcattgcgcttattccgcgctctatgctggaaagtatgccggggcatcaccaggt
tgaAgcgtggccgttagctgagca 
>ECK125137003_ynfAp4_reverse_1655699_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcggacgcaaaacgtaccaggagggtgtttatattgatgatattatgtcgccctata
actAtacatgatgtcaataagaga 
>ECK125137006_ynfCp9_reverse_1657547_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgagggcgagcagaagcgcggcacagcaggttgagagtttcatcataagctccttac
gcgAagataacttctttaagcata 
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>ECK125137047_ynhGp4_reverse_1758945_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gatattgtcaatttcgatgtgcgtccgtggtttgaaaaaatggcgctcacccaacat
ctcAccccatctcgttcacaaggt 
>ECK125137107_yoaBp2_forward_1893321_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gattatgtcaggatgagggcgctttcgccagttgaagtggtgacggcgacctcacat
tgtGgcagtctttgcagcacgaaa 
>ECK125137184_yodBp13_forward_2042308_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggctggttacaatatgcactatcaattttttaaataacaaattattaaaaccacatc
tgtAtaaggaatttttaaggttcg 
>ECK125137186_yodBp15_forward_2042176_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tacagacacgctcatcactatgacgtgtctgtatattaataagctaacccgcattga
gttAaccaataacggattccatac 
>ECK125137176_yodCp7_reverse_2028410_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aatgcgcggtcaggcacattaatactcgcactggctattatgcaaaattcgccatct
tcaActaaggtgaacaagtttcac 
>ECK125137418_yphBp3_reverse_2674788_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tggaaaaatgcgcccatgatctgacggactggaagctgtggccgcgtaacgccatta
cccAtcgcttctcgctggaacagg 
>ECK125137441_ypjDp4_forward_2747846_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tatcaaacattgtctctcgcctggggtggaaacggttggccgcaatcgcgacacatc
atcAgtattttgccgcagtataac 
>ECK125137534_yqeCp5_reverse_3015234_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcggctacaaaactgcaacgcatttttgatacttgtatcaagaattgttccctgttc
ccaGggtaacatcattttccattg 
>ECK125137513_yqeGp8_forward_2985819_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tagatagggcgttaatctcccatacttaacctggtttatggtaaattgccctccatt
ttgTttaatttgtagatgatacgt 
>ECK125137549_yqgBp4_reverse_3086182_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
attcgttccccgcactctgcatctctgctttgcatacctgccgatgttatacccatc
tcgGcgcttctcaggattcaagag 
>ECK125137556_yqgEp3_forward_3092884_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agtaacccaccttagcgagaaggatctcgttgagactctgagtgacagcgcccttct
ttcCacgcatactgggcgctgttg 
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>ECK125137587_yqhAp7_reverse_3149575_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cctttaagggtagacgttctcgatgcgttgataagggaaccaggaagatccctaaac
ctcAgaattatgcgacaaaggttt 
>ECK125137591_yqhHp4_forward_3158421_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttttcacgcgttgatgaaattcgagtcctggagaaaaccgccgattccgcccgcatt
catGttcgttttacgctgaccaat 
>ECK125137644_yqjFp3_forward_3250472_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcaaattttttgaagatttttgacagttttccttgctaacaatcatcattcaccacg
tttAtgattctctccatcgacagc 
>ECK125138000_zurp7_reverse_4260114_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tttaaaaatgaattattaattattatcgtgttgataatggtacgacaaggcaacata
acaCcttacctacaaaacagaaaa 
(4) List	of	163	samples	in	 𝕊!(𝜎38) 	
>ECK120010669_acnAp1_forward_1335424_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
aatgttccgtcgttattccagacgactggcaactaacatcgcagcagcaagccttta
tagAactgtttgctgaagatgatc 
>ECK120011025_adap_reverse_2310427_[TIM|S|Transcription 
initiation mapping]_Strong 
aaaaattaaagcgcaagattgttggtttttgcgtgatggtgaccgggcagcctaaag
gctAtccttaaccagggagctgat 
>ECK120010249_adhEp1_reverse_1298413_[TIM|S|Transcription 
initiation mapping],[IMP|W|Inferred from mutant 
phenotype]_Strong 
ttgttatctagttgtgcaaaacatgctaatgtagccaccaaatcatactacaattta
ttaActgttagctataatggcgaa 
>ECK120010740_adhEp2_reverse_1298309_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tttgcaaaaatttgatttggatcacgtaatcagtacccagaagtgagtaatcttgct
tacGccacctggaagtgacgcatt 
>ECK120026309_adrAp_forward_403687_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
tacgaaaatggctcacccgaaatatcatacttctgcctttagctccgtctctataat
ttgGgaaaattgtttctgaatgtt 
>ECK120010200_aldBp_reverse_3756535_[TIM|S|Transcription 
initiation mapping]_Strong 
gctgtcgtaaagctgttaccgactggcgaagatttcgccagtcacgtctacccttgt
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tatAcctcacaccgcaaggagacg 
>ECK120010107_alkAp_reverse_2147559_[CV(FP/RS-EPT-CBR)|C|
cross 
validation(FP/RS-EPT-CBR)],[FP|S|Footprinting],[RS-EPT-CB
R|S|RNA-seq using two enrichment strategies for primary 
transcripts and consistent biological replicates]_Confirmed 
tcgcgacaaccggaatatgaaagcaaagcgcagcgtctgaataacgtttatgctgaa
agcGgatgaataaggagatgcgat 
>ECK120015417_ansPp1_reverse_1526011_[TIM|S|Transcription 
initiation mapping]_Strong 
gaataatggtgataactatcatcgccaggatgaataaacattgttcatggcaactta
tatGactttttcattaaagcaatc 
>ECK125138137_appYp2_forward_583656_[HTTIM|S|High-through
put transcription initiation mapping]_Strong 
gcacatcatcctgattatgattgtgtatttaattggttgttatttgactactatcaa
cttGttttaattttatgataggtg 
>ECK125138135_araFp2_reverse_1986148_[HTTIM|S|High-throug
hput transcription initiation mapping]_Strong 
aatgctttgttttccgattaatttaacgaatgtcattcgtttttgccctacacaaaa
cgaCactaaagctggagagaacca 
>ECK120034543_artPp1_reverse_903815_[TIM|S|Transcription 
initiation mapping]_Strong 
ccgcccccgttattttgtgctatgtttattgaataatgcgctttgcttttaactttt
aaaGcagaaatattgcataattat 
>ECK120034544_artPp2_reverse_903836_[TIM|S|Transcription 
initiation mapping]_Strong 
gacatttatgctcgccgaccaccgcccccgttattttgtgctatgtttattgaataa
tgcGctttgcttttaacttttaaa 
>ECK120009899_asrp_forward_1671327_[TIM|S|Transcription 
initiation mapping],[IMP|W|Inferred from mutant 
phenotype]_Strong 
gttacacgctgaaaccaaccactcacggaagtctgccattcccagggatatagttat
ttcAacggccccgcagtggggtta 
>ECK120009853_astCp3_reverse_1832039_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[CV(FP/TIM)|C|cross 
validation(FP/TIM)],[FP|S|Footprinting]_Confirmed 
tccgccgtttatgcacttttatcactggctggcacgaaccctgcaatctacatttac
agcGcaaacattacttattattaa 
>ECK120010717_blcp_reverse_4377745_[TIM|S|Transcription 
initiation mapping]_Strong 
catcgggtccgaattttcggaccttttctccgcttttccttgctgtcatctacactt
agaAaaaaaccagtaaggaaacat 
>ECK120010471_bolAp1_forward_454434_[TIM|S|Transcription 
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initiation mapping],[CV(FP/TIM)|C|cross 
validation(FP/TIM)],[CV(FP/RS-EPT-CBR)|C|cross 
validation(FP/RS-EPT-CBR)],[FP|S|Footprinting],[AIPP|W|Au
tomated inference of promoter 
position],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Confirmed 
aacctaaatatttgttgttaagctgcaatggaaacggtaaaagcggctagtatttaa
aggGatggatgacatctcagcgtt 
>ECK125203432_bsmAp_reverse_4416869_[NTAS|W|Non-traceable 
author statement]_Weak 
atgacatgaagaaatccttagcacaagtttctgctggcggtattagttcataatgtt
gagAtgtgggttacgctttcgtca 
>ECK125135062_cbpAp2_reverse_1063828_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[CV(FP/TIM)|C|cross 
validation(FP/TIM)],[CV(FP/RS-EPT-CBR)|C|cross 
validation(FP/RS-EPT-CBR)],[FP|S|Footprinting],[RS-EPT-CB
R|S|RNA-seq using two enrichment strategies for primary 
transcripts and consistent biological replicates]_Confirmed 
tttcaataacatattctgtgttggcatatgaaattttgaggattaccctacacttat
aggAgttaccttacaggggttcct 
>ECK120010732_cfap1_forward_1741201_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
tacttaggctgctaacaaaattttgttgtatgattgaaattagcggcctatactaat
ttcGagttgttaaagctacgataa 
>ECK120010733_cfap2_forward_1741379_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
agactcgcggttttttctgcgagatttctcacaaagcccaaaaagcgtctacgctgt
tttAaggttctgatcaccgaccag 
>ECK120015953_cpxRp_reverse_4105686_[HIPP|W|Human 
inference of promoter position]_Weak 
gggggtgtaaaacaacgtaaagtcatggattagcgacgtctgatgacgtaatttctg
cctCggaggtatttaaacaatgaa 
>ECK120033636_crlp1_forward_257810_[TIM|S|Transcription 
initiation mapping],[HTTIM|S|High-throughput transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates],[IEP|W|Inferred from expression 
pattern]_Strong 
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gatcgaaaaacgcttgtgttaaaaatttgctaaattttgccaatttggtaaaacagt
tgcAtcacaacaggagatagcaat 
>ECK120010359_crrpI_forward_2535610_[TIM|S|Transcription 
initiation mapping]_Strong 
aggcaaatggactggcatgtgtggtgagcttgctggcgatgaacgtgctacacttct
gttGctggggatgggtctggacga 
>ECK120010479_csgBp_forward_1103859_[TIM|S|Transcription 
initiation mapping],[CV(FP/TIM)|C|cross 
validation(FP/TIM)],[FP|S|Footprinting]_Confirmed 
aagaaaaatacaacgcgcgggtgagttattaaaaatatttccgcagacatactttcc
atcGtaacgcagcgttaacaaaat 
>ECK120010480_csgDp1_reverse_1103344_[TIM|S|Transcription 
initiation mapping]_Strong 
agttacatttagttacatgtttaacacttgatttaagatttgtaatggctagattga
aatCagatgtaatccattagtttt 
>ECK120009988_csiDp_forward_2788927_[TIM|S|Transcription 
initiation mapping]_Strong 
ataagaaaacaatatgtcgcttttgtgcgcatttttcagaaatgtagatatttttag
attAtggctacgaaatgagcatcg 
>ECK120034290_csrAp3_reverse_2819273_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[HTTIM|S|High-throughput transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
aacgctatcgacaacgataaagtcaggttgaagttgtgtatatcggctaaacttagg
tttAacagaatgtaatgccatgac 
>ECK125137689_dacBp5_forward_3328857_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgggaccagaagcaaaaaaataccgacccgggtacaagtcccaggtcagctacaatt
cacAttttgatagtcattttaccc 
>ECK125140838_ddpXp2_reverse_1563201_[HIPP|W|Human 
inference of promoter position]_Weak 
tacgattccgggagattccttccttaacttcccctcttgcaccaaaactgcactacg
ctgCacaaatgttgatcaaaagtt 
>ECK125140839_ddpXp3_reverse_1563249_[HIPP|W|Human 
inference of promoter position]_Weak 
gggttttcatttaacgtgacactgtcacttaaatactgtgatttcagctacgattcc
gggAgattccttccttaacttccc 
>ECK120015497_dhaKp_reverse_1250944_[AIPP|W|Automated 
inference of promoter position]_Weak 
aaagtttcaatatggaacattcattaaagcatatgtttcactatgaaacataatttg
ggcTaattttcttttcccttgcct 
>ECK120015496_dhaRp_forward_1251003_[AIPP|W|Automated 
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inference of promoter position]_Weak 
tagcccaaattatgtttcatagtgaaacatatgctttaatgaatgttccatattgaa
actTttacgtgtattaatacttaa 
>ECK120034309_dkgAp_forward_3156571_[HTTIM|S|High-through
put transcription initiation mapping]_Strong 
cccgctaagctttttacgcctcaaactttcgttttcgggcatttcgtccagacttaa
gttCacaacacctcaccggagcct 
>ECK125095206_dkgBp_forward_229098_[AIPP|W|Automated 
inference of promoter position]_Weak 
tttttttcgtctgtatatctattattgccagaatcgcaaaaatcctctgcattttac
gctCtttttcctcaacagtctgaa 
>ECK120010409_dnaNp1_reverse_3882733_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
aacgacattcgtttgccgggcgaagtggcgttctttatcgccaagcgtctacgatct
aacGtacgtgagctggaaggggcg 
>ECK120010408_dnaNp2_reverse_3882590_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tgaggcgctgcgcgacttgctggcattgcaggaaaaactggtcaccatcgacaatat
tcaGaagacggtggcggagtacta 
>ECK125137174_dsrBp5_reverse_2024843_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaatcagcactcgcgcgcgcctggcgctgccagaaaaacgaaattgttctacactgg
cacAaagccacaggaggaaaacga 
>ECK120034936_ecnBp_forward_4376509_[TIM|S|Transcription 
initiation mapping]_Strong 
ttctcttccgaaaaatcatcagattcccatcatttttggcgatgttgtctattatta
attTgctataggcaaacataaata 
>ECK120015388_evgAp1_forward_2483641_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
tccctgattttattgttgacatttcatttatgccgactatttatatggtatacttgt
cgaAttatcttaaaggaagctcag 
>ECK120010152_fadLp_forward_2461205_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tttgaaaaaagatagaaacatacttgcaacattccagctggtccgacctatactctc
gccActggtctgatttctaagatg 
>ECK120017001_fbaBp_reverse_2178667_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
gcgctaacattttttctgatgaatcgagccaacagaaaacgctgaaaaaacatccaa
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aagAtggaaaaactcgcccgtaac 
>ECK125095207_ftsBp_reverse_2872901_[AIPP|W|Automated 
inference of promoter position]_Weak 
gattatgttctgcacgccctgggtatacgtaacaatggacaaatgtggtacatttgc
ccgCgttgtcgcggtatccccaac 
>ECK120010260_ftsQp1_forward_102867_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tactcggtgaagaaattttaccgtcaatacgtattcaaccgtccggaaccttctatg
attAtgaggcgaagtatctctctg 
>ECK120010550_ftsQp2_forward_102742_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
cagtgtgggaatgtcaaaagtagtagcagaaaatgctctacaagatgcattaagatt
ggcAtttcagcacgatgaagaagt 
>ECK120010172_fumCp_reverse_1686709_[TIM|S|Transcription 
initiation mapping]_Strong 
cagatacaactcacacaatgcacccgctgtgtgaaataaacagagccgcccttcggg
gcgGtttttttacatggcacgaaa 
>ECK120010047_gabDp2_forward_2790912_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
gagattttgggctcgtcggggattcgccgggtgctgcaaaaccatctacgctcagga
ctgGgcgagatgaaaaactcgctg 
>ECK120010708_gadAp_reverse_3667607_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tatttaaattaagcctgtaatgccttgcttccattgcggataaatcctactttttta
ttgCcttcaaataaatttaaggag 
>ECK120010707_gadBp_reverse_1572072_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tatttaaacacgagtcctttgcacttgcttactttatcgataaatcctactttttta
atgCgatccaatcattttaaggag 
>ECK120010087_gadEp_forward_3658345_[TIM|S|Transcription 
initiation mapping]_Strong 
atattgaacaacgattcggacaaggatgtaaataatgaaaaggatgacatattcgaa
acgAtaacggctaaggagcaagtt 
>ECK120010049_gadEp1_forward_3658242_[TIM|S|Transcription 
initiation mapping],[IEP|W|Inferred from expression 
pattern]_Strong 
ttaggatcaatatatggagtgcgtgatggataaatctgaagtattgattagtgttaa
tagAcgtattagttcacgaagggt 
>ECK120009924_gadXp_reverse_3665839_[HIPP|W|Human 
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inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tttaaatttatttatcaatcaatttgacttaagagggcggcgtgctacattaataaa
cagTaatatgtttatgtaatatta 
>ECK120010089_gadYp_forward_3664864_[TIM|S|Transcription 
initiation mapping],[IMP|W|Inferred from mutant 
phenotype],[AIPP|W|Automated inference of promoter 
position]_Strong 
atagcttatgtttataaaaaaatggctgatcttatttccagtaaaagttatatttaa
cttActgagagcacaaagtttccc 
>ECK120010566_glgCp3_reverse_3569571_[TIM|S|Transcription 
initiation mapping]_Strong 
tttggtggagaatcgctggtgggaagaaggcgacggcaatgtccgttggctaaatcg
ataTgctcaacctttaagcacgga 
>ECK120010511_glgSp1_reverse_3192012_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
ttcactaaaaagtgtgatcggggacaatatatttacgcacgttatgtttaaaggcac
tacActgattggggaatactgaaa 
>ECK125137975_glpXp2_reverse_4115606_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgtgcgggggcaaccccgcacacatcaataatccctcccttcccctgtgctacactt
cgcGccattccttactgcttagag 
>ECK125137850_glySp4_reverse_3724495_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcaacctgctggatgcgcgtaaagccatctccgtcaccgagcgtcagcgctacattc
tgcGcattcgcaccctgaccaaag 
>ECK120009989_gmrp_reverse_1346843_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
tttttaactgactttcgtttgaaaactggcgtttttccaaaactggattacaaataa
ataTataaaaaaaacaatgcgttt 
>ECK125138138_gpmMp2_forward_3785187_[HTTIM|S|High-throug
hput transcription initiation mapping]_Strong 
gacgaaaaaaaagcgtaaatctggcatcggcttgccgcgagcggtcgtatattttga
tctTcagaggctattttatcgatt 
>ECK120030783_hchAp2_forward_2035630_[TIM|S|Transcription 
initiation mapping]_Strong 
tccacagcactaaatctctccccgccaccccgtacctctgataatggtctaaaatca
ttgAagccacttgcgacgacgttg 
>ECK120010767_hdeAp_reverse_3656791_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
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biological replicates]_Strong 
tctgattttgatattttccatcaacatgacatatacagaaaaccaggttataacctc
agtGtcgaaattgattcgtgacgg 
>ECK125134717_hdfRp_reverse_3948021_[IHBCE|W|Inferred by a 
human based on computational evidence]_Weak 
cacgctcctaattctttgaccgagctagttatggcgcggagtattagttacgcttga
cagAgtgtaaaacaaaacatttaa 
>ECK120010362_hmpAp_forward_2685797_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[CV(FP/TIM)|C|cross 
validation(FP/TIM)],[FP|S|Footprinting]_Confirmed 
tttctgaaaaacaccaaagaaccatttacattgcagggctattttttataagatgca
tttGagatacatcaattaagatgc 
>ECK125095185_hofMp_reverse_3522928_[AIPP|W|Automated 
inference of promoter position]_Weak 
ttaatgtcgccacatccggcagttgtggctcgatgtagcggtataggccataaatcg
agcCtgctcccagcagaatgcaac 
>ECK125136381_hrpBp2_forward_162075_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgttgcggttcagacatgtgaggcactcggttatgaattaccgcgatgctacaatgt
ggcGcgaagaatgttaaccctctg 
>ECK120010232_ihfAp4_reverse_1795721_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
gatattttatccgaatgtaagaaagttggcgtaaatcaggtagttggcgtaaactta
tttGacgtgtaccgcggtaagggt 
>ECK120010233_ihfBp_forward_963749_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
tttattccgaagtttgttgagtttacttgacagattgcaggtttcgtcctgtaatca
agcActaagggcggctacggccgc 
>ECK125138133_insC-5p_forward_3186040_[HTTIM|S|High-throu
ghput transcription initiation mapping]_Strong 
gttcgcccggccacatcattaacggattaatgataagtggatcagatgtataaaaaa
ttaAaattaaccacaataagcgaa 
>ECK125138134_insN-1p_forward_270226_[HTTIM|S|High-throug
hput transcription initiation mapping]_Strong 
tttgctaagagcttcattcatgaatccttttcactagggatgaagtggtttactgaa
tttGgccacctgaacagaggtgat 
>ECK120022001_iraDp2_forward_4556856_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
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gacttttttcctgaaaagtcagtagatattcataggcaagtaaggttttatactttg
ctgAcaggattcaggcctgtctca 
>ECK120010333_katEp_forward_1813814_[TIM|S|Transcription 
initiation mapping],[IMP|W|Inferred from mutant 
phenotype]_Strong 
aacaccgtttccagaatagtctccgaagcgggatctggctggtggtctatagttaga
gagTtttttgaccaaaacagcggc 
>ECK125137462_kbpp4_reverse_2796814_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
attaaacctgtgctcatccccgcggcgttaacgcgccgcgttcctctgctacacttt
ctgAgtgtttccgttaacgaatga 
>ECK125137140_lpxMp4_reverse_1940228_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcagtcagtaccggctttttttatttggtgcggggcaagttgcgccgctacactatc
accAgattgatttttgccttatcc 
>ECK120015409_lsrAp_forward_1601460_[AIPP|W|Automated 
inference of promoter position]_Weak 
atatgtgcaatgtccacctaaggttatgaacaaattaaaagcagaaatacatttgtt
caaAactcacctgcaaaactgaac 
>ECK125134701_luxSp1_reverse_2815065_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tgcttcgataatcccgatctgactttctctgcccgtatcttaaggtctatgattgat
actGgtattggcggaacaggcaaa 
>ECK120015494_mdtAp_forward_2153979_[AIPP|W|Automated 
inference of promoter position]_Weak 
ccagacagtgtttcataattcctccatttttctcccttattggctggctacactagt
atcAttccgcgaaacgtttcagga 
>ECK125141559_mnmGp_reverse_3925674_[TIM|S|Transcription 
initiation mapping]_Strong 
atacccaggatcccaggtctttctcaagccgacaaagttgagtagaatccacggccc
gggCttcaatccattttcataccg 
>ECK120009848_mplp1_forward_4455728_[HIPP|W|Human 
inference of promoter position]_Weak 
ctcaatgttgcgctcaggtgaatcgcgccagcaaattacggattatcctgaaatgcg
tttCtcacttgcccgacatatgcg 
>ECK120015420_msyBp_reverse_1114213_[TIM|S|Transcription 
initiation mapping]_Strong 
atcgaactgatttttcgcctttcatacttgcaaaagcggagaatcagctatcctttt
cccTgaaacctcatcaactcaaag 
>ECK120010761_mutSp_forward_2857019_[TIM|S|Transcription 
initiation mapping]_Strong 
accagcatcaagaactcgccgttcgcttcttcccctgaaatgattaactccggtatc
atgTgcgccttatgtgattacaac 
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>ECK120009940_narUp2_reverse_1544163_[HIPP|W|Human 
inference of promoter position]_Weak 
tctggctacttaatccccattctgcccccgcggttacgctttcttatctattctttc
aatCagcacttcacccaattcatc 
>ECK120009983_nhaAp2_forward_17317_[TIM|S|Transcription 
initiation mapping]_Strong 
tacttttcctaattaatccctcaggaatcctcaccttaagctatgattatctaggct
tagGgtcactcgtgagcgcttaca 
>ECK120011008_ompFp_reverse_987092_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
ctttatctttgtagcactttcacggtagcgaaacgttagtttgaatggaaagatgcc
tgcAgacacataaagacaccaaac 
>ECK120010475_osmBp1_reverse_1343476_[TIM|S|Transcription 
initiation mapping]_Strong 
ctggttgataattaagactatttacctgttattaacactctcaagatataaaattat
tatCagcgatataacaggaagtca 
>ECK120010489_osmCp2_forward_1556606_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
attcggaatatcctgcttatcctcgtgctgtttctcacgtagtctataatttccttt
ttaAgcccacaggagagcaacaat 
>ECK120010077_osmFp_reverse_2219523_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
attctgcaactgaatccttccgctcaagctaaccccgccattatcaactatgctttt
ctcTtaattcgctgaaaacaacag 
>ECK120010478_otsAp_reverse_1981651_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
catcatggcgactggcgggtgtgccggatgtctggagctggcttgaaatgataacca
ccgCattacaacaaaaaagagaaa 
>ECK120010477_otsBp_reverse_1982465_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tttcccaccatagccaaccgccataacggttggctgttcttcgttgcaaatggcgac
cccCgtcacactgtctatacttac 
>ECK120015396_otsBp2_reverse_1982442_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
taacggttggctgttcttcgttgcaaatggcgacccccgtcacactgtctatactta
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catGtctgtaaagcgcgttctgcg 
>ECK120011009_oxyRp_forward_4158457_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tgagcaattatcagtcagaatgcttgatagggataatcgttcattgctattctacct
atcGccatgaactatcgtggcgat 
>ECK125137791_panZp7_forward_3597958_[ICWHO|W|Inferred 
computationally without human 
oversight],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
ctgccaaaagaaataaaaaagagaaagcctccgattaaattatttcgctacactggt
tccActtttgtgatttacacgggt 
>ECK120009956_patAp_forward_3219458_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
gtgtttatcccgattttcgcgatcgcagccggagtggcgcaatccctgcaatactta
aatCggtatcatgtgatacgcgag 
>ECK125122034_pcnBp4_reverse_159391_[TIM|S|Transcription 
initiation mapping]_Strong 
aagtgccagattacattcatctgccgctggcgcttaatccacaaggcgctaaacttt
ccaAgcagaatcatgcgcctgcgt 
>ECK120010332_pfkBp1_forward_1806351_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
ctccaataaatcatattgttaatttcttcactttccgctgattcggtgccagactga
aatCagcctataggaggaaatgat 
>ECK120015423_pfkBp2_forward_1806323_[TIM|S|Transcription 
initiation mapping]_Strong 
atatttatctgcaaaattttaaataaagctccaataaatcatattgttaatttcttc
actTtccgctgattcggtgccaga 
>ECK120010737_poxBp_reverse_911076_[TIM|S|Transcription 
initiation mapping],[HTTIM|S|High-throughput transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
ttagtgcctcctttctctcccatcccttccccctccgtcagatgaactaaacttgtt
accGttatcacattcaggagatgg 
>ECK125138136_ppkp_forward_2622977_[HTTIM|S|High-throughp
ut transcription initiation mapping]_Strong 
attcacctgtaaatcgcaagctccagcagtttttttcccccttttctggcatagttg
gacAtctgccaatattgctcgcca 
>ECK120010554_proPp2_forward_4330407_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
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initiation mapping]_Strong 
actggtttgattgtacattccttaaccggagggtgtaagcaaacccgctacgcttgt
tacAgagattgcatcctgcaattc 
>ECK120049204_puuAp_reverse_1360968_[TIM|S|Transcription 
initiation mapping],[IMP|W|Inferred from mutant 
phenotype],[AIPP|W|Automated inference of promoter 
position]_Strong 
tcatttttgcaaactcaatttaacatttgacaaacatttagtttgcatacagattcg
aatGgtggtcattatattttacgc 
>ECK125138129_puuCp_forward_1362728_[HTTIM|S|High-through
put transcription initiation mapping]_Strong 
catacggcccggggatctctgcgccctgacgttcacaaactgcatatatctgataga
cgtGaaacaggagtcataatgaat 
>ECK120034217_puuDp_forward_1361052_[TIM|S|Transcription 
initiation mapping],[IMP|W|Inferred from mutant 
phenotype],[HTTIM|S|High-throughput transcription 
initiation mapping]_Strong 
atgtttgtcaaatgttaaattgagtttgcaaaaatgaaaacccactgctagattgaa
aaaAtattgaacataaaggtcatt 
>ECK120034239_pykFp2_forward_1755600_[HTTIM|S|High-throug
hput transcription initiation 
mapping],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
ggctgagacacaagcacacattcctctgcacgctttttcgatgtcacctatccttag
agcGaggcaccaccactttcgtaa 
>ECK125136636_rhlEp5_forward_830783_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agcaacgccagtcacagggataatttatgcgctgcgtcacaaaaactgctacactcc
gctCcctcatgacattgtggtttt 
>ECK120029519_rraAp_reverse_4119358_[TIM|S|Transcription 
initiation mapping],[HTTIM|S|High-throughput transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
caaatatcaattaacaattgatgattttgccaacagcccacatagcgcgatatactg
aaaAttctcgcagcaactgaatgt 
>ECK120010768_rsdp1_reverse_4196954_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
gatcgaaatttgccgcttcgccatatggcaattctcccttcggcaaccataattttt
gttCatggctgacgacccaccagc 
>ECK120016351_rssAp_forward_1289106_[TIM|S|Transcription 
initiation mapping],[IMP|W|Inferred from mutant 
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phenotype],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
atcaggtgcaaccttttcaccagacacataagggtggcaacataggctatactcgac
agcActaccacagggacaaagctg 
>ECK120016350_rssBp_forward_1290220_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
ttatctacacttaagttaattctgacaggcgcaggtggcaatagcatgccactattg
agtAaagccagtcaggggagagaa 
>ECK120030811_ryjAp_reverse_4278066_[TIM|S|Transcription 
initiation mapping]_Strong 
tgcggttaaaaagtatacttttacactggcgaagaaacgtcggtgacatacaattaa
agcAtcaacaccaaccggaacctc 
>ECK125230253_sdsNp2_forward_1996880_[TIM|S|Transcription 
initiation mapping]_Strong 
ccttatcctgcatagtaaaccgcaacgcccctgagagtgagtatcatttataatgat
aatTcaaactatcacataaataag 
>ECK120032979_sdsRp_reverse_1923207_[TIM|S|Transcription 
initiation mapping]_Strong 
tttttattgaccattttgcacgcaaactggaaaacctggcgtcgtcatctattctta
aagGgcaaggcaactaagcctgca 
>ECK125137747_slyDp7_reverse_3478528_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tatgcgccgagtttttttaagctagtgagtacacggctgcagaattccgctacaatc
tgcGccactattcttcccatgctc 
>ECK120034237_sodCp_reverse_1724679_[TIM|S|Transcription 
initiation mapping],[HTTIM|S|High-throughput transcription 
initiation mapping]_Strong 
gtaagcacttttaggaatagccgccgttcaaaaatgtgtcactggtttacacttatt
cagGaatgcacaatgaacggaggt 
>ECK120010376_speBp_reverse_3083946_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
gaactgcaacaacagttccttgaagagttcgaggcaggtttgtacggttatacttat
cttGaagatgagtaagtcctgtgt 
>ECK120010188_speCp_reverse_3109175_[HIPP|W|Human 
inference of promoter position],[AIPP|W|Automated inference 
of promoter position]_Weak 
accagtttgacccatatctcatggggcagggttttccaccttgtccggtattcttac
ttcCccgaaacgggtttgcgctta 
>ECK120009984_srap_reverse_1556046_[TIM|S|Transcription 
initiation mapping]_Strong 
acgatcaattatgtggtcagtggccagcaccctacgctttaaggtgctatgcttgat
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cggCaacctaatttaggggtttag 
>ECK120034945_ssrSp2_forward_3055759_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
gcagcggacgatctgaaccaacggttgcaagatctgaaagaacgcactagagtcaca
aatActgaacagttggtcttcatt 
>ECK120010171_sucAp_forward_758586_[TIM|S|Transcription 
initiation mapping]_Strong 
cgtaacaaagaaatgcaggaaatctttaaaaactgcccctgacactaagacagtttt
taaAggttccttcgcgagccacta 
>ECK120010102_talAp1_forward_2578588_[TIM|S|Transcription 
initiation mapping]_Strong 
ctataacactgatgttacctgcttaatccagcaataccatgcctgtctgctatgctt
tttTgatgcgtttagcgaaatttc 
>ECK120015414_talAp2_forward_2578570_[TIM|S|Transcription 
initiation mapping]_Strong 
aatgttttggtaataatcctataacactgatgttacctgcttaatccagcaatacca
tgcCtgtctgctatgcttttttga 
>ECK120033646_tamp_forward_1607221_[HTTIM|S|High-throughp
ut transcription initiation mapping],[IEP|W|Inferred from 
expression pattern]_Strong 
gcctataaagatgaagacgcagtggcgttccataaaaccacgccccactacaaaacc
tgtGtcgcgaaactggaatcttta 
>ECK120015379_tktBp_forward_2579308_[HIPP|W|Human 
inference of promoter position]_Weak 
gtggtggaagaagatccgggcgttaaatcggtgcgcaatatctacgactactataag
caaCaccactatgaaaccattgtg 
>ECK120034938_tolCp4_forward_3178074_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
ggcacgtaacgccaaccttttgcggtagcggcttctgctagaatccgcaataatttt
acaGtttgatcgcgctaaatactg 
>ECK120010320_treAp_reverse_1247425_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[IMP|W|Inferred from mutant 
phenotype]_Strong 
tgacagttcgcagaatgagatttcgatcatgcagctagtgcgatcctgaactaaggt
tttCtgatacttgaataccgtttt 
>ECK125138130_treFp_forward_3669551_[HTTIM|S|High-through
put transcription initiation mapping]_Strong 
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aacgtgatccaccgcacgctttgtcgcccaccaggcggagcgaatgactacccttaa
agaAaagccgataattagcgacga 
>ECK120009874_uspBp_reverse_3639848_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
gaatatattgatagtggttaaccttctggaaaaaaaacaacctgatctcctacacta
tctAtagagccgctcgtatgttgg 
>ECK120034197_wrbAp_reverse_1067758_[HTTIM|S|High-through
put transcription initiation mapping],[RS-EPT-CBR|S|RNA-seq 
using two enrichment strategies for primary transcripts and 
consistent biological replicates]_Strong 
ataaatcaaataagtggttgtgaaatttgcactctgaaaaggacgtcttatctttaa
ataAgtggtagcgaatcgctacgg 
>ECK120010738_xthAp_forward_1832399_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
atcgatcaaatcacttaacaacaggcggtaagcaacgcgaaattctgctaccatcca
cgcActctttatctgaataaatgg 
>ECK120034391_yabIp_forward_71271_[TIM|S|Transcription 
initiation mapping],[HTTIM|S|High-throughput transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
gtttcgtgccggttgtgaagaaaaagtgaatgatgtagccgtcaagttgtcataatt
ggtAacgaatcagacaattgacgg 
>ECK125136369_yadEp4_forward_145053_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
caaacataatttgtatgagtattaacccgcgattctgatggcgcttttgctacaata
aaaGcgttgtttcaccctcggtta 
>ECK120010498_yadVp2_reverse_156224_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
aattgattgaatgaatatacagggaataataatttctattttatattattccctgtt
ttaAttaactctatcagggatggt 
>ECK120010703_ybgAp1_forward_738980_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
gtcctgctacaacaggattaacttcacaaatatcatttctcaacgtctacacttact
cctGtaaaccgctcaggagcagta 
>ECK120034546_ybgAp2_forward_738920_[TIM|S|Transcription 
initiation mapping]_Strong 
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cagctatggttagaaactacctgacgtcagtccttgcggggagcaggctttcgtaaa
tttGtcctgctacaacaggattaa 
>ECK125136633_ybhBp4_reverse_807930_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atgaaacatttttttgccaataacgagaagtccgcgtgagggtttctggctacactt
tctGcaaacaagaaaggagggttc 
>ECK125136638_ybiIp6_reverse_838484_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tggtcggagatctgatgcttgaactgcccgagttcgtccctggattagctacactta
actGtacaagtattgatatgggga 
>ECK120015425_ybjPp_reverse_904523_[TIM|S|Transcription 
initiation mapping]_Strong 
ccttgtttgctaagccttcgatctcaaaagcattatcagactgatacgctattattg
aaaGgatatcattattatcgtaga 
>ECK125109145_ycgZp_forward_1215752_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
gcaaaaaattaatttatcattctgtacacatatttcgtacaagtttgctattgttac
ttcActtaacattgattaacattt 
>ECK120027918_yciGp_reverse_1316092_[HIPP|W|Human 
inference of promoter position],[AIPP|W|Automated inference 
of promoter position]_Weak 
ccctctatcttctcgttgcgcttaatttgactaattctcattagcgactaattttaa
tgaGtgtcgacacacaacactcat 
>ECK125138131_yciTp_reverse_1344510_[HTTIM|S|High-through
put transcription initiation mapping]_Strong 
gatattgtgttagatatccttgtggcaggcgattaccactctgcgatccataatctc
gagAtacttaaagcagaactcttg 
>ECK120020515_yciZp_reverse_1344638_[TIM|S|Transcription 
initiation mapping]_Strong 
gataattagccgttgctgttaaacacttctcttttagcggcaatttttgcattattc
attTtcccccttttgctataagga 
>ECK120033654_ydbDp_forward_1475066_[AIPP|W|Automated 
inference of promoter position],[IEP|W|Inferred from 
expression pattern]_Weak 
ggagaatatggctgctgaaaaattgcatctttctgaggaagtgttgtctacgttgga
tggTatttcgcgagaataacgaat 
>ECK125136909_ydbKp4_reverse_1440846_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgctgatgtgggggacacaaaagcgaaaatgcagaagaaagccatttgctaaaattg
aaaGattactactgggcgcgcagc 
>ECK125160783_ydcSp1_forward_1511599_[HIPP|W|Human 
inference of promoter position]_Weak 
gaataaattttctcaggggcgaaggtgtgcctgcaagccgccgtctatggttaaaca
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aggAgatatttttacggcacggcg 
>ECK125095197_yddGp_reverse_1547205_[TIM|S|Transcription 
initiation mapping]_Strong 
gcggtagaaaaacgcaccactgcctgacaggccagttaaaaaaatgctataaaattc
agcTtaatttttaacggcaagaga 
>ECK120034542_ydhYp_reverse_1754642_[TIM|S|Transcription 
initiation mapping]_Strong 
tgtaattttaattgataacgatcaatgttaagggctcagaataatcacattattttt
tctCctaaccataaaggattagtt 
>ECK125137235_yegSp8_forward_2168683_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttatcctccgactttcatcctgttctgactccaccttttgttttctgctctacacta
tctAcagaccaatcataaaggcac 
>ECK120010621_yeiLp_forward_2255290_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
aaagaaaattcgaccgggccgatgattgaatcttaacaacagcgtacgtatgctaaa
tatGagaaatctcatagcggataa 
>ECK125138132_yffOp_forward_2562053_[HTTIM|S|High-through
put transcription initiation mapping]_Strong 
acgccaaaattagcgctgaattaatgggtaattattgcggtttttgtcaattttcaa
cctCaattcttgcgaaaaatggca 
>ECK120015426_yggEp1_reverse_3068126_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
ccttgttcagttaggcgctatctgatggaaaaataaaacagaggcgctaagcttgcc
tccAgaggtcctgaattttgggca 
>ECK120015427_yggEp2_reverse_3068185_[TIM|S|Transcription 
initiation mapping]_Strong 
atgtgttatgtggtttattgccttgcagctggcgagagacggtattgctcatgcaca
agcCttgttcagttaggcgctatc 
>ECK125137654_yhaJp7_reverse_3254261_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cataattcttgacctctctttacttccttttatggtaaggggctggacgctacattg
ttaGccagatattctgcccggtat 
>ECK120010394_yhfGp_reverse_3491648_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[CV(FP/TIM)|C|cross 
validation(FP/TIM)],[CV(FP/RS-EPT-CBR)|C|cross 
validation(FP/RS-EPT-CBR)],[FP|S|Footprinting],[IMP|W|Inf
erred from mutant phenotype],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates],[IEP|W|Inferred from expression 
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pattern]_Confirmed 
caatcttgcccgcgcttctgctctcccggcgtaacccggatttgccgcttatacttg
tggCaaatggacacgttcagggag 
>ECK125137807_yhhTp4_forward_3611841_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gacgtgaaaatcagcagtaagaatcagaatattgctggcgtgactcccgctacactt
aatAcaaaaagtcacaaggaagcc 
>ECK125134716_yhiMp_forward_3634743_[AIPP|W|Automated 
inference of promoter position]_Weak 
tggccttttgaacgctgaaaagtagcgctctgcaaagtaaaccccgctatagttatg
ctaTgcatttgtctttaatgatat 
>ECK120033652_yhjGp_reverse_3678412_[HTTIM|S|High-through
put transcription initiation mapping],[IEP|W|Inferred from 
expression pattern]_Strong 
tttcacgcccggcaccgatagaaacgctgaatacggcggttctggcgctataagctg
cctCattttccgcctggctggact 
>ECK120015415_yiaGp_forward_3719431_[TIM|S|Transcription 
initiation mapping]_Strong 
agccagagcatgccctgacttcaccccgctgtgtctgcttttcccgactattcttaa
tgaGcttcgatgcaattcacgatc 
>ECK125137934_yigMp3_forward_4011050_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atttatcgtaatcgttctttatttggtcagttgtcaacctgatacttcgctacaatg
gatAcccgttaatcaaagagtttt 
>ECK120009882_yihGp_reverse_4046652_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
attttttctaatgtggatagatatgaattatttttctccttaaggatcatccgttat
ttgGgtcgttttctgctaaaatct 
>ECK125095219_yjcCp_forward_4275418_[HTTIM|S|High-through
put transcription initiation mapping]_Strong 
atttcaaatcaggcaaaagtgctatttataccgtaagatttatctaaagacgtcggt
accCagggttttcaccttgcaatg 
>ECK125138072_yjgBp10_reverse_4496234_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcgatgtgtaacctttgtcacactccaggcaccccgccctgccatgctctacacttc
ccaAacaacaccagagaaggacca 
>ECK125145770_yjiYp_reverse_4591367_[TIM|S|Transcription 
initiation mapping]_Strong 
aaataaccactcagttatttaccttactttacgcgcgcgtaactctggcaacatcac
tacAggatagcggtcaatttacct 
>ECK125138122_yjjKp11_reverse_4630566_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttttactgcgagggtgatcgaccggctgggattaggcggggaaaaaggctacacttc
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gccTttgaaaactcattatcacga 
>ECK125137136_yobBp8_forward_1925209_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
taaagtgaatgtcgatttggcggcggccggggtggcatttaaagaacgctacaatat
gccGgtgatcgctgaagcggttga 
>ECK120015416_ytfKp_forward_4439511_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
ctttaggtaaaaaaagttatacgcggtggaaacattgcccggatagtctatagtcac
taaGcattaaaatttgcgcctcat 
>ECK120010964_znuAp_reverse_1942661_[AIPP|W|Automated 
inference of promoter position]_Weak 
gaggacgcggcgttggccaaaagaaaccgagacattttccagggaaaccagacttgt
catGttaattttagtcttgcagta 
(5) List	of	94	samples	in	 𝕊!(𝜎54) 	
>ECK125095451_acrDp2_forward_2587550_[HIPP|W|Human 
inference of promoter position],[IEP|W|Inferred from 
expression pattern]_Weak 
atttacattaactcctttttttctccacgattggctcgtaccttgccgctacagtga
agcAagtcaagcctacaacgatac 
>ECK125095447_actPp_reverse_4284935_[HIPP|W|Human 
inference of promoter position],[IEP|W|Inferred from 
expression pattern]_Weak 
gatctcctttgttctcaccggtatctacatctggcgggcgaacggcgaattcgaccg
tctTaataatgaagtcctgcatga 
>ECK120009973_argTp_reverse_2427849_[AIPP|W|Automated 
inference of promoter position]_Weak 
tatttaacgttgaatgttactgttgtcgtcaagatggcataagacctgcatgaaaga
gccTgcaaacacacaacacaatac 
>ECK120026316_aslBp_forward_3982781_[AIPP|W|Automated 
inference of promoter position],[IEP|W|Inferred from 
expression pattern]_Weak 
aaaaagcagtatttcggcgagtagcgcagcttggtagcgcaactggtttgggaccag
tggGtcggaggttcgaatcctctc 
>ECK120009852_astCp2_reverse_1832044_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[CV(FP/TIM)|C|cross 
validation(FP/TIM)],[FP|S|Footprinting]_Confirmed 
tagcctccgccgtttatgcacttttatcactggctggcacgaaccctgcaatctaca
tttAcagcgcaaacattacttatt 
>ECK120010180_atoDp_forward_2323412_[IMP|W|Inferred from 
mutant phenotype],[AIPP|W|Automated inference of promoter 
position]_Weak 
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attagttaaataactaaatccaataatctcattctggcactccccttgctattgcct
gacTgtacccacaacggtgtatgc 
>ECK120033259_chaCp_forward_1272422_[AIPP|W|Automated 
inference of promoter position],[IEP|W|Inferred from 
expression pattern]_Weak 
agttaaagctattcgtgcggtgttgccttgcaagtggtccgtggattgcatattgtc
ccgTtagtggtttcaaaatgagca 
>ECK125095439_crlp2_forward_257824_[HIPP|W|Human inference 
of promoter position],[IEP|W|Inferred from expression 
pattern]_Weak 
tgtgttaaaaatttgctaaattttgccaatttggtaaaacagttgcatcacaacagg
agaTagcaatgacgttaccgagtg 
>ECK120021266_dcuDp2_forward_3374583_[HIPP|W|Human 
inference of promoter position]_Weak 
acatcctatcacaggattgaaagtaggggaaaatggcagggttttctctttgtgcct
catCattaccataattaacggaat 
>ECK120009977_ddpXp_reverse_1563107_[HIPP|W|Human 
inference of promoter position],[AIPP|W|Automated inference 
of promoter position],[IEP|W|Inferred from expression 
pattern]_Weak 
ttaagccagcattctggcgcttatcccggcatggcatgagatctgcataagcggaaa
gcgCagcaatttttgtcttataca 
>ECK125136726_efeOp2_forward_1082154_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aagtcgccgtctggtttatttatctcatcccggcgctggtggcatttgctctgccac
cacGcgcaggggcgacagcgtctc 
>ECK125095441_emrDp_forward_3853845_[HIPP|W|Human 
inference of promoter position],[IEP|W|Inferred from 
expression pattern]_Weak 
catattctgccgctaaacaattccccattcctggcgtatatctggctaacattcatc
aatGtgatagattcctctcccgca 
>ECK120011038_fdhFp_reverse_4299407_[TIM|S|Transcription 
initiation mapping]_Strong 
cccgtaatatcagggaatgaccccacataaaatgtggcataaaagatgcatactgta
gtcGagagcgcgtatgcgtgattt 
>ECK125136496_ffsp5_forward_476399_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgagtgaagtcgcattgcgcaagaaaccagcatctggcacgcgatgggttgcaatta
gccGgggcagcagtgataatgcgc 
>ECK125095446_flhDp2_reverse_1978577_[HIPP|W|Human 
inference of promoter position],[IEP|W|Inferred from 
expression pattern]_Weak 
aacctgaatctgaggcagcacctggcacggctgggacggaagtcgctgtcgttctca
aaaTcggtggagctgcatgacaaa 
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>ECK120032981_glmYp1_reverse_2691340_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
ataatcagtacgttaccaaactattttctttattggcacagttactgcataatagta
accAgtggctcattcaccgactta 
>ECK120010268_glnAp2_reverse_4058107_[TIM|S|Transcription 
initiation mapping]_Strong 
gcatgataacgccttttaggggcaatttaaaagttggcacagatttcgctttatctt
tttTacggcgacacggccaaaata 
>ECK120010230_glnHp2_reverse_848047_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
gccgcatctcgaaaaatcaaggagttgcaaaactggcacgattttttcatatatgtg
aatGtcacgcaggggatcgtcccg 
>ECK120010750_glnKp_forward_472556_[HIPP|W|Human inference 
of promoter position],[AIPP|W|Automated inference of 
promoter position]_Weak 
ttaacttcctgctctctttctcgtttttcatttctggcacaccgcttgcaatacctt
cttCgtgtagcagaaccattaccg 
>ECK125137767_hslOp4_forward_3529672_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcggaaagtgtagagaaacgcgaaaaaatggcgctggcacgtaaacttaatgcctta
accAtgccgcacccggaccgacgc 
>ECK125095445_htpGp3_forward_494817_[HIPP|W|Human 
inference of promoter position],[IEP|W|Inferred from 
expression pattern]_Weak 
tcggtccggatgatatcgggcttgatcgtctggaacagcgtctggcagaggaaaaaa
tcaCtgaagtgatcctcgccacca 
>ECK125136375_htrEp1_reverse_155518_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atttagtgatgaggtcatgaaagtcaatggccttaatggcaaagcgaattctgcaaa
agtGcatttttacgccattaatga 
>ECK120010211_hycAp_reverse_2850461_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
ttaaaaatctctttaataacaataaattaaaagttggcacaaaaaatgcttaaagct
ggcAtctctgttaaacgggtaacc 
>ECK120010719_hydNp_reverse_2838132_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
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aattaatttccttaaataacagtaaattaaaaactggcatgatttgtgaatgtatcg
gcgCattaactgtcattgctggag 
>ECK120010759_hyfAp_forward_2601171_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
cataacttattgaatatattgagttaatcagaatggcatcctttatgcaatatgaaa
tgcAatgtttcatatcattttcaa 
>ECK120010212_hypAp_forward_2850627_[TIM|S|Transcription 
initiation mapping]_Strong 
catcgacattattcaccgcagggataatcaacactggcacaattattgcttgtagct
ggcAatagttaatgggaggcgata 
>ECK120010057_ibpBp_reverse_3866981_[TIM|S|Transcription 
initiation mapping]_Strong 
gcgaaaaaaccgcgccgtatcgaaatcaactaattccctaaggccgcctggcgcggc
ctgAcatctccatgctcgccgtca 
>ECK125136597_insHp6_reverse_689222_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agtgcattatccggataacaatattctcctatccaactttggcacatctattgcttt
gttAtacaaggcaaaccctgaaac 
>ECK125137409_iscXp3_reverse_2656917_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcgagattgaacacgcctgtgaaaaatcctgtgcttgcaccacctgccactgcatcg
ttcGtgaaggttttgactcactgc 
>ECK125137474_ispFp3_reverse_2871984_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgccattgctcataccgttgatcgcaacggcttatggcacgcgctgacgccgcaatt
tttCcctcgtgagctgttacatga 
>ECK120010018_kchp_reverse_1310523_[AIPP|W|Automated 
inference of promoter position]_Weak 
aagaaagtgttctgaatagagattcaatatttaagggcacggtttttgcaaccgtgt
tctTgtttggcctttccttatagc 
>ECK125138101_mcrCp5_reverse_4578062_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gggcatagttacttctgctgtgggttggaagatggcacctctccggatacgcaatgg
cttAatgaaattgtgatgacggat 
>ECK120010741_nacp_reverse_2061978_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
ttggttagcttgtacatcaacaccaaaataaaactggcaagcatcttgcaatctggt
tgtAagtaatggcggcacttgggc 
>ECK125095440_nikAp2_forward_3613439_[HIPP|W|Human 
inference of promoter position],[IEP|W|Inferred from 
expression pattern]_Weak 
agccatcgttaaacagcgtggcggcagcgcctggcaaatcgtcagcgtagacagcac
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ctaTcactcctcgctgtcagtcag 
>ECK120010021_norVp_forward_2832439_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position],[IEP|W|Inferred from expression pattern]_Strong 
ttatttatagagtaaaaacaatcagataaaaaactggcacgcaatctgcaattagca
agaCatctttttagaacacgctga 
>ECK125137953_ompLp1_reverse_4064479_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggtttgcgtcagctcatttttatctggccttgtgcactggcaattattgctgcattg
acgAtgggattcttttacacactc 
>ECK125137113_pabBp6_forward_1894779_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aacctgcaaacattgttaactcctgctaaattgttggcgctaattatttcatgctac
ccgGcacatagccagtagagtcag 
>ECK125137114_pabBp7_forward_1894628_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcaaaacgcgccacgattcgctcgccggagtggttggcacgcagctcttctgccacc
agcGcgattgcctggccgctgctc 
>ECK125136864_pgpBp9_forward_1339165_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aggaaatcgccccatggggttggcagtttggcttctgccacacgtttaagctgcatg
aaaTtctccagataatgctggttc 
>ECK125136797_pinEp3_forward_1209672_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaaccaacgtttatgaaaatgaagaaataacaagcaaatggcatcattcctgctttt
accAgggggatttaacatgcttat 
>ECK120009957_potFp1_forward_893736_[AIPP|W|Automated 
inference of promoter position]_Weak 
gttctcttttcttacaccgcgccgataaaaaatatgcacgtttattgcatatctttc
agtGtgacaacttttgttcgtttg 
>ECK125137395_ppkp6_forward_2622990_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcgcaagctccagcagtttttttcccccttttctggcatagttggacatctgccaat
attGctcgccataatatccaggca 
>ECK120009974_prpBp_forward_348646_[AIPP|W|Automated 
inference of promoter position]_Weak 
tgaaattaaacatttaattttattaaggcaattgtggcacaccccttgctttgtctt
tatCaacgcaaataacaagttgat 
>ECK120009904_pspAp_forward_1368038_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
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aatcagatctttataaatcaaaaagataaaaaattggcacgcaaattgtattaacag
ttcAgcaggacaatcctgaacgca 
>ECK120010088_pspGp_forward_4262816_[ICA|W|Inferred by 
computational analysis],[FP|S|Footprinting]_Strong 
gggcgttttgctgttaaatcaatagattatttttggcatgattcttgtaatgccagc
aagAgatttcatatttgggagagc 
>ECK120010019_puuPp_reverse_1359373_[HIPP|W|Human 
inference of promoter position],[AIPP|W|Automated inference 
of promoter position],[IEP|W|Inferred from expression 
pattern]_Weak 
gtaatccagacatttcccggatgtcgcgttatggagcgcgggcggcaacgggcttcc
gttAacgattaagactgtgacgag 
>ECK125136411_rayTp1_forward_247544_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
catccggcagttgtacgcaggtgcctgatgcgacgctggcgcgtcttatcatgccta
cgaGcccgcgaatatttgcgagcc 
>ECK125199576_relAp3_reverse_2913700_[TIM|S|Transcription 
initiation mapping]_Strong 
tggatatgttcccacacacgggacatctggaatcgatggtacttttctcgcgcgtta
aatAgttgcgatttgccgatttcg 
>ECK125199577_relAp4_reverse_2914318_[TIM|S|Transcription 
initiation mapping]_Strong 
ccgcaccgctaagttcggcagatcgcgaaaaactggaacgcttttcgcattctgaag
gccTggatctgtatctcgcccccg 
>ECK125137617_rfaEp1_reverse_3196926_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctggcgcaaaacgacattatggaagagcaggaagcgatggcgctgacccgtgcttac
actAcgcttcgcgatgaacttcat 
>ECK125095448_rhaDp_reverse_4094385_[HIPP|W|Human 
inference of promoter position],[IEP|W|Inferred from 
expression pattern]_Weak 
gattgccggatgcggcacaagtgccttatcaggcctacaggtcggcaatagttgtag
gccTgataagacgcgacagcgtcg 
>ECK120010697_rpoHp6_reverse_3600813_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[CV(FP/TIM)|C|cross 
validation(FP/TIM)],[FP|S|Footprinting]_Confirmed 
aacagtgaatgataacctcgttgctcttaagctctggcacagttgttgctaccactg
aagCgccagaagatatcgattgag 
>ECK125138115_rsmCp1_reverse_4607868_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
caccatcaccagacggacgtgtgccgggatcgcaatggcaatctccccctgcaacgc
gccAgggcgacgcagcgaccactg 
>ECK125137795_rsmDp2_forward_3604297_[ICWHO|W|Inferred 
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computationally without human oversight]_Weak 
tcgccatttgcgactacactcctcgctgttgcttcatggcacagcgttaacgctatg
tacAtagcagctaaaaaaatgatg 
>ECK120010682_rtcBp_reverse_3558107_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tgaattaaaaaattaagctgcttatttaattttctggcacgacggttgcaattatca
ggaCagcaaacaacgaaaagagaa 
>ECK120009979_rutAp_reverse_1074026_[HIPP|W|Human 
inference of promoter position],[AIPP|W|Automated inference 
of promoter position],[IEP|W|Inferred from expression 
pattern]_Weak 
aacagattaataacattaactttttaaaaactggcatccgctttgcaaacaagccaa
tacGcggctgaaaaggatatgcag 
>ECK125137050_rydBp1_reverse_1764930_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcttctgctgaattaaaagaagaaatctactttgcctggcgtctgggcgtgcattga
tccTgacttaatgccgcaagttcg 
>ECK125137393_tmcAp5_reverse_2595938_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtcaggggcgagtagtaccagacagtttcactcatggcacttctcagcaacgctaca
gctGgtttaaacgtggtttcgaca 
>ECK125137018_tusp2_forward_1684173_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aactgggtggtgcccgcttctcgtttagctggccgttatggcataacatcccgcaat
ttaCctctgcctgacactacgcgc 
>ECK125137946_typAp1_forward_4058230_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
accatcgtgcaaaagggctgcaccacgatgtgaatgttgcaccaatatagtgcttca
atgGaaacattaagcaccatgttg 
>ECK125095450_xdhAp2_forward_3000265_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[IEP|W|Inferred from expression 
pattern]_Strong 
cctacctcccctaacgcttatcgtcgtttctggcgtaaatcttgcctgcttagacta
aatCtttgccataagaaccaaatg 
>ECK125095438_yaaUp_forward_45592_[HIPP|W|Human inference 
of promoter position],[IEP|W|Inferred from expression 
pattern]_Weak 
cacattgttgtgaaggccgatgctgataaacaggcgctggagctgctggtgaaagcg
tgcCccgcaggtctgtacaagaag 
>ECK125095437_yahEp_forward_335739_[HIPP|W|Human inference 
of promoter position],[IEP|W|Inferred from expression 
pattern]_Weak 
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cagaccaaccatgtaggctggacgccgctactggaagcgattgtgcttaatgatggt
ggtAttaaacagcaggcgattgtg 
>ECK125136534_ybcKp1_forward_568787_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tttattttttatgtattcttttgtgctttcaagattatggcgtaagaaaattgcaat
acgAttattgttgtatattcaaga 
>ECK120010017_ybhKp_reverse_816692_[AIPP|W|Automated 
inference of promoter position]_Weak 
agaggtagaagaaaatagtttgtatcctcaatattggcaggttaattgctgtttccc
cgcAatttgcgctactgtagcgcg 
>ECK125136644_ybiOp5_reverse_845664_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atgcgctacgcttatcaggcctacaggatatctggcaacttattaaaattgcatgaa
cttGtaggacggataaggcgttca 
>ECK125136805_ycgGp7_forward_1217307_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tctaccatgctctctgtagatgccagcgcgagcgaatgaatggcattttcatgtatt
aaaCcctttggccgggacaagcaa 
>ECK125136812_ycgNp1_forward_1228683_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcaaggccggtgacgttgtgttgacaggcacgcctgatggcgtcggcccgttgcaaa
gcgGtgatgagctgacagtcactt 
>ECK125136868_ycjDp5_reverse_1351896_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggcgaggttgtcgagcgaggcagcaccgcggatgtgctggcatcgccgctgcatgaa
ctcAccaaacggctgattgccggt 
>ECK120009975_yeaGp1_forward_1866815_[AIPP|W|Automated 
inference of promoter position]_Weak 
atcaccgggcacgttgttctcatcgtcgataaaatggcatgagagttgctgtgtttt
agcAagagacgtcgttcagtttac 
>ECK125137127_yebVp2_forward_1921715_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
acgcctgacagcgcacaaaaaaagcgcactttttgactggcacattcggctgcctca
actAggctgaaaaatggtgcgatc 
>ECK125137263_yeiBp2_reverse_2243073_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtctcgatcgacgcggtgcattactgcgtgaaggcgcgtggcatccgcgatgcaacc
agtGccacgacaacgacctctctt 
>ECK125095444_yejHp_forward_2280622_[HIPP|W|Human 
inference of promoter position],[IEP|W|Inferred from 
expression pattern]_Weak 
ctaataacatccctcaagggaaaaagatccatggcatactattagcagaataatcta
cctAcgcgagaccatgatttttac 
>ECK125137368_yfeAp6_reverse_2517892_[ICWHO|W|Inferred 
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computationally without human oversight]_Weak 
ctggtgaaagcatcattggatgaaaaatcggcaacaggctggccccctgtttgcttc
gcgAtgcgaataaacttattattt 
>ECK125095443_ygfKp_forward_3015992_[HIPP|W|Human 
inference of promoter position],[IEP|W|Inferred from 
expression pattern]_Weak 
cctcacatttttttatatttcccgccaaacctggcaagagtggtgcgattgttgctc
tatCcccctaaaccaccggatttc 
>ECK125137557_yggMp1_reverse_3099757_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgaagtggatgatgcgaaatacggcttcgtcgcctctggcacgctgaacccgcaaaa
agcGcgcgttctgctgcaactggc 
>ECK120009976_yhdWp_forward_3418972_[AIPP|W|Automated 
inference of promoter position]_Weak 
cagcttattgcgacgcgaaatcgtgcgcaaaagctggcactacttttgcttataaga
ggaTggccacagacaggtaaaaga 
>ECK125137748_yheVp1_reverse_3478985_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cagtgcgttagagctggggcgcaagacgctggtcacgcttggcatgcatccgcatca
ggcAcagcgagcgcaactgcattt 
>ECK125137797_yhhMp1_reverse_3605794_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agggttaacggtttaaacacccagcgttgccaggttggcccacgatacgatgcatcc
acaGatagccatgcggaaagacag 
>ECK125137823_yhiDp1_reverse_3656110_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atttattgatctgaatccaaaagcaatgaccccggttgcatggtggatgctgcatga
agaAacagtatataaaggtggcga 
>ECK125095442_yhjCp_forward_3672136_[HIPP|W|Human 
inference of promoter position],[IEP|W|Inferred from 
expression pattern]_Weak 
aaaacaattttgaggatttccttatattggtggttagtacgcatgcaattaaaaatg
aaaTtccgcgaccacaagccaaaa 
>ECK125137948_yihLp1_forward_4060372_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctcccttataagtctgtggttacgtcaatagagagctttgtcacaattatctgcaaa
gtcAtacgccgttaattgctttct 
>ECK125137951_yihLp5_forward_4060423_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgcaaagtcatacgccgttaattgctttcttttttggcgtaagcgtaagatgcttca
tctGgtttaaaccaaaaggattaa 
>ECK125137990_yjaAp3_forward_4213224_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttagaaaaaccccggtccataaggccggggttttttgcatatcaattatttgcatga
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tgaAgggaatctcatgtcagttct 
>ECK125137987_yjaGp4_forward_4199373_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctaccggccatcgggtcagcgtggacagcgcgctggcgtgggtacaacgctgcatga
aagGctatcgtctgccggagccaa 
>ECK125138085_yjhUp1_reverse_4520381_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tttcatgtaaaagaataaaatatctgtataaaatcatgccactggcaatctgcatca
actCtccgggtaaacagggttaag 
>ECK125138125_yjjXp6_reverse_4633899_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgctactgatgatatgcgtaatgccaagctctttggcacgggttgccacctgcatcg
cctGttgctcacctttggcggtca 
>ECK125137512_yqeGp5_forward_2985741_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaggaaatatgcctgagcagcagtcagagacataactggcacgtaaggtttgcaacc
actAacccaccaatagaggggtag 
>ECK125137737_yrdBp1_reverse_3430062_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aatgctggtggcacaggcggctcatgcctttcttctctggcacggtgttctgcctga
cgtAgaaccagttataaagcaatt 
>ECK125137738_yrdBp4_reverse_3430088_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcaaagcgtaatgctgatggtttaggaatgctggtggcacaggcggctcatgccttt
cttCtctggcacggtgttctgcct 
>ECK125138044_ytfFp6_reverse_4433131_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aagccatctttttaatgttaataactagttaattaaagtggcatcctcccgcatcct
ctcTgataatgacgggatgccggg 
>ECK125137976_zapBp1_forward_4118386_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgtggattatgtcaccaggagaaggatgaaaagtgtggcaaaccgtaatctgcaagg
cgtGccgctggacagcgatggcgc 
>ECK120010765_zraPp_reverse_4201712_[HIPP|W|Human 
inference of promoter position],[AIPP|W|Automated inference 
of promoter position]_Weak 
gccagattacccgtcatatcagcgtttcatcgttggcacggaagatgcaatacccga
agtAagacaaccactggaggatta 
>ECK120010766_zraSp_forward_4201905_[HIPP|W|Human 
inference of promoter position],[AIPP|W|Automated inference 
of promoter position]_Weak 
tgtgttacagcgcagggtaagcgctgataaaagatggcatgatttctgctgtcagaa
aggGatgagcaggcaaagaagaag 
(6) List	of	1,694	samples	in	 𝕊!(𝜎70) 	
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>ECK125137720_aaeRp10_forward_3389381_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
acgggaaacagactcatgttgaccttggttgtaaagagagagcaggcgttattattt
tcaGcatctgtcgccgcagagaag 
>ECK125137717_aaeRp6_forward_3389477_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcgagagcaacattgctgtagattgatatttaatatattagcgtaactgttatgctg
ttaTctatattatgtgatctaaat 
>ECK125136673_aatp5_reverse_927460_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgcttgccagacaggggcgttattaccagttcaagcagggtttgtaagctattattg
aacGatccgacttgcgtggagttt 
>ECK120010467_accAp_forward_208411_[TIM|S|Transcription 
initiation mapping]_Strong 
gcccgggaaaaatatgctcgcgggcttgctatctcgctgacggacaggcaaattgat
gacCagcttttaaaccgactccgt 
>ECK120010469_accBp_forward_3405140_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tgaaggttatttacatgttagctgttgattatcttccctgataagaccagtatttag
ctgCcaattgctacgaaatcgtta 
>ECK120010470_accDp_reverse_2434015_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
actccgcggttcgaccacttttttatccaaagtttcgggctgttatgttttaatgtg
caaCattcatggtctgttgggggc 
>ECK120010987_aceBp_forward_4215402_[TIM|S|Transcription 
initiation mapping]_Strong 
tatttttaattaaaatggaaattgtttttgattttgcattttaaatgagtagtctta
gttGtgctgaacgaaaagagcaca 
>ECK120010281_aceEp_forward_122969_[TIM|S|Transcription 
initiation mapping],[HTTIM|S|High-throughput transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
aaagcgcggcaactaaacgtagaacctgtcttattgagctttccggcgagagttcaa
tggGacaggttccagaaaactcaa 
>ECK120010670_acnAp2_forward_1335781_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tcttttatcaatttgggttgttatcaaatcgttacgcgatgtttgtgttatctttaa
tatTcaccctgaagagaatcaggg 
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>ECK120010671_acnBp_forward_131519_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
tttatgttgcttttttgtaaacagattaacacctcgtcaaaatcctgctattctgcc
cgtTgcggtactgggcatttaccc 
>ECK120010720_acpPp_forward_1151575_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
atcgtggtaagacctgccgggatttagttgcaaatttttcaacattttatacactac
gaaAaccatcgcgaaagcgagttt 
>ECK120010736_acrAp_reverse_485698_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
gttcgtgaatttacaggcgttagatttacatacatttgtgaatgtatgtaccatagc
acgAcgataatataaacgcagcaa 
>ECK120015500_acrDp_forward_2587475_[AIPP|W|Automated 
inference of promoter position]_Weak 
aaagtcagttaatgtaatgcctcctactgaccaaagaatacttgcacttaaggttca
gtaTaaaagggcatgataatttac 
>ECK120016232_acrEp_forward_3413702_[AIPP|W|Automated 
inference of promoter position]_Weak 
ttacgaggttttaattctgcctctttcaacccgcgtcaaaataaaacagtagaatat
taaTctttttttgtgtttatgtgc 
>ECK120015959_acrRp_forward_485699_[AIPP|W|Automated 
inference of promoter position]_Weak 
gatttcaaattggtcaatggtcaaaagttaataaacccattgctgcgtttatattat
cgtCgtgctatggtacatacattc 
>ECK125158030_acrZp_forward_794751_[TIM|S|Transcription 
initiation mapping]_Strong 
cgcaaagctgaccgcacaaaaggggagtgcttttctgtgcttagcggttagaatagt
ctcAtgactatatctggagttgac 
>ECK120009980_acsp1_reverse_4287595_[AIPP|W|Automated 
inference of promoter position]_Weak 
aataaccacactgtgaatgttgtctttaatcaattgtaagtgcatgtaaaataccac
tttAgagttagtcagtatcttcct 
>ECK120009981_acsp2_reverse_4287391_[AIPP|W|Automated 
inference of promoter position],[HTTIM|S|High-throughput 
transcription initiation mapping]_Strong 
atactaaacaaaactgccaatacccctacatttaacgcttatgccacatattattaa
catCctacaaggagaacaaaagca 
>ECK125137021_addp6_forward_1702202_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aacgtaaaaaatcgttgcgcaatcgtggatttttaccctgctttgtttttataatgg
tgcGcacttttatatccagaaaaa 
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>ECK125134720_adep_forward_3843910_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
ttcagtgataattatcacatttcaattgcacattaatggatattctttaataatctc
gcgAcgtttctttatgataaataa 
>ECK125137899_adep7_forward_3843930_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttcaattgcacattaatggatattctttaataatctcgcgacgtttctttatgataa
ataAtaatcaaattgataaaatca 
>ECK120010777_adiAp_reverse_4340556_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[IMP|W|Inferred from mutant 
phenotype]_Strong 
ttcaaaaatgtttgtttttcacgcgctttacagcccgaaaaggccggaagatacttg
cccGcaacgaagattccttcataa 
>ECK120010095_agaRp_reverse_3278703_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
agcttgcgtcaatgggcaaggtgggcttgcatttgcttaatagaaaggcgttaatag
gcaAaacgaaatgaaacgaaagtt 
>ECK120010096_agaSp_forward_3281889_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tcgttttatttcttttttctccattgaactttcagtttcttttctatagattttaat
caaCgaaagacatcaccaagtgaa 
>ECK120010147_ahpCp_forward_638921_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
atcgatttgataatggaaacgcattagccgaatcggcaaaaattggttaccttacat
ctcAtcgaaaacacggaggaagta 
>ECK120051395_ahpCp2_forward_638693_[TIM|S|Transcription 
initiation mapping]_Strong 
taggtaagagcttagatcaggtgattgccctttgtttatgagggtgttgtaatccat
gtcGttgttgcatttgtaagggca 
>ECK120010163_aidBp_forward_4414247_[TIM|S|Transcription 
initiation mapping]_Strong 
gataagaatgttttagcaatctctttctgtcatgaatccatggcagtgaccatacta
atgGtgactgccattgatggaggg 
>ECK125137309_aisp4_reverse_2365756_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
taagaaactaatattagacgtaaatattgaaatttttatattttttcttatttaggc
tttGcatttggcaaaattttgagg 
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>ECK125137311_aisp8_reverse_2365698_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttgcatttggcaaaattttgaggcattttgccgacatcgtaggatttttaatattac
accAactgcgaattatcgccagaa 
>ECK125137332_alaAp7_forward_2407414_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cagaacaattcactatataacattgcatgtaaagcatatacacctcattattttgtc
attAttaagttattaacagcacaa 
>ECK120030790_alaCp_reverse_2498399_[AIPP|W|Automated 
inference of promoter position]_Weak 
agataaatttcctgtttttaaagcagagttcctcatttaacgtcattaataaaatgt
tctAaaacgctggacagacagaaa 
>ECK125137464_alaEp11_forward_2799087_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctgactaaataaaaatttttcactaattgattagtcatagccagcgatatacgctat
gcgAaaatgcagatggcaatgaga 
>ECK120010611_alaWp_reverse_2518253_[HIPP|W|Human 
inference of promoter position]_Weak 
actacacgttgcaatttgccgttgacacattcgggcggaattcatatgatgccgccc
gtcAactcgacaagctttacgtga 
>ECK125137370_alaXp4_reverse_2518306_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aatgcgagcggttttccaaaattgttcatttgcctgatttttcagcgattgaaacta
cacGttgcaatttgccgttgacac 
>ECK120010673_aldAp_forward_1488190_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
cccttcacagaattgtcctttcacgattccgtctctctgatgattgatgttaattaa
caaTgtattcaccgaaaacaaaca 
>ECK120010162_alkBp_reverse_2309445_[HIPP|W|Human 
inference of promoter position]_Weak 
aaagcggtacgggccgttgccagcgcctgtgccgccaacaagctggctatcataata
cccTgtcatcgggtggtccgtggt 
>ECK120015473_allDp_reverse_546411_[AIPP|W|Automated 
inference of promoter position]_Weak 
aataaattctaactatatttttttgcctgtctggatcacataatccagatattttcc
ctgTatgttaattgcagtcatgct 
>ECK125138019_alsEp2_reverse_4308664_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cagaaccgcttgccggtatgggttttgaaacctatgccattgccagcgccatcattg
gcgGcaccagtttcttcggcggca 
>ECK120010029_alsRp1_reverse_4313132_[TIM|S|Transcription 
initiation mapping]_Strong 
catctatcatctaaaaaaccagaaaaacaaataacatcatgtttttaaactaattaa
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atgAaataaaattttaagccactc 
>ECK125137640_alxp4_forward_3238370_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aacagtgtaaaaggtatgtaacagaccattgactggctgaatggtctgtcatacttt
gttAcctgcaaaggggagtaactt 
>ECK120009942_amiAp_forward_2552241_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
gtgaacggtcgaattagccaatatctgacgaaaatcggttgaaaaagtggcataatg
gggAgttgtcaactattgaaatga 
>ECK125137497_amiCp6_reverse_2949189_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tttaccacggcacacctctttgcatgattattcgaaattagtgtatttttattctgt
tttTtcgcagggtgcaagtgtaaa 
>ECK125137498_amiCp7_reverse_2949066_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
taaaaagaatgtttaccgtttattagatgacagattatgcgtctttcgctaaagttt
ccgGtcaaattagtcgtttacttg 
>ECK120010445_ampCp_reverse_4379003_[IMP|W|Inferred from 
mutant phenotype],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
tacggtctggctgctatcctgacagttgtcacgctgattggtgtcgttacaatctaa
cgcAtcgccaatgtaaatccggcc 
>ECK120015384_amyAp_forward_2006115_[HIPP|W|Human 
inference of promoter position]_Weak 
gctccgcaggataacctcttttgaatctgaatgagtcgatggctcgcgaataatccg
attAcggctacgcttctaatgttc 
>ECK125137027_anmKp9_reverse_1719673_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
acattcatgatgattattgatttgaagataatgttttactaccaacggtaaaaatcg
gtcAttccgcatggtattcacgaa 
>ECK120011026_ansBp2_reverse_3100751_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
tcacgttgtaaattgtttaacgtcaaatttcccatacagagctaagggataatgcgt
agcGttcacgtaactggaggaatg 
>ECK120010165_appCp_forward_1037710_[HIPP|W|Human 
inference of promoter position]_Weak 
ggcgaatacctctggtcgtagagtttcaggataaagagggagatctaccattatcgg
gttAtttttctctcttcgcctaca 
>ECK120020532_appYp_forward_583567_[AIPP|W|Automated 
inference of promoter position]_Weak 
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aataaaaaacaacatacatataataatttaatcttaaatgaaatttattaaaatttg
caaActataattttgtgtataaaa 
>ECK120030797_aptp_forward_491310_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
aaagcactgaagcacaacaatcgcagttgcaattattgcgtacagccagtacattct
ggcGttttcgagcacaggcgcagg 
>ECK125136670_aqpZp3_reverse_916133_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aatcaaatttactggatttatttatctggtgaatgactcgccttcgtttttaaaata
gccGcgcattatttccgtcgtcac 
>ECK120010108_araBp_reverse_70075_[TIM|S|Transcription 
initiation mapping]_Strong 
ccataagattagcggatcctacctgacgctttttatcgcaactctctactgtttctc
catAcccgtttttttggatggagt 
>ECK120010988_araCp_forward_70241_[TIM|S|Transcription 
initiation mapping]_Strong 
caatgtggacttttctgccgtgattatagacacttttgttacgcgtttttgtcatgg
cttTggtcccgctttgttacagaa 
>ECK120010148_araEp_reverse_2982208_[TIM|S|Transcription 
initiation mapping]_Strong 
catatttatgctgtttccgacctgacacctgcgtgagttgttcacgtattttttcac
tatGtcttactctctgctggcagg 
>ECK120010166_araFp_reverse_1986238_[TIM|S|Transcription 
initiation mapping]_Strong 
aattctgcgatgtgatattgctctcctatggagaattaatttctcgctaaaactatg
tcaAcacagtcacttatcttttag 
>ECK120010167_araJp_reverse_412529_[TIM|S|Transcription 
initiation mapping]_Strong 
gaatacagaggggcgaattatctcttggccttgctggtcgttatcctgcaagctatc
actTtattggctacggtgattggt 
>ECK120010655_arcAp1_reverse_4640508_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
ttgggtgtccggcccctcttagcctgttatgttgctgttaaaatggttaggatgaca
gccGtttttgacactgtcgggtcc 
>ECK120010658_arcAp3_reverse_4640535_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
gatatatgtcaacgaagcgtagttttattgggtgtccggcccctcttagcctgttat
gttGctgttaaaatggttaggatg 
>ECK120010659_arcAp4_reverse_4640599_[HIPP|W|Human 
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inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tgacgaaagctagcatttagatacgatgatttcatcaaactgttaacgtgctacaat
tgaActtgatatatgtcaacgaag 
>ECK120010698_arcAp5_reverse_4640681_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tttataaaaaataaatctcgacaattggattcaccacgtttattagttgtatgatgc
aacTagttggattattaaaataat 
>ECK120010661_arcAp7_reverse_4640801_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
taacgtaagtcgcagaaaaagccctttacttagcttaaaaaaggctaaactatttcc
tgaCtgtactaacggttgagttgt 
>ECK125137740_arfAp3_reverse_3438673_[TIM|S|Transcription 
initiation mapping],[ICWHO|W|Inferred computationally 
without human oversight]_Strong 
gggcgagtggcgttaagagtggttgttgattttttgcactggcaggattacactcgc
gccGttaaataaccaactggagtt 
>ECK120020530_argAp_forward_2949156_[AIPP|W|Automated 
inference of promoter position]_Weak 
gtcatctaataaacggtaaacattctttttatattcacggcattactgataaaaaag
tcgCtctcgcataaaatttacact 
>ECK120010989_argCp_forward_4154885_[TIM|S|Transcription 
initiation mapping]_Strong 
aatggcggtaatttgtttttcattgttgacacacctctggtcatgatagtatcaata
ttcAtgcagtatttatgaataaaa 
>ECK120010177_argDp_reverse_3490221_[TAS|W|Traceable 
author statement],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
tttcctgcatcgctgatttctgattgccatttagtgattttttatgcatattttgtg
gttAtaatttcacatttgtttatg 
>ECK120010109_argEp1_reverse_4154897_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
aaaacattcaccttacggctggtgggttttattacgctcaacgttagtgtattttta
ttcAtaaatactgcatgaatattg 
>ECK120010990_argFp_reverse_290340_[TIM|S|Transcription 
initiation mapping],[CV(FP/TIM)|C|cross 
validation(FP/TIM)],[CV(FP/RS-EPT-CBR)|C|cross 
validation(FP/RS-EPT-CBR)],[FP|S|Footprinting],[RS-EPT-CB
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R|S|RNA-seq using two enrichment strategies for primary 
transcripts and consistent biological replicates]_Confirmed 
gtaagaaagaattgtgaaatggggttgcaaatgaataattacacatataaagtgaat
tttAattcaataagtggcgttcgc 
>ECK120010080_argGp_forward_3318562_[AIPP|W|Automated 
inference of promoter position]_Weak 
tttacaaaaaacacactaaactcttcctgtctccgataaaagatgattaaatgaaaa
ctcAtttattttgcataaaaattc 
>ECK120010991_argIp_reverse_4478344_[TIM|S|Transcription 
initiation mapping]_Strong 
gtgacaaagatttatgctttagacttgcaaatgaataatcatccatataaattgaat
tttAattcattgaggcgttagcca 
>ECK120034387_argOp_reverse_3068836_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[CV(FP/TIM)|C|cross 
validation(FP/TIM)],[FP|S|Footprinting],[HTTIM|S|High-thr
oughput transcription initiation mapping]_Confirmed 
ctgattgccaattaatattatcaatttccgctaataacaatcccgcgatatagtctc
tgcAtcagatacttaattcggaat 
>ECK120010110_argRp1_forward_3384677_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
ttcagccttcttcagggctgactgtttgcataaaaattcatctgtatgcacaataat
gttGtatcaaccaccatatcgggt 
>ECK125137153_argSp_forward_1960001_[TIM|S|Transcription 
initiation mapping],[ICWHO|W|Inferred computationally 
without human oversight]_Strong 
aaacggcaatacgccacgcgcacgttgctgacgaaaacagccatttgcagtatactc
ccgCcctaatttctttaactggtg 
>ECK120010588_argUp_forward_564703_[HIPP|W|Human inference 
of promoter position]_Weak 
cagcaaccagatcaaaagccattgactcagcaagggttgaccgtataattcacgcga
ttaCaccgcattgcggtatcaacg 
>ECK120010595_argWp_forward_2466308_[HIPP|W|Human 
inference of promoter position]_Weak 
agcaatcgagcggcagcgtacttaccccgcactccattagcgggtatactcatgccg
catTgtcctcttagttaaatggat 
>ECK120010600_argXp_forward_3982364_[TIM|S|Transcription 
initiation mapping],[CV(FP/TIM)|C|cross 
validation(FP/TIM)],[FP|S|Footprinting],[IMP|W|Inferred 
from mutant phenotype]_Confirmed 
gcaatttatttaaaaagggactagacagaggggtgggaagtccgtattatccacccc
cgcAacggcgctaagcgcccgtag 
>ECK120010992_aroFp_reverse_2741201_[HIPP|W|Human 
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inference of promoter position],[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
gtaaataaaaatgtacgaaatatggattgaaaactttactttatgtgttatcgttac
gtcAtcctcgctgaggatcaacta 
>ECK120010993_aroGp_forward_785591_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping],[CV(FP/TIM)|C|cross 
validation(FP/TIM)],[CV(FP/RS-EPT-CBR)|C|cross 
validation(FP/RS-EPT-CBR)],[FP|S|Footprinting],[RS-EPT-CB
R|S|RNA-seq using two enrichment strategies for primary 
transcripts and consistent biological replicates]_Confirmed 
taatccgttcatagtgtaaaaccccgtttacacattctgacggaagatatagattgg
aagTattgcattcactaagataag 
>ECK120010994_aroHp1_forward_1788318_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
cttagtcgccgaatgtactagagaactagtgcattagcttatttttttgttatcatg
ctaAccacccggcgaggtgtgaca 
>ECK120029297_aroHp2_forward_1788384_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
cggcgaggtgtgacacacctcgcacttgaaatcagcagcgattggtttatcgtgatg
cgcAtcacttcccggcagtcctgc 
>ECK120010642_aroKp1_reverse_3519380_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
ttacgctgaacgtgtttcatctatttgacgcgcgcaggtatttagcatacaaggagt
accGatttgagagttggtgctctt 
>ECK120010643_aroKp2_reverse_3519167_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
cagagggatgggtgatttattcagttgccaaacccgctggagtattgagataatttt
cagTctgactctcgcaatatctta 
>ECK120010995_aroLp_forward_406280_[TIM|S|Transcription 
initiation mapping]_Strong 
taaatgtaatttattatttacacttcattcttgaatatttattggtatagtaagggg
tgtAttgagattttcactttaagt 
>ECK120010996_aroPp1_reverse_121671_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
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initiation mapping]_Strong 
ttcaaccatgcataaagcgggtgcattcgctgccgcataccattattcttgatctga
cggAagtctttttgtaacaattca 
>ECK120010756_aroPp2_reverse_121650_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tgcattcgctgccgcataccattattcttgatctgacggaagtctttttgtaacaat
tcaAacttctttgatgtaaacaaa 
>ECK125137993_arpAp8_reverse_4222513_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atatttctttagttgtaatcatattaaattttttcactgttctgatagttaaaattc
aagAcatcaataaacaatgagata 
>ECK125137994_arpAp9_reverse_4222691_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agaataagggtgtctgttaatcgcattgacgccaaaataacttaatgtcatacactt
cacAcacttttattaactcagcat 
>ECK125135022_arrSp_reverse_3658054_[HIPP|W|Human 
inference of promoter position]_Weak 
caagaataagttatcaataaccagtttgtgatctctgaagaatattactaaagttaa
aatGtaatccgatttaaatatcga 
>ECK120010685_arsRp_forward_3648512_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
cattcgttaagtcatatatgtttttgacttatccgcttcgaagagagacactacctg
caaCaatcaggagcgcaatatgtc 
>ECK120015422_artJp_reverse_900626_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping],[CV(FP/TIM)|C|cross 
validation(FP/TIM)],[CV(FP/RS-EPT-CBR)|C|cross 
validation(FP/RS-EPT-CBR)],[FP|S|Footprinting],[HTTIM|S|H
igh-throughput transcription initiation 
mapping],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Confirmed 
catttaaattatttaatcatgtttattgcatataaattcacttgatggcattgttat
cccAtgccgcagacacggccaaaa 
>ECK120015421_artPp_reverse_903769_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
ttttaacttttaaagcagaaatattgcataattattctgtcaaaggtactatcttcg
accTcaatagctatcagactgcca 
>ECK120016938_ascFp_forward_2839429_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 



12
7		

ataaaaaatgaacaattcactctcttgcttatttagtgacaactattcatgattttg
tgaAaccggtttcttaattccgtt 
>ECK120016939_ascGp_reverse_2839287_[AIPP|W|Automated 
inference of promoter position]_Weak 
aatatttttcccgccgattgtgcaaggacaatcggcaaacggtgcagtacactgcgt
tgaTtgcgtgtaaagggatgaaaa 
>ECK120010178_asnAp_forward_3927129_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
gagttaggctttttattgaatgattattgcatgtgtgtcggtttttgttgcttaatc
ataAgcaacaggacgcaggagtat 
>ECK120010179_asnCp_reverse_3927031_[TIM|S|Transcription 
initiation mapping]_Strong 
tcattcaataaaaagcctaactcacttttgattcattaaaaaagaaggctaaaatag
aatGaatcatcaatccgcataaga 
>ECK120010591_asnTp_forward_2044541_[HIPP|W|Human 
inference of promoter position]_Weak 
aatgacttatgaaatttagtgttgacagacaaggtaccgctaagtaatattcgcccc
gttCacacgattcctctgtagttc 
>ECK120010592_asnUp_forward_2059845_[HIPP|W|Human 
inference of promoter position]_Weak 
ttggggaatttaaaaatcgggtttgacaaaagatttttcgccgttaagatgtgcctc
aacAacgattcctctgtagttcag 
>ECK120010593_asnVp_forward_2062252_[HIPP|W|Human 
inference of promoter position]_Weak 
caaaaaaatgcatttcaccctttgacatcaccatgcactgccattaatatgcgcccc
gttCacacgattcctctgtagttc 
>ECK120010218_aspAp_reverse_4368432_[TIM|S|Transcription 
initiation mapping]_Strong 
accgacacttaaagtgatccagattacggtagaaatcctcaagcagcatatgatctc
gggTattcggtcgatgcaggggat 
>ECK120010586_aspVp_forward_236913_[HIPP|W|Human inference 
of promoter position]_Weak 
ttcaaaagatgagaaaaaccgttgacgaaggtcgaggcaatccgtaatattcgcctc
gttCccaacggaacacaacgcgga 
>ECK120009851_astCp1_reverse_1832013_[HIPP|W|Human 
inference of promoter position]_Weak 
ggctggcacgaaccctgcaatctacatttacagcgcaaacattacttattattaaca
tatAaataacgaattatttactgt 
>ECK125137912_atpCp1_reverse_3916059_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctccctgaaagacaccatccgtggctttaaaggcatcatggaaggcgaatacgatca
cctGccggagcaggcgttctacat 
>ECK120010417_atpIp_reverse_3922525_[TIM|S|Transcription 



12
8		

initiation mapping]_Strong 
ttattcaccttttggctacttattgtttgaaatcacgggggcgcaccgtataatttg
accGctttttgatgcttgactcta 
>ECK125140837_azoRp_reverse_1482904_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
gaacataggcttcgatttattgcgctatctctgtggcaggattgtgaataaagtgtc
aacAagcaacggggcatcgcccat 
>ECK125095432_azuCp_reverse_1988001_[TIM|S|Transcription 
initiation mapping]_Strong 
tttatgtgatttgtatcacataaagattgatttttgtgatggttgtcatattataag
cgcAaagacaataacacctgtata 
>ECK125138022_basSp4_reverse_4333477_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ccgtcaggtatggatgggcggtgaagagttgattctgacgcccaaagaatatgctct
gctGtcacggttaatgctcaaagc 
>ECK125137855_baxp5_reverse_3737221_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttggggtgctcttgacagctatttttgatatgatttgagattcaactctcaaatttg
tgaAaaatataaggtgttggaatg 
>ECK120010674_bcpp_forward_2600437_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
attgagcaagcgttcaaagccctatgtacagaactcaatgcacaaggcagtattaac
gtcGtcaattattcccaacatgat 
>ECK120016406_bcsBp_reverse_3692673_[AIPP|W|Automated 
inference of promoter position]_Weak 
agggcatattccgtgtgctgacttctctggtttcctgggttgtatcgtttattccgc
gccGcccggagcggagcgaaacgg 
>ECK125137836_bcsEp11_forward_3696395_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaaatcacacgtcttgtgaccttctaaattgattcacatgctaaatctgataagttt
taaTttcaatggtaggtttatttc 
>ECK125203424_bcsEp2_forward_3696443_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
gataagttttaatttcaatggtaggtttatttcttagctttcgctagtaaactgata
atcAgacaaaatggtgacatgagg 
>ECK125137835_bcsEp8_forward_3696322_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tacggcgagacgggaatttgctcactttttgactttccgttacgcaacagaaaaagt
taaAaacgaaaagactaaaatcac 
>ECK125095201_bdcAp_reverse_4474064_[AIPP|W|Automated 
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inference of promoter position]_Weak 
ttacaaaacctgttgacagaaagttaaaacagttttgtaatgcatgttacataataa
atcAaggagtccttatgggcgctt 
>ECK125136459_betAp7_reverse_327257_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tacacccaggtgaagtccatccaggttgagatggctaaattccagtccatattctaa
ccaGgaggtttatttgcaatttga 
>ECK120010181_betIp_reverse_329361_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
cgtaacaattaagacacattttatattgaacgtccaatcaataaccgctttaataga
taaAcaccgctgatgaatggagtg 
>ECK120010182_betTp_forward_329421_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
tttatctattaaagcggttattgattggacgttcaatataaaatgtgtcttaattgt
tacGaatttgattttaaatagtaa 
>ECK125137742_bfrp3_reverse_3466749_[ICWHO|W|Inferred 
computationally without human 
oversight],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
ggagtccgcataaacggagtgtgttttttgacttactcgtaagccgttctactcttc
aaaGagtggaagcgaaggagtcaa 
>ECK120015385_bglXp_reverse_2222120_[HIPP|W|Human 
inference of promoter position]_Weak 
cactccttgtggtggcgaaaaaatatcacaaactagaatagcgccttgtataacaat
tcaGcgagtgaatattttgaaaat 
>ECK125136763_bhsAp8_forward_1168981_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gctttctatttaactgaaatttaaagatttttaaattaattaatgattgttataaaa
aatAtcttgtatgtgatccagatc 
>ECK125136764_bhsAp9_forward_1169019_[TIM|S|Transcription 
initiation mapping],[ICWHO|W|Inferred computationally 
without human oversight]_Strong 
attaatgattgttataaaaaatatcttgtatgtgatccagatcacatctatcattta
gttAtcgatcgttaagtaattgct 
>ECK120010997_bioAp_reverse_809292_[HIPP|W|Human inference 
of promoter position]_Weak 
gtgagccatggggcttctccaaaacgtgttttttgttgttaattcggtgtagacttg
taaAcctaaatcttttcaatttgg 
>ECK120010998_bioBp_forward_809302_[HIPP|W|Human inference 
of promoter position]_Weak 
gatcgtccgttgtcataatcgacttgtaaaccaaattgaaaagatttaggtttacaa
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gtcTacaccgaattaacaacaaaa 
>ECK125137841_bisCp3_reverse_3716486_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgttaatccttaataacctttttattctttgccacgggttccgtggcgggagattat
gccGcgtgaacatgaagattattc 
>ECK125137844_bisCp7_reverse_3716513_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggcaataagataaacacgtttcttcattgttaatccttaataacctttttattcttt
gccAcgggttccgtggcgggagat 
>ECK125158027_bluFp_reverse_1215506_[TIM|S|Transcription 
initiation mapping]_Strong 
aaacggttatgttttggtattaaaagaaagacacaagaagatatgtctgttaccgtc
ttaCtctcgcctcacccattaccc 
>ECK125136804_bluFp7_reverse_1215613_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
taaaacaatgtgttatgataaaacatattgcatcatttaactgacaatctatacaag
attTttcgccaactagtgttcaac 
>ECK120034206_bluRp_reverse_1214113_[TIM|S|Transcription 
initiation mapping],[HTTIM|S|High-throughput transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
tcatccaatttagctgaaatcttatttatactttgtacaattttagcgtatattgta
caaAgtattattgggtcgtgtaca 
>ECK120027939_bolAp2_forward_454349_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
ctggtaaaagaaacactgatgcgaggcctgtgtttcaatctttaaatcagtaaactt
catAcgcttgacggaaaaaccagg 
>ECK125136658_bssRp5_forward_878246_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tttgctcaaaaaatagccatactatttaattgcaacaaggctgggaagaggaggatc
gaaGtatgttcgttgacagacagc 
>ECK120034201_bssSp_reverse_1121020_[HTTIM|S|High-through
put transcription initiation mapping],[RS-EPT-CBR|S|RNA-seq 
using two enrichment strategies for primary transcripts and 
consistent biological replicates]_Strong 
ttatctgtttccccctttaaaaattcggtgaatacccttacttattggtatactgaa
gttGcttcagataaaaacgcattg 
>ECK120010438_btuBp_forward_4163399_[TIM|S|Transcription 
initiation mapping]_Strong 
gaattcctatttgtgagctacgtctggacagtaacttgttacaacctgtagcatcca
cttGccggtcctgtgagttaatag 
>ECK120010564_cadBp_reverse_4360106_[HIPP|W|Human 
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inference of promoter position],[TIM|S|Transcription 
initiation mapping],[IMP|W|Inferred from mutant 
phenotype]_Strong 
tttgtgttatttcacctaatctttaggattaatccttttttcgtgagtaatcttatc
gccAgtttggtctggtcaggaaat 
>ECK120010183_cadCp_reverse_4361963_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
ataatatgtaaataaacccatctatagatggtaaaaataggttgtggcaattatcat
tgcAtcattcccttttcgaatgag 
>ECK120010686_caiFp_forward_34218_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
gatgacataagcaggatttagctcacacttatcgacggtgaagttgcatactatcga
tatAtccacaattttaatatggcc 
>ECK120010472_caiTp_reverse_42037_[TIM|S|Transcription 
initiation mapping]_Strong 
cgaaacaaaaatgtgataccaatcacagaatacagcttattgaatacccattatgag
ttaGccattaacgcgtccacgagg 
>ECK120010176_carAp1_forward_29551_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
taatataaaaaatcccgccattaagttgacttttagcgcccatatctccagaatgcc
gccGtttgccagaaattcgtcggt 
>ECK120010111_carAp2_forward_29619_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
gaaattcgtcggtaagcagatttgcattgatttacgtcatcattgtgaattaatatg
caaAtaaagtgagtgaatattctc 
>ECK125109146_casp_reverse_2884319_[TIM|S|Transcription 
initiation mapping]_Strong 
tttctttaataataaaacgaataacttgcagatttgaaatgcatgcattattgtctt
taaAcaattcaacacatcttaata 
>ECK120010675_cblp_reverse_2060941_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
tggaataagatgcgggtttttattatttgttatgccgggcattagactttaacaata
acgGgaaatctgaactgcccggag 
>ECK120010474_cbpAp1_reverse_1063833_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[CV(FP/TIM)|C|cross 
validation(FP/TIM)],[FP|S|Footprinting]_Confirmed 
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gatgatttcaataacatattctgtgttggcatatgaaattttgaggattaccctaca
cttAtaggagttaccttacagggg 
>ECK125160651_cbpAp4_reverse_1063919_[TIM|S|Transcription 
initiation mapping]_Strong 
tggttcaactatcaaaaatcgctcaccctttttcacctgtttaaaatatgttcagca
accCatcttgatggcgacctcctc 
>ECK125160650_cbpAp6_reverse_1064037_[TIM|S|Transcription 
initiation mapping]_Strong 
ttccaggcctgtttcaaataattatttgcagtgcaactaattccatgtatattacta
cccAtatatagcgtctataaaatt 
>ECK125137907_cbrBp3_forward_3897479_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggttgggatattacggcatagttcttcacactcccttcacttaccccgcttaaattg
gcgCtcaaaggtaagtaaagggag 
>ECK120010619_cddp_forward_2231819_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
gcataattaatgagattcagatcacatataaagccacaacgggttcgtaaactgtta
tccCattacatgattatgaggcaa 
>ECK125136392_cdsAp2_forward_195561_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcattagtaactttttgctttggcaaattgcctatgccgaactttactttacagatg
ttcTctggcccgatttcgatgaac 
>ECK125230250_cecRp_reverse_830669_[HIPP|W|Human inference 
of promoter position]_Weak 
cgttgctaaaattcttagccatactggacaactcccctatggagtcataatcttaat
caaTcatttgattaagaatggact 
>ECK120010764_cedAp_reverse_1813742_[HIPP|W|Human 
inference of promoter position]_Weak 
tagaccaccagccagatcccgcttcggagactattctggaaacggtgttatgaaata
cacGcaaagcgggacgtacagggg 
>ECK120009948_chiAp_reverse_3469896_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
ttttaatgccgtaatttaattcatattgaagggttctcgtaaaacgtaaataattcc
tgcGtaggacttttgttttgcagt 
>ECK120032976_chiXp_forward_507204_[TIM|S|Transcription 
initiation mapping]_Strong 
aaaagagtcatcttgcctaagagtattggcaggatggtgagattgagcgacaatcga
gttAcaccgtcgcttaaagtgacg 
>ECK120035107_chop_forward_1823492_[AIPP|W|Automated 
inference of promoter position]_Weak 
gtaacctttgtcatcgacccgcctcttttttaatcgcttcccgcctgttacactgga
tagAtaaccagcattcggagtcaa 
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>ECK120009877_chpSp1_forward_4448402_[HIPP|W|Human 
inference of promoter position]_Weak 
atctattaacgcataaaaaactctgctggcattcacaaatgcgcaggggtaaaacgt
ttcCtgtagcaccgtgagttatac 
>ECK120009878_chpSp2_forward_4448428_[HIPP|W|Human 
inference of promoter position]_Weak 
tggcattcacaaatgcgcaggggtaaaacgtttcctgtagcaccgtgagttatactt
tgtAtaacttaaggaggtgcagat 
>ECK120010113_cirAp1_reverse_2246929_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
ggatataaaatttaacatttggattgataattgttatcgtttgcattatcgttacgc
cgcAatcaaaaaaggctgacaaat 
>ECK125136564_citTp6_reverse_646603_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctgatccttacctggtttttagcacagatttaattatttaagcacttgataaatttg
gaaAtattaattttcggagaaccc 
>ECK125136382_clcAp10_forward_175052_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcttagagtataaaagttttgtgcatttgaaacattacgctttgcaaaggattttca
tggAacgtgcgagtaaaatgccgt 
>ECK125137205_cldp6_reverse_2098375_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cagggctatttacgccctgattgtcttttgttacttacacaacaattcattattttt
atcActtatcctatagcattcacg 
>ECK120010537_clpAp1_forward_923080_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
ttacactccgatggagtttgttattgacgtgttacaaaaattcttttcttatgatgt
agaAcgtgcaacgcaattgatgct 
>ECK120010295_clpPp1_forward_456577_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
accgtgcgaaaagcctctttcggtgttagcgtaacaacaaaagattgttatgcttga
aatAtggtgatgccgtacccataa 
>ECK125136671_clpSp6_forward_922750_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agagaattagggcgagccgtcaagcatttgacaggggacaaggggcaggtatgaatc
aaaAatttgaagcagttaacgcta 
>ECK120010702_cmkp_forward_961165_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 



13
4		

aaactggtttttgcacacaacgttaacgatttgtggcgtcggcgcgtataatgcgcg
cggTtatgttaacggtacgcctgt 
>ECK120010689_cmoMp_forward_973404_[HIPP|W|Human inference 
of promoter position]_Weak 
acatcagcggaagtggcagcaacatattgccaatcacttttttcagtgtaaaaagca
tccTttctggttccttttttaacc 
>ECK125137026_cnup10_forward_1704812_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
attatcttgttcgatgttgttggtgattgtcagggatagtaaagcgcgttactcttt
tcaGagcagtttttcatccctgaa 
>ECK125137023_cnup7_forward_1704873_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agcagtttttcatccctgaatatttgccatcagcgcattcttattattgtaataaca
caaGcgttcacttttggtgaaatt 
>ECK125137025_cnup9_forward_1704761_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctgcccgtccgggtgcatgttttcacttgtcggatattaaaccaggaatttattatc
ttgTtcgatgttgttggtgattgt 
>ECK125137197_cobTp8_reverse_2064601_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gccgctatttttgctgccgtattattgccgggtatgcatggtgtggctgctatggtg
gtgAcgatggtggcgattttcatc 
>ECK120016352_cobUp1_reverse_2065874_[HIPP|W|Human 
inference of promoter position],[FP|S|Footprinting]_Strong 
aagtctggctattccgtaatgccatcttatttcgtaatggattgagaatgctggatt
tttAattatattacgcgcagtatt 
>ECK120016353_cobUp2_reverse_2065972_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
gttgttccggcagtagcattaattcattatctgaatgaaatgtgtcaatccacagaa
accGctgtcaatgacgcattttgt 
>ECK120010248_codBp_forward_354884_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
aaaaatatatttccccacgaaaacgattgctttttatcttcagatgaatagaatgcg
gcgGattttttgggtttcaaacag 
>ECK125136789_cohEp8_reverse_1202955_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tacctccggtgtacatattacatgattgaaatgaaccttcaagatacttgtacctta
acgGtacaagggttttaatttcgt 
>ECK125136790_cohEp9_reverse_1203014_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggccaactcgccctgctgttctttggttaaagagtcccaatacgctttcatacaata
tgtAcctccggtgtacatattaca 



13
5		

>ECK125136762_comRp3_reverse_1168863_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agcaattatttttatgggatctggactggtgaacggaggtgattatttttataataa
cctTtcattcacagtcaccaggta 
>ECK120010641_copAp_reverse_511411_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
acccgcctggtttattaatttcttgaccttccccttgctggaaggtttaacctttat
cacAgccagtcaaaactgtcttaa 
>ECK120010545_corAp_forward_4001194_[HIPP|W|Human 
inference of promoter position]_Weak 
gttctgtggtgttctgttgcgtgttgacggcaaaattttgctggcgtaacatgcgcg
cacGatcactctaagaggacattc 
>ECK120010185_cpdBp_reverse_4436629_[TIM|S|Transcription 
initiation mapping]_Strong 
tgcgccaactgtgatagtgtcatcattttcaaagcgtaaaattgtggcattcttcac
tgtTctataagtaagacgtttatt 
>ECK120010879_cpxPp_forward_4105785_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[HTTIM|S|High-throughput transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
ctttacgttgttttacaccccctgacgcatgtttgcagcctgaatcgtaaactctct
atcGttgaatcgcgacagaaagat 
>ECK125136565_crcBp3_reverse_657998_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cagcaaactgtcctgcggcaaccagcattgccacctcctgtcagagtcgtaaaattc
gccAacgacgattattcggcgtta 
>ECK120010546_creAp_forward_4635477_[HIPP|W|Human 
inference of promoter position]_Weak 
ttagggcttgacggaaataaaagtattgagattttgttcttaatcaatatgttattt
accGtgacgaactaattgctcgtg 
>ECK120010184_crpp1_forward_3485953_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
gggtcatgctgaagcgagacaccaggagacacaaagcgaaagctatgctaaaacagt
cagGatgctacagtaatacattga 
>ECK125137495_csdAp3_forward_2943207_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atcttctccttaaagcgattaataaatcttaatagtattgattaacaggctaaaatt
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aacGcctaacactattcagcatat 
>ECK120010676_csiEp_forward_2665401_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
cttgccaacatttctgatgattagcattcccttcgccatttccttgagcaaacttta
gctAttcttatcaattatgcttat 
>ECK120010399_cspAp1_forward_3719889_[TIM|S|Transcription 
initiation mapping],[HTTIM|S|High-throughput transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
aatcataaatatgaaaaataattgttgcatcacccgccaatgcgtggcttaatgcac
atcAacggtttgacgtacagacca 
>ECK120010400_cspAp2_forward_3719940_[TIM|S|Transcription 
initiation mapping]_Strong 
atgcacatcaacggtttgacgtacagaccattaaagcagtgtagtaaggcaagtccc
ttcAagagttatcgttgatacccc 
>ECK125137116_cspCp8_reverse_1907509_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aagtcctgagtaaacacgttgacgttgaataccgcttctctgccgagccttatattg
gtgCctcatgcagtaatgtgtcag 
>ECK120010540_cspDp_reverse_922676_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
tgccccttgtcccctgtcaaatgcttgacggctcgccctaattctctaaattgtatt
tctAgagttggcgaggttttgaac 
>ECK120034386_cspEp1_forward_657147_[AIPP|W|Automated 
inference of promoter position]_Weak 
gtactttgcctggatgcgctttcagttttgagacaaatgaagttttagtaacttctt
taaAatcaatagctaaaataagta 
>ECK120034385_cspEp2_forward_657250_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
tatcactttttagtaaagttacactggacaaagcgtaccacaattggtgtactggta
accGacacagcatttgtgtctatt 
>ECK125136996_cspFp6_forward_1641765_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttcaaaccgacgcaatcattaacgcatagttgaacatatgaagcaatgtttatttta
gacAtccagccatcttcaacccca 
>ECK125136997_cspFp7_forward_1641690_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
actcaaagaaggaataagtgaataacacctgaaatgagaactgctttagtaaactac
ttcGtatatcgtctgttcttcaaa 
>ECK125136714_cspHp10_reverse_1051278_[ICWHO|W|Inferred 
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computationally without human oversight]_Weak 
actactttgtatgctgtctgtctttcaaaccgacgcagctattaacgcatgataatt
gagAttaagcaaattttattttag 
>ECK125136713_cspHp9_reverse_1051330_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gagagactcaaaagaaggggataatgcctgataatgagaactgctttagtaaactac
tttGtatgctgtctgtctttcaaa 
>ECK125138139_csrAp1_reverse_2819373_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tacctgcagcgttagccagtgtgaaaggctgggtcagcgcgaaattgcaataatata
agcGtcaggcaatgccgtggactc 
>ECK125138142_csrAp5_reverse_2819189_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
ttagatgtaatgtgtttgtcattgcttactttttggcgttatatgatggataatgcc
gggAtacagagagacccgactctt 
>ECK120010043_csrBp_reverse_2924524_[TIM|S|Transcription 
initiation mapping],[HTTIM|S|High-throughput transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
ccttaaggcattgtctgtaagcgccttgtaagacttcgcgaaaaagacgattctatc
ttcGtcgacagggagtcagacaac 
>ECK125137724_csrDp4_reverse_3403425_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ataagtggtcctcatgtgcatgatggattggaaaataatttctgaagactatactcg
ctaAtggaaaagcaaagccgatga 
>ECK120010099_cstAp2_forward_629864_[TIM|S|Transcription 
initiation mapping]_Strong 
atttacatggttgctgtgttgttaaattgtacaaagatgttatagaaacaaaatgta
acaTctctatggacacgcacacgg 
>ECK125136514_cueRp6_forward_513974_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gatattcgcactggcaaaaaaacgtgcttgaatatctgttgaaaccctttaacaaag
cacAggaggcgttgcgcgaacgat 
>ECK120009908_cusCp_forward_595573_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
tgacaattttgtcatttttctgtcaccggaaaatcagagcctggcgagtaaagttgg
cggCataaaatcaccagaaattat 
>ECK120009909_cusRp_reverse_595462_[HIPP|W|Human inference 
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of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
aaaattgtcattttgccaataagcgattgccatctgatcccgctactctagaattgc
ccgGgcaacatgcggaggaaatat 
>ECK120010701_cutAp_reverse_4365392_[TIM|S|Transcription 
initiation mapping]_Strong 
cacgccccgctttctttcccgccgactaacatccttcccccgtccgttgtatagtga
cctCtctcttgcggttccatctgt 
>ECK125137150_cutCp2_reverse_1959267_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
catccgtggtccattgaagagatcgttgccagcgagcagtcggcgtaattaaggagt
aaaAatggcattactggaaatttg 
>ECK120010571_cvpAp1_reverse_2430800_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[HTTIM|S|High-throughput transcription 
initiation mapping]_Strong 
attgatgcgcgggaaggaaatccctacgcaaacgttttctttttctgttagaatgcg
cccCgaacaggatgacagggcgta 
>ECK125136817_cvrAp6_reverse_1242164_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ataacacccgggaaggcactcagttgacgattagcggtcatcctgttcttaaaatgt
aaaAaaatcacgcttcagggctaa 
>ECK120010114_cyaAp_forward_3990999_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
tacacttgtatgtagcgcatctttctttacggtcaatcagcaaggtgttaaattgat
cacGttttagaccattttttcgtc 
>ECK120030659_cyaAp2_forward_3990774_[TIM|S|Transcription 
initiation mapping]_Strong 
cagagtgcaagtgggctttggcgtgtggcaattcttaaaacattgtctaacatgctt
gttAccgtcattatcatccgtggt 
>ECK125137921_cyaYp5_reverse_3994083_[ICWHO|W|Inferred 
computationally without human 
oversight],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
gaacgcagccgcagaggtgcaaactttgaagccctgaccccatgccgctatactgcc
gccAtcacttaaaaacaggataca 
>ECK125136921_cybBp6_forward_1490887_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggtgaacaatatttaatgaaattttgagaaaagcccgttatgttaacggaaaattat
gttAaagcaggaaatgttatggaa 
>ECK120010168_cydAp1_forward_771170_[TIM|S|Transcription 
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initiation mapping]_Strong 
ttgatatttatcaatgtataagtcttggaaatgggcatcaaaaagagataaattgtt
ctcGatcaaattggctgaaaggcg 
>ECK120010700_cydAp2_forward_771284_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
atgcaaatttgcttcaacaaaaacctgtttattgtaaggattttgcggcgtaatata
tacGtgggatcaatttgagttttt 
>ECK120009951_cydAp3_forward_771202_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
gggcatcaaaaagagataaattgttctcgatcaaattggctgaaaggcggtaattta
gctAtaaattgatcaccgtcgaaa 
>ECK120009953_cydAp5_forward_771368_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
aacatgtttgcaacctttctttacgccgtttttgtgtgcattcacatggtatgatga
aagTgttcaaacaaatttctattg 
>ECK120010773_cydDp_reverse_931031_[TIM|S|Transcription 
initiation mapping]_Strong 
aaaataattttacaaatcagtaacaaaagtaaagaaggcgacaccatgcgactatgg
gtcGcctttattttttccccgttg 
>ECK120010204_cynRp_reverse_358709_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
aggcagactactcgccgattgtcataaggtaaaagtctcatttatgatgagttccat
tggAtttacttataggttgcgaat 
>ECK120010203_cynTp_forward_358773_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
atggaactcatcataaatgagacttttaccttatgacaatcggcgagtagtctgcct
ctcAttccagagacagacagaggt 
>ECK120010169_cyoAp_reverse_451653_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
tccaagtaacaggaatttaatcatgtttacagtaatgtaaccttcccgtaaaatgcc
cacAcactttaaacgccaccagat 
>ECK125136489_cyoEp3_reverse_447770_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gatgaaggctggaacatgacggcgtttgtcttcaccgtgctaatcatcgctatcctg
gttGtaggctccatctggattatg 
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>ECK120010149_cysBp_forward_1333788_[HIPP|W|Human 
inference of promoter position]_Weak 
atacactaaggctataaatgatatagtggttatagttagcaccttttttattattaa
atcGtattagtcacccgccaggtg 
>ECK120010206_cysDp_reverse_2876368_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
aactactcattctaattggtaatttcattcgttctcttacgctccctatagtcgaaa
catCtgatggcaagaaaatagcgg 
>ECK120015375_cysGp1_forward_3497754_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[CV(FP/TIM)|C|cross 
validation(FP/TIM)],[FP|S|Footprinting],[IMP|W|Inferred 
from mutant phenotype]_Confirmed 
tgggtaatactttatcaggtgccgtattcatgggattgggttattggtatgctacgc
cgaAagcgaatcgtccggttgcgg 
>ECK120010150_cysJp_reverse_2891964_[TIM|S|Transcription 
initiation mapping]_Strong 
ggttattagttatcgctatcccgtctttaatccacaccgtttgccccgttaacctta
cctTctcttctgttttatgggcgc 
>ECK120010151_cysKp1_forward_2532377_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
gtatatagatatgctaaatccttacttccgcatattctctgagcgggtatgctacct
gttGtatcccaatttcatacagtt 
>ECK120010205_cysPp_reverse_2543557_[TIM|S|Transcription 
initiation mapping]_Strong 
accaaacggtatataaaaccgttactcctttcacgtccgttataaatatgatggcta
ttaGaaagtcattaaatttataag 
>ECK120010430_cytRp_reverse_4124509_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
cacacttttcatgaaaattctgtaaccgttttcacgcgctatctgctaaaaatgttg
ccgAtgtgaagtaaacatggatgt 
>ECK125136575_dacAp3_reverse_664001_[ICWHO|W|Inferred 
computationally without human 
oversight],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
gttaacaaagtcacgcggaaagtcagatgcctgccggtagtgcatttgctatagtag
ggcActtttttaattccatcacgg 
>ECK120022294_dacCp_forward_880653_[AIPP|W|Automated 
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inference of promoter position]_Weak 
gcaggatattgcataaactttaaaaactttaccaacttacggtttctttaagtttgt
gtgTgcgttattaatcaccaaact 
>ECK120010721_dadAp1_forward_1237509_[TIM|S|Transcription 
initiation mapping]_Strong 
tcagggagatgtgagccagctcaccataaaaaagccgcatgttgaataatattttca
actGagttatcaagatgtgattag 
>ECK120010722_dadAp3_forward_1237538_[TIM|S|Transcription 
initiation mapping]_Strong 
aaaagccgcatgttgaataatattttcaactgagttatcaagatgtgattagattat
tatTcttttactgtatctaccgtt 
>ECK120010644_damXp_reverse_3517600_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
cgcggacgtcggaacgtctcgggcagtttagttctgccgaaacgcagcgtattataa
cccTgctcaagcgggctgggttac 
>ECK120010645_damp1_reverse_3516252_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
agaccgcaggtaatgttggttcgttgaaatcggcaccgtccagccattacactctgc
agcTgagcagttcctctaactacg 
>ECK120010646_damp2_reverse_3515982_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
aggtacaggccgatctgaagtaatcaaggttatctcccgcaatggtttatcgttgcg
ggaGttgcctgaagcgctggatgc 
>ECK120010360_dapAp_reverse_2599784_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
aacaatcagaacggttctgtctgcttgcttttaatgccataccaaacgtaccattga
gacActtgtttgcacagaggatgg 
>ECK120010274_dapBp1_forward_28343_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
atttctaattatcagcgtttttggctggcggcgtagcgatgcgctggttactctgaa
aacGgtctatgcaaattaacaaaa 
>ECK120030657_dapBp2_forward_28288_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
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tgcagtcattcatcgactcatgcctttcactgatatccctccctgtttatcattaat
ttcTaattatcagcgtttttggct 
>ECK120010284_dapDp_reverse_185977_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
ttgcagcaggaagtgcatcagcggttgacagaggccctcaatccaaacgataaaggg
tgaTgtgtttactgatatgaaaag 
>ECK120030660_dapEp_forward_2591560_[IDA|S|Inferred from 
direct assay],[HIPP|W|Human inference of promoter 
position]_Strong 
aaatgcctgcaattatcaaacgtccattgctctgcgtgcccggtaagcctatgctgc
tggGtttcagtgattccagttatc 
>ECK120009885_dctAp_reverse_3683498_[TIM|S|Transcription 
initiation mapping]_Strong 
ttgtttcaattatgatccaggtacatttctgtgatgttgtctgggtgttattttaag
gccGcaggtaccccataaccttac 
>ECK120010755_dcuAp_reverse_4366843_[TIM|S|Transcription 
initiation mapping]_Strong 
aagcgaacagtaatcgtacagggtagtacaaataaaaaaggcacgtcagatgacgtg
cctTttttcttgtgagcagtaact 
>ECK120010567_dcuBp_reverse_4348764_[TIM|S|Transcription 
initiation mapping]_Strong 
gaaaacagttcatacaaaacagaacgtgactgtgatctattcagcaaaaatttaaat
aggAttatcgcgagggttcacaca 
>ECK120009913_dcuDp_forward_3374766_[HIPP|W|Human 
inference of promoter position]_Weak 
tacaaaataatcataagcgcatattttttaatgaaaaatcacctcacctacaattaa
aaaCacgacatccgcaccataaat 
>ECK120033033_dcuRp_reverse_4350565_[TIM|S|Transcription 
initiation mapping]_Strong 
acgatcccacgaatttatgaataaattgcatgtgattctcggattattgcatctgaa
gagTtataagcagttggaagatta 
>ECK120016339_dcuSp_reverse_4351685_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
atatagccaatcattcttactccctttgaattacccgcctcatcagagataatgctt
aagAaatttgtcacacaaggaagc 
>ECK125137339_dedDp3_reverse_2431875_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agatattgccggaactctggcctggttgaaaagcgtggttgatgactggtattgtgc
gccActggaagggccgcgcggtgc 
>ECK120029527_defp_forward_3433650_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
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enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
caatctttgcgattggtcagtgatgctgtcaatcagagggggatttgtctagaatag
aagAaataatctttctaactcctg 
>ECK125165391_degQp_forward_3380698_[TIM|S|Transcription 
initiation mapping]_Strong 
gactatcatttaatctggtgtctcattgttagccgtctgaaaattcaataacatcaa
actGttttgaatctcttttcttat 
>ECK125165392_degSp_forward_3382173_[TIM|S|Transcription 
initiation mapping]_Strong 
tcgtaaaccgggcatcaggcttacgtgtgatgtccggttaactcgtggtatgctgct
gccGttcccttttttaatgacgcc 
>ECK120010451_deoBp_forward_4619567_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
gcaccggaaagcacaccaactgtctatcgccgtatcagcgaataacggtatactgat
ctgAtcatttaaatttgaagcact 
>ECK120010115_deoCp1_forward_4616679_[TIM|S|Transcription 
initiation mapping]_Strong 
gaggtaacgccagaaacgttttattcgaacatcgatctcgtcttgtgttagaattct
aacAtacggttgcaacaacgcatc 
>ECK120010116_deoCp2_forward_4617278_[TIM|S|Transcription 
initiation mapping]_Strong 
gatttccttaattgtgatgtgtatcgaagtgtgttgcggagtagatgttagaatact
aacAaactcgcaaggtgaatttta 
>ECK120029865_dgcZp_reverse_1623879_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[HTTIM|S|High-throughput transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
aacttcggatttctatgaaaatattgacgtaattttgcttttctctcgttagaatag
cgcGcacaaggaactgtgaaaaag 
>ECK120029294_dicBp_forward_1649597_[TASES|W|Traceable 
author statement to experimental support],[HIPP|W|Human 
inference of promoter position]_Weak 
attgttaactggttaacgtcacctggaggcaccaggcactgcatcacaaaattcatt
gttGaggacgcgataatgaaaacg 
>ECK125158031_dicCp_reverse_1647876_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
catagttagctaatgctaaatcgtattgactatgtttttgttaacatctatcttgtt
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agtTatgactaacaataaaggtgt 
>ECK120051380_dinBp_forward_250880_[AIPP|W|Automated 
inference of promoter position]_Weak 
cgcgttaaatgctgaatctttacgcatttctcaaaccctgaaatcactgtatacttt
accAgtgttgagaggtgagcaatg 
>ECK120010093_dinGp_forward_833073_[HIPP|W|Human inference 
of promoter position],[AIPP|W|Automated inference of 
promoter position]_Weak 
ctgaaaaccgaaaaatgccacaatattggctgtttatacagtatttcaggttttctc
atgGcattaaccgccgcgcttaaa 
>ECK120035104_dinIp_reverse_1121509_[IHBCE|W|Inferred by a 
human based on computational 
evidence],[HTTIM|S|High-throughput transcription 
initiation mapping]_Strong 
aaacaataaaaatcgtagcttcctgttgtcattaggttattttacctgtataaataa
ccaGtatattcaacagggggctat 
>ECK120049203_dinJp_reverse_246615_[AIPP|W|Automated 
inference of promoter position]_Weak 
gtatcccggatcgtttctgaacaaacttaataaaccattattataaaattaacatat
ataTttcagttaattatgtaaaaa 
>ECK120015518_dinQp_reverse_3647982_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
actgaaactattgcaaggacgtgctggttttataacctgcatgtactgtatgattat
ccaGttagctctgaggcattttca 
>ECK125136360_djlAp3_forward_57268_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aatagcgtcagtggtgttaggcacggcattgaatgacaggtatgataatgcaaatta
tagGcgatgtcccacaattgaccg 
>ECK120034549_dksAp2_reverse_160657_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
ttgtcaagtgttacgtttagataattgctatccggaaaagcatctgctatttatagc
ggcCtcatttttcccccgaacatg 
>ECK125145775_dksAp3_reverse_160751_[TIM|S|Transcription 
initiation mapping]_Strong 
cttaaaaaatcactgccggttacattgtagtaaagtaagtaactggttaatttacat
tctGgtcgcgtgcgcaaatacgct 
>ECK125137252_dldp7_forward_2222082_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cagcgaaaatggtgcaaaaaccgtagtttgccataagcatgatggagagagaaaaag
aatGctcagtttattgtctgaatt 
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>ECK125137105_dmlRp3_reverse_1881855_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcattgggttctcacttcctgaccatcaaaattgacaacatcaccatcctataattg
actGaaaaggaattaatccccgta 
>ECK120010117_dmsAp1_forward_940823_[TIM|S|Transcription 
initiation mapping],[NTAS|W|Non-traceable author 
statement],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
ttttgtctccctttgataccgaacaataattactcctcacttacacgtaatactact
ttcGagtgaaaatctacctatctc 
>ECK120010410_dnaAp2_reverse_3883882_[TIM|S|Transcription 
initiation mapping]_Strong 
ataaatcgggaaaatctgtgagaaacagaagatctcttgcgcagtttaggctatgat
ccgCggtcccgatcgttttgcagg 
>ECK120010407_dnaNp3_reverse_3882562_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
caggaaaaactggtcaccatcgacaatattcagaagacggtggcggagtactacaag
atcAaagtcgcggatctcctttcc 
>ECK120010406_dnaNp4_reverse_3882348_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
gccgtaagatcgagcagttgcgtgaagagagccacgatatcaaagaagatttttcaa
attTaatcagaacattgtcatcgt 
>ECK120010490_dppAp_reverse_3707870_[TIM|S|Transcription 
initiation mapping],[HTTIM|S|High-throughput transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
tggtgtaaatcccggttggctgtattgacgttttcacattctgttgacagattgtag
gtcAcgaggggcattttatggagg 
>ECK120010234_dpsp_reverse_848950_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
attagtgtgataggaacagccagaatagcggaacacatagccggtgctatacttaat
ctcGttaattactgggacataaca 
>ECK120009857_dsbAp_forward_4043377_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
ttactggctgcgacagacggcgacttttatagaacaggcaaaagttctacaagaacc
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cccTttgcaattaacacctatgta 
>ECK125136815_dsbBp6_reverse_1233147_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttatgcaaatgggctggatagcaacgctttgataacaacttaccgggcatataaatg
cccGgtttgccttttcgcccgata 
>ECK120010208_dsdAp_forward_2479121_[TIM|S|Transcription 
initiation mapping]_Strong 
ctggctagtgaagcaatattgcggcgctacgctcaatgaaacatttaaatactatac
gacAgcgacatttatcgcttcagt 
>ECK120011037_dsdCp_reverse_2477746_[AIPP|W|Automated 
inference of promoter position]_Weak 
aaaaaacaacgcaggctgacaaacgataaaatttgcctttcacatgaggtaaattgc
atcAatggagtgatttacatctaa 
>ECK120010460_dsdXp_forward_2477821_[TIM|S|Transcription 
initiation mapping]_Strong 
catgtgaaaggcaaattttatcgtttgtcagcctgcgttgtttttttgtccaatatc
atcAggttaatcacaggggaaggt 
>ECK125108717_dsrAp_reverse_2025313_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
ttaatcattcatatggcgaatattttcttgtcagcgaaaaaaattgcggataaggtg
atgAacacatcagatttcctggtg 
>ECK125136605_dtpDp5_reverse_742622_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtatatttatgcaatcagacagcatattgcataaataatcagatctgtatcaaagtt
ttaActttaaggaaacacaagcac 
>ECK125136607_dtpDp8_reverse_742670_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ccgacgccaaaagacgcaaattgtttatatcatcacgcttcagctaatgtatattta
tgcAatcagacagcatattgcata 
>ECK125138002_dusAp6_forward_4261658_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agcctcctgaatagtgatgctgaataacataaccccatgatatatcgataaaataat
ctcTacatttgaaaatgcacggta 
>ECK120010118_dusBp_forward_3410246_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[CV(FP/TIM)|C|cross 
validation(FP/TIM)],[FP|S|Footprinting]_Confirmed 
ctcagaggattggtcaaagtttggcctttcatctcgtgcaaaaaatgcgtaatatac
gccGccttgcagtcacagtatggt 
>ECK120015437_dutp_forward_3813852_[HIPP|W|Human inference 
of promoter position]_Weak 
tgtttcccagccaactcaaggatttaacagcgacaacaacgcattacaccttttctg
gcaGgacggagataaagtcttacc 
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>ECK125136389_dxrp3_forward_193335_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgaacgacaaagtgaaagcactgttgaaagataaagagatcagcgaagacgacgatc
gccGttctcaggacgatgtacaga 
>ECK120011034_ebgAp_forward_3222551_[AIPP|W|Automated 
inference of promoter position]_Weak 
tgctgccgtttattttcgtgatccagttaaagtaaatgcatttacctgctacttttt
agtAaaaattttactaaactcccc 
>ECK125137289_ecop5_forward_2303797_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atttctgctggtttgctctctcattagaatttaacactaaaagagcaggtaaaattg
tctGaatgttctttaagttattca 
>ECK120010269_eddp1_reverse_1934713_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
ttttacactttcaggcctcgtgcggattcacccacgaggctttttttattacactga
ctgAaacgtttttgccctatgagc 
>ECK125136725_efeOp1_forward_1082243_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
taacaaatacgacgcaaactcttgcttagttacaacatactttaaagggatagtctc
gtcAtgaccattaacttccgccgt 
>ECK120029863_efeU_1p_forward_1081307_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
ttataaacattccgcttgtgtttttctttgccgtaatgataatcgctatcactgcga
tttActtttctttgcatagattga 
>ECK120009875_efpp_forward_4375567_[HIPP|W|Human inference 
of promoter position]_Weak 
aaagctttttggcgctgcgtccggctaacagtttttcctccgcgtctatattcaaaa
gacGcagaagttcatcaggatcgg 
>ECK125137314_elaAp3_reverse_2381614_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atattgccgtgacattgcgcgtgcgggttggcacaccggctgaagtacctaaaaaaa
ttaAttccatgagttcatcacgtt 
>ECK125137317_elaDp8_forward_2382654_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cacacaggcatattgagcgatttttgatatttattcatctccttacgcactatattc
agaGcaataagttgcctcttttca 
>ECK125136694_elfAp7_forward_997808_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agatttgtcacttattggatttagtatgcttgatttaaatggcggacaattattgtt
attAttaagtctaatgtcatttaa 
>ECK125136819_emtAp4_forward_1243125_[ICWHO|W|Inferred 
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computationally without human oversight]_Weak 
agtgaaacagagacatggcaattccttgctgacaacagaaacgaaatgtatatcatg
ccgCttaggtgtgccgttgtcacc 
>ECK125109856_enop4_reverse_2907968_[HTTIM|S|High-through
put transcription initiation mapping],[RS-EPT-CBR|S|RNA-seq 
using two enrichment strategies for primary transcripts and 
consistent biological replicates]_Strong 
gtaaaaaagttagagcggcaacgcgtaccctgggtacgcgttgtttgtctggagttt
cagTttaactagtgacttgaggaa 
>ECK125109857_enop7_reverse_2908152_[HTTIM|S|High-through
put transcription initiation mapping]_Strong 
tctgcgcgttgcgggccgttccggggatgatcagttggtcgagatcatcgaagttcc
gaaTcacccgtggttcgtggcttg 
>ECK120010224_entCp_forward_624831_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping],[IMP|W|Inferred from mutant phenotype]_Strong 
ttgcagattgcgttacctcaagagttgacatagtgcgcgtttgcttttaggttagcg
accGaaaatataaatgataatcat 
>ECK125136554_entDp2_reverse_610141_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgaacgccttatccggcctacaaaaatcttgccaattcaatatattgcaggaccatg
tagGcctgataagcgtagcgcatc 
>ECK120009985_entSp1_forward_622258_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
ccatgataatgaaattaattatcgttatcgatcttatttggatatgttagcatgtgc
agcCtaagaataggtatttaaaat 
>ECK125137731_envRp12_reverse_3413602_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggcagaattaaaacctcgtaaattgaaatatatattgatgtagtgaatgtatcttag
gtaAataatatatattatttattt 
>ECK125137733_envRp14_reverse_3413633_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctactgttttattttgacgcgggttgaaagaggcagaattaaaacctcgtaaattga
aatAtatattgatgtagtgaatgt 
>ECK120010534_epdp_reverse_3073823_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping],[HTTIM|S|High-throughput transcription initiation 
mapping],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
aatgtcttcttcggctggacaaacattccttttattccacgtttcgcttatcctagc
tgaAgcgtttcagtcgattaaatg 
>ECK125138031_epmBp3_reverse_4375703_[ICWHO|W|Inferred 
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computationally without human oversight]_Weak 
taaggttcgccgtctaacatgattttaagaccagcacgaaaatcgttgctatagtac
gttGccataaggccctctgaaatt 
>ECK125137196_erfKp4_reverse_2063354_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aatacgacttctgatttgaacagttaaaaacgaaaagtctgataaaagctatactta
acgGatagctttcgcgacatagga 
>ECK125145769_esrEp_forward_4019978_[TIM|S|Transcription 
initiation mapping]_Strong 
cagggcgatattcaggtggtgcaaaacttcgttgcgctggcagatctggcagagttc
gacCctgcggaactgctggcccct 
>ECK120015387_evgAp2_forward_2483631_[TIM|S|Transcription 
initiation mapping]_Strong 
atcggtacaatccctgattttattgttgacatttcatttatgccgactatttatatg
gtaTacttgtcgaattatcttaaa 
>ECK120009935_exbBp_reverse_3152014_[HIPP|W|Human 
inference of promoter position]_Weak 
atgcaaatagtaatgagaacgactatcaattcgacgtcgttttgatattattatgcg
cagAttttgtgacttgcgtcctgg 
>ECK125230249_exuRp2_forward_3246618_[TIM|S|Transcription 
initiation mapping]_Strong 
ccttctcaggcggctttttcatcactgcgagtagagctaaactcgcaaaagtggtat
aacAaatatagtctgccgtatcat 
>ECK120011031_fabAp_reverse_1016498_[HIPP|W|Human 
inference of promoter position]_Weak 
actggtttattccgaactgatcggacttgttcagcgtacacgtgttagctatcctgc
gtgCttcaataaaataaggcttac 
>ECK120010355_fabBp_reverse_2441641_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
ttctctattaaatggctgatcggacttgttcggcgtacaagtgtacgctattgtgca
ttcGaaacttactctatgtgcgac 
>ECK120011027_fadBp_reverse_4031013_[TIM|S|Transcription 
initiation mapping]_Strong 
atcggcatttctttaatcttttgtttgcatatttttaacacaaaatacacacttcga
ctcAtctggtacgaccagatcacc 
>ECK120009999_fadDp_reverse_1889807_[TIM|S|Transcription 
initiation mapping]_Strong 
cgcttcgcaaccttttcgttgggtaattatcaagctggtatgatgagttaatattat
gttAacggcatgtatatcatttgg 
>ECK120010075_fadIp_reverse_2460511_[AIPP|W|Automated 
inference of promoter position]_Weak 
tagctcccactttcccttttctccacttggctaaatgtaaaaaaatggttaagacta
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tgaTcaggtcagaccactttattt 
>ECK120049205_fadRp_forward_1234905_[TIM|S|Transcription 
initiation mapping]_Strong 
atccctttttcttctttttgtctgctatcagcgtagttagccctctggtatgatgag
tccAactttgttttgctgtgttat 
>ECK125137965_fdhEp1_reverse_4081361_[ICWHO|W|Inferred 
computationally without human 
oversight],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
gattcgcgttaatgctgcattcatttgccgcagtggcgttaattgtggttatcatgg
tgcAtatctacgccgccctttggg 
>ECK120010215_fdnGp_forward_1547372_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
agatgttctttttgatttcgcgcaaaaagattcagaattttactgttagtttcctcg
cgcAgtaatacccctgaaaaaaga 
>ECK125136522_fdrAp4_forward_546506_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcaaaaaaatatagttagaatttatttgataatccgctcacttttaacctgattttt
aaaAcaacaacgcttattaaaaaa 
>ECK125162182_feaBp1_forward_1447492_[TIM|S|Transcription 
initiation mapping]_Strong 
gacaaagcgaatgtcacagcgaaaaaagtgacttttcttgtcgctgcgtacactgaa
atcAcactgggtaaataataagga 
>ECK125162183_feaBp2_forward_1447370_[TIM|S|Transcription 
initiation mapping]_Strong 
tttttattgttgcatttgtgttgcaataaacgaagctaatgagcctgactataggaa
ataAgtcttgtcaggcatagagac 
>ECK125162179_feaRp1_reverse_1447349_[TIM|S|Transcription 
initiation mapping]_Strong 
cgtgacaataaccgcttatgtctctatgcctgacaagacttatttcctatagtcagg
ctcAttagcttcgtttattgcaac 
>ECK125162180_feaRp2_reverse_1447309_[TIM|S|Transcription 
initiation mapping]_Strong 
tatttcctatagtcaggctcattagcttcgtttattgcaacacaaatgcaacaataa
aaaTacatttcacagagcgaaaac 
>ECK125162181_feaRp3_reverse_1447394_[TIM|S|Transcription 
initiation mapping]_Strong 
ttcgctgtgacattcgctttgtcagctgtgacaagctccgcaaatcgtgacaataac
cgcTtatgtctctatgcctgacaa 
>ECK125138082_fecEp5_reverse_4511639_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
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gcgtggccgcctgcggcccgattagctttattggtctcgtggtgccgcatatgatgc
gtaGcatcaccggtggacgtcacc 
>ECK120010210_fecIp_reverse_4518282_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[CV(FP/TIM)|C|cross 
validation(FP/TIM)],[FP|S|Footprinting]_Confirmed 
acaacatgttaaaaatgtctattggaaacaattttatttccaattgtaatgataacc
attCtcatattaatatgactacgt 
>ECK120016950_feoAp_forward_3540057_[AIPP|W|Automated 
inference of promoter position]_Weak 
accaacattcgcacacattttaagtattgctgatagaaaccattctcattatcattg
tgtTgttgattatttaatctctcc 
>ECK120010221_fepAp_reverse_612667_[TIM|S|Transcription 
initiation mapping]_Strong 
ccatgtttactgtgcaatttttcattgattgcagaaatatattgataatattattga
taaCtatttgcatttgcaatagcg 
>ECK120010222_fepBp_reverse_624727_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping],[IMP|W|Inferred from mutant phenotype]_Strong 
ggtaacgcaatctgcaactcggggttgcatctggttgtggttacaatgaaaatgaga
agcAttattgatggattcgcataa 
>ECK120009987_fepDp2_reverse_622192_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
acatgctaacatatccaaataagatcgataacgataattaatttcattatcatggaa
gttCgtatgtctggttctgttgcc 
>ECK120010299_fesp_forward_612687_[TIM|S|Transcription 
initiation mapping]_Strong 
cttcccacggcgcgccattacgctattgcaaatgcaaatagttatcaataatattat
caaTatatttctgcaatcaatgaa 
>ECK125136497_ffsp6_forward_476288_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atagccttcgggaatagcggcgacgatttgccagacgcgttggggaaatgaatcttc
tttTtccatcttttcttcctgagg 
>ECK125136498_ffsp7_forward_476422_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaaccagcatctggcacgcgatgggttgcaattagccggggcagcagtgataatgcg
cctGcgcgttggttctcaacgctc 
>ECK120010999_fhuAp_forward_167442_[AIPP|W|Automated 
inference of promoter position]_Weak 
tgcgtaccgcttgcgaacccgccagcgtttcgaatattatcttatctttataataat
catTctcgtttacgttatcattca 
>ECK120015395_fhuFp_reverse_4605694_[TIM|S|Transcription 
initiation mapping],[HTTIM|S|High-throughput transcription 



15
2		

initiation mapping]_Strong 
ttatcatttgcaagccagataaatcccttgctatcgggtaaacctatcgctatgatt
agcAatcattatcatttagattac 
>ECK125109862_fhuFp2_reverse_4605752_[HIPP|W|Human 
inference of promoter position]_Weak 
ttgcaacatgatttcatctctttcattgataatgataaccaatatcatatgataatt
tttAtcatttgcaagccagataaa 
>ECK125137972_fieFp3_forward_4106432_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgtgggggttttttttatcctcaatttgcctgctgcttaatgcattgcagatgattt
gctTccgttatactagcgtcagtt 
>ECK125137973_fieFp4_forward_4106449_[ICWHO|W|Inferred 
computationally without human 
oversight],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
tcctcaatttgcctgctgcttaatgcattgcagatgatttgcttccgttatactagc
gtcAgttgatagcgggagtattta 
>ECK120010667_fimAp_forward_4542694_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tttaacttattgataataaagttaaaaaaacaaataaatacaagacaattggggcca
aacTgtccatatcataaataagtt 
>ECK120010503_fimBp1_forward_4540809_[TIM|S|Transcription 
initiation mapping]_Strong 
tacatagcatgcaagagcatggcgtttgtatggcaacgttattataattaacagttg
ctaCtccatttaagttcactcaga 
>ECK120010668_fimEp_forward_4541871_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
actggaagttaatccactgcaatctattgttatattgaatcaaatcaatgaaaatag
atgTtgtcacatcagtgatatttt 
>ECK120009934_fiup_reverse_841648_[HIPP|W|Human inference 
of promoter position]_Weak 
aaatgtatttctttttcgcgcaatgggtgatagaaaatcgctccaagtgataatgct
tatCaaaattattatcactttcac 
>ECK120010687_fixAp_forward_42325_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
tattgaaagttggatttatctgcgtgtgacattttcaatattggtgattaaagtttt
attTcaaaattaaagggcgtgata 
>ECK120009954_fldBp_forward_3039822_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
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biological replicates]_Strong 
ctcatttgatccattatgccttattgtgccgtgactaaagcgattctgatacactag
ccgCaaaagccacagcagaatcga 
>ECK120016579_flgAp_reverse_1130885_[HIPP|W|Human 
inference of promoter position]_Weak 
cgcaaaatgggtcgctatttatgccgttgatggtcattgcggacaggtacaattcac
gttGtagaaatggctgggggcgaa 
>ECK120016580_flgBp_forward_1130993_[HIPP|W|Human 
inference of promoter position]_Weak 
gacccattttgcgtttattccgccgataacgcgcgcgtaaaggcatttaagctgatg
gcaGaattttgatacctgcggagg 
>ECK120016702_flhBp_reverse_1966216_[TAS|W|Traceable 
author statement],[HIPP|W|Human inference of promoter 
position]_Weak 
cgcctgttttgccccttactcaaaccattgaacgctttgcgctctggcatcattcac
gctTaatactctttccaggattgg 
>ECK120010198_flhDp_reverse_1978395_[TIM|S|Transcription 
initiation mapping]_Strong 
tattgaaaatcgcagcccccctccgttgtatgtgcgtgtagtgacgagtacagttgc
gtcGatttaggaaaaatcttagat 
>ECK120010507_fliAp1_reverse_2001819_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
cccctcatttcacccactaatcgtccgattaaaaaccctgcagaaacggataatcat
gccGataactcatataacgcaggg 
>ECK120010547_fliDp_forward_2003817_[HIPP|W|Human 
inference of promoter position]_Weak 
ttttctctgccccttattcccgctattaaaaaaaacaattaaacgtaaactttgcgc
aatTcagaccgataaccccggtat 
>ECK120016704_fliEp1_reverse_2013036_[HIPP|W|Human 
inference of promoter position]_Weak 
cgtttttttgttgctatttagcgcctttgtcttattgacttactggtaggctttgct
accAgaaattatccgggagacgag 
>ECK120016705_fliFp1_forward_2013146_[HIPP|W|Human 
inference of promoter position]_Weak 
acaaaaaaacgggtttattggcggatagaaaaaaacgaaagcacaaataatgggagc
gtcAatttttcgagtttgctgacc 
>ECK120010633_fliLp1_forward_2019584_[TIM|S|Transcription 
initiation mapping]_Strong 
agcaccgtaatccgcgtcttttccccgctttgttgcgctcaagacgcaggataatta
gccGataagcagtagcgacacagg 
>ECK120009941_flup_forward_2071317_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
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mapping]_Strong 
aagcactgttttcgttactgtctctcttgtccgtgcaatagctcaataatagaataa
aacGatcaatatctattttatcga 
>ECK125108718_fnrSp_forward_1409129_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
cgccgcaaagtttgagcgaagtcaataaactctctacccattcagggcaatatctct
cttGcaggtgaatgcaacgtcaag 
>ECK120010119_fnrp_reverse_1399552_[HIPP|W|Human inference 
of promoter position],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
ctctgctgttaaggtttgcttagacttacttgctccctaaaaagatgttaaaattga
caaAtatcaattacggcttgagca 
>ECK120010308_focAp1_reverse_954493_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
agccaggcgagatatgatctatatcaatttctcatctataatgctttgttagtatct
cgtCgccgacttaataaagagaga 
>ECK120010309_focAp3_reverse_954814_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
taaaatcaaatagcctacgcaatgtaggcttaatgattagtctgagttatattacgg
ggcGtttttttaatgccccgcttt 
>ECK120010276_folAp_forward_49799_[HIPP|W|Human inference 
of promoter position],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
ttcctcaacatcatcctcgcaccagtcgacgacggtttacgctttacgtatagtggc
gacAattttttttatcgggaaatc 
>ECK125137622_folBp5_reverse_3204648_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgcgattgcactcataagctgttccgttttgaaaattcgtgttcaacgatgaatctg
tggAtaatacgcacatttcgccgg 
>ECK120035125_folEp_reverse_2243848_[ICA|W|Inferred by 
computational analysis]_Weak 
cgtggctccttgttgtgttgtttgcaatttcttcatcataccgtttattcaatgtgc
tgtGagtaactttcacttccgtat 
>ECK120010243_fprp_reverse_4114499_[HIPP|W|Human inference 
of promoter position]_Weak 
tcgattgagccttccagtccttcgggactggaatttttttgttcggagaacgaagat
aagGcaagtcaatcaaaacaggag 
>ECK120033722_frcp_reverse_2493439_[HIPP|W|Human inference 



15
5		

of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
cacaaatgtcgcgactctctctgattaccacgaatcaatatttatcatattcttctt
ttcGtcctcactacttaccatgca 
>ECK120010120_frdAp_reverse_4382412_[TIM|S|Transcription 
initiation mapping]_Strong 
taaaaaaatcgatctcgtcaaatttcagacttatccatcagactatactgttgtacc
tatAaaggagcagtggaatagcgt 
>ECK125138034_frdDp7_reverse_4379474_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctctgctgcacaccaaaacctggtttgaactggcaccgaaagcggccaatatcattg
taaAagacgaaaaaatgggaccag 
>ECK125137754_frlAp13_forward_3499835_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgtgcgaaattttgtgatcttcctccacattacataacatcatatgttgttatattc
atcAtgcattgtcatgttaccttt 
>ECK125160646_frrp_forward_192814_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
aatagcctaataatccagacgattacccgtaatatgtttaatcagggctatacttag
cacActtccactgtgtgtgactgt 
>ECK120034548_frsAp_forward_256502_[HIPP|W|Human inference 
of promoter position],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
caacgcctggcactgccgggcgttgttctttttaacttcaggcgggttacaatagtt
tccAgtaagtattctggaggctgc 
>ECK120010219_fruBp_reverse_2263597_[AIPP|W|Automated 
inference of promoter position]_Weak 
aaacttttgctcataactttacggctttccttgcgtgctgaaacagaagtattatgc
tttCttgaaacgtttcagcgcgat 
>ECK125136505_fsrp5_reverse_504852_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cttctctccctgacctgatttcaacgtgttgaaaaatagtatgacgcgacatcatag
acaAgtctgcgtccggtgaagata 
>ECK125095453_ftnAp_forward_1988682_[HIPP|W|Human 
inference of promoter position],[RS-EPT-CBR|S|RNA-seq using 
two enrichment strategies for primary transcripts and 
consistent biological replicates]_Strong 
ataattgaagtttatattttaccttttgcaaataataaaataacaaattatagtgac
gccAcagcaacaaatataaccttt 
>ECK120029866_ftnBp2_forward_1986799_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
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initiation mapping]_Strong 
atataaacttgatgatttaagcattttcttatacccgttcagacgttattcttattt
cagAtcatcgtcagaattgactcc 
>ECK120009884_ftsAp1_forward_103561_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
ctgatgaattgaagattcatctggttgaatatgtgccgattgcgcggtggaatgatc
aacAtatggtagacgcggaaggaa 
>ECK125137688_ftsHp4_reverse_3326978_[ICWHO|W|Inferred 
computationally without human 
oversight],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
ctaaccgggagatttcagacgaaagtttgaaagatgctggatatagagtatcctgac
gctGtttttaacacagttgtaata 
>ECK120033247_ftsKp1_forward_933138_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
aagacgcgctaacacggaacaggtgcaaaatcggcgtattttgattacactcctgtt
aatCcatacagcaacagtactggg 
>ECK120033248_ftsKp2_forward_932929_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
aattcaataccgctgtacaaaaacttgaagaaattcaggagtgtcatttagtatccg
gtgAtttcgactacctgttgaaaa 
>ECK120015390_ftsKp3_forward_933218_[AIPP|W|Automated 
inference of promoter position]_Weak 
ggtaacctggtactgttgtccgttttagcatcgggcaggaaaagcctgtaacctgga
gagCctttcttgagccaggaatac 
>ECK120011035_fucAp_reverse_2933854_[AIPP|W|Automated 
inference of promoter position]_Weak 
aatgaccgttttgataaatatttttaagagcggtcatttttaatggggttataaaaa
gagAacttgcagttatttactgtg 
>ECK120010191_fucPp_forward_2934119_[NTAS|W|Non-traceable 
author statement]_Weak 
ctagctaataagtgtgaccgccgtcatattacagagcgttttttatttgaaaatgaa
tccAtgagttcatttcagacaggc 
>ECK120011033_fumAp_reverse_1688440_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
caaaaagtcgtactagtctcagtttttgttaaaaaagtgtgtaggatattgttactc
gctTttaacagggcaacggaacac 
>ECK120010217_fumBp_reverse_4347348_[ICA|W|Inferred by 
computational analysis]_Weak 
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tataaatgcactttgcgtgccgcccgtgactacgcggcacgccattttcgaataaca
aatAcagagttacaggctggaagc 
>ECK125141980_fumCp1_reverse_1686654_[TAS|W|Traceable 
author statement],[HIPP|W|Human inference of promoter 
position]_Weak 
gggcggtttttttacatggcacgaaagaccaaacatttgttatcaaatggtaaataa
taaGtgagctaaaagttgcttaac 
>ECK120010186_furpa_reverse_710716_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
acaatatttgccagggacttgtggttttcatttaggcgtggcaattctataatgata
cgcAttatctcaagagcaaattct 
>ECK120009914_gabDp1_forward_2791172_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
ggcagcgacatcagcaattcctattggtgcgcatattgtcagcaaggtacaaacgct
gttGgcaagccagagtaaccccgg 
>ECK120049202_gadEp3_forward_3657800_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates],[IEP|W|Inferred from expression 
pattern]_Strong 
ttagccatttcaaacattatcatggctgatattttccgtagtcaggtttaatgtttt
aaaAgtgctgtgggaaagtgaaca 
>ECK125095186_gadEp4_forward_3658062_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
ccaattgccagcttaagtcgaaacaaggagactcgatatttaaatcggattacattt
taaCtttagtaatattcttcagag 
>ECK120010122_galEp1_reverse_792081_[TIM|S|Transcription 
initiation mapping],[CV(FP/TIM)|C|cross 
validation(FP/TIM)],[FP|S|Footprinting]_Confirmed 
gattccactaatttattccatgtcacacttttcgcatctttgttatgctatggttat
ttcAtaccataagcctaatggagc 
>ECK120015157_galPp_forward_3088255_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[NTAS|W|Non-traceable author 
statement],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
attacactgatgtgatttgcttcacatctttttacgtcgtactcacctatcttaatt
cacAataaaaaataaccatattgg 
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>ECK120009842_galRp_forward_2976569_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
tcccacgatgaaaacacgccaccccttgaaccaacgggcgttttccgtaacactgaa
agaAtgtaagcgtttacccactaa 
>ECK120010121_galSp_reverse_2241710_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tttccattgctgtgactcgattcacgaagtcctgtattcagtgctgacaaaatagcc
gccAgcaagcagtcatttactgca 
>ECK120010521_gapAp1_forward_1862735_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[IMP|W|Inferred from mutant 
phenotype],[HTTIM|S|High-throughput transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
gtcgcaatgattgacacgattccgcttgacgctgcgtaaggtttttgtaattttaca
ggcAaccttttattcactaacaaa 
>ECK120010522_gapAp3_forward_1862597_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tgcacctaaatcgtgatgaaaatcacatttttatcgtaattgccctttaaaattcgg
ggcGccgaccccatgtggtctcaa 
>ECK120010523_gapAp4_forward_1862526_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tgactgattctaacaaaacattaacaccaactggcaaaattttgtcctaaacttgat
ctcGacgaaatggctgcacctaaa 
>ECK120010723_garPp_reverse_3274934_[IC|W|Inferred by 
curator],[AIPP|W|Automated inference of promoter 
position]_Weak 
tcattgtcgttacggcataaatgaaactcataaataacaccttccccataataataa
aaaTcagcataagtacccgaggta 
>ECK120010227_gatYp_reverse_2177234_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
tattgtcgtttttgtgatcgttatctcgatatttaaaaacaaataatttcattatat
tttGaaatcgaaaacaaacgacag 
>ECK120009918_gcdp1_reverse_141263_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 



15
9		

mapping]_Strong 
atctgttaataaagctcgaattgtgatgacgatcacacatgttaaaacctataatta
attGctactaaaatattaatgaat 
>ECK120015472_gclp_forward_533907_[AIPP|W|Automated 
inference of promoter position]_Weak 
gcggagcgggtttttttgacaaaatttgaaagttggaaaaattttccaataaataga
ggtAggaataaaatggcaaaaatg 
>ECK120010229_gcvAp_reverse_2942639_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
aagtgccgccactataggtatttgctggtagaagctcaacggacaatttataatggc
tcaGattaaaaaaactaataggtt 
>ECK120010091_gcvBp_forward_2942696_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
aatctgagccattataaattgtccgttgagcttctaccagcaaatacctatagtggc
ggcActtcctgagccggaacgaaa 
>ECK120010677_gcvRp_forward_2599879_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[IMP|W|Inferred from mutant 
phenotype],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
aagcagacagaaccgttctgattgttgtatgcatgttttttttatgctttccttaag
aacAactcaccccttaaaggaata 
>ECK125165390_gcvRp2_forward_2599806_[TIM|S|Transcription 
initiation mapping]_Strong 
acttcccgtgaacatgggccatcctctgtgcaaacaagtgtctcaatggtacgtttg
gtaTggcattaaaagcaagcagac 
>ECK120010228_gcvTp_reverse_3050772_[TIM|S|Transcription 
initiation mapping]_Strong 
atgtgatgatcaattttaccttatggttaacagtctgtttcggtggtaagttcaggc
aaaAgagaacgattgcgttgggga 
>ECK120010334_gdhAp1_forward_1842308_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[IMP|W|Inferred from mutant 
phenotype],[HTTIM|S|High-throughput transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
ctttcctgggtcatttttttcttgcttaccgtcacattcttgatggtatagtcgaaa
actGcaaaagcacatgacataaac 
>ECK125203423_gfcAp_reverse_1050702_[TIM|S|Transcription 
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initiation mapping]_Strong 
ttcgtaacaatttccttatctttaatttgtattttgctaagatttatcttatgctca
caaGtcgtatttccagagggggat 
>ECK125136710_gfcDp3_reverse_1048118_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gattatctgcaagatcacccccgccttgcaggcgcggacaagaataacgttatggtg
attAcgcctgagggtgagactgtc 
>ECK125136732_ghrAp6_forward_1097824_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tggttttaataagcgaaatctgctttttttgccaccgaccacggatttgttatgctg
gtgGcctttgtagatcataacgat 
>ECK125137571_glcAp10_reverse_3121364_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tacttgttatgccagaggtagcaattgcgttagcggcgtactgttgctgtaaagtat
aacGcctatattttacagttcagt 
>ECK120010636_glcCp_forward_3128206_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
ccagctctgtgaccttgtcttggttaactcaatgttaaattgatgtaacataatcac
ttaCgtgatgtgcgtgttttgcga 
>ECK120010635_glcDp_reverse_3128076_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
ggtctgaccggtagctaaagagatagacgaaaacgaaaagcccgcttaataactgtt
cacAgaagcagcgcgcaaaaatca 
>ECK125134704_glgAp_reverse_3568392_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
gtggtgccggaactggatatgtacgatcgcaattggccaattcgcacctacaatgaa
tcaTtaccgccagcgaaattcgtg 
>ECK125134703_glgBp_reverse_3573657_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
taagcgcagatgtttcatgatttaccgggagttaaatagagcattggctattcttta
aggGtggctgaatacatgagtatt 
>ECK120010187_glgCp1_reverse_3569389_[TIM|S|Transcription 
initiation mapping]_Strong 
ctggggagtggcacgccattcccccattcgctggagaggataacccagtgattacgg
ctgTctggcagggacctgcacacg 
>ECK120015382_glkp_reverse_2509461_[HIPP|W|Human inference 
of promoter position],[HTTIM|S|High-throughput 
transcription initiation mapping]_Strong 
ttacagggagcctgcctttccggcgttgttgttatgcccccaggtatttacagtgtg
agaAagaattattttgactttagc 



16
1		

>ECK120010584_glmUp1_reverse_3915223_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
ctgtccatttcacgatgaaaaaaatgtagttttttcaaggtgaagcggtttaaattc
gttCtcaaattacagtcaggacgc 
>ECK120010585_glmUp2_reverse_3915326_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
aaattaaggtactgccttaattttctgcagacaaaaggcgtgacgatggtcgaaaat
ggcGctttcgtcagcggggataat 
>ECK125095436_glmYp2_reverse_2691340_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
ataatcagtacgttaccaaactattttctttattggcacagttactgcataatagta
accAgtggctcattcaccgactta 
>ECK120030810_glmZp_forward_3986432_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[IMP|W|Inferred from mutant 
phenotype],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
ttatctcataacaagtgttaagggatgttatttcccgattctctgtggcataataaa
cgaGtagatgctcattccatctct 
>ECK120010124_glnAp1_reverse_4058222_[TIM|S|Transcription 
initiation mapping]_Strong 
gcataaaaagggttatccaaaggtcattgcaccaacatggtgcttaatgtttccatt
gaaGcactatattggtgcaacatt 
>ECK120010569_glnBp1_reverse_2687441_[TIM|S|Transcription 
initiation mapping]_Strong 
cacgagctggatgcaaacgatttcaaggaatgaattggcgttatgtgttacgtttag
cagAtcaaaagacaggcgaccttt 
>ECK120010159_glnBp2_reverse_2687503_[TIM|S|Transcription 
initiation mapping]_Strong 
tcacccacgcggcgagaatggcggggcgcaaccggacagaattttataaactgcttt
cccGacacgagctggatgcaaacg 
>ECK125137620_glnEp6_reverse_3199801_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttgccacgcctgacgcgtgatattgactcaatactgttgctggcgggttactatgat
cctGtcgtcgcgcaagcctggctg 
>ECK120011000_glnLp_reverse_4056371_[TIM|S|Transcription 



16
2		

initiation mapping]_Strong 
ttttctccgtcaattctctgatgcttcgcgctttttatccgtaaaaagctataatgc
actAaaatggtgcaacctgttcag 
>ECK120015498_glnQp_reverse_846631_[AIPP|W|Automated 
inference of promoter position]_Weak 
actgcgtcgtatgctgccgccgctgggtaaccagtggatcatcagcattaaagacac
ctcGctgtttattgtgatcggcgt 
>ECK120015424_gloAp_forward_1727801_[HIPP|W|Human 
inference of promoter position]_Weak 
ttacccgacgttgtaatccaacattgcgagcggcgtaaagccgccgctatactaaaa
caaCattttgaatctgttagccat 
>ECK125136401_gloBp5_reverse_234926_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcaattgatttctgcgcttaaattgccaatcttaagcagatgaaaaccatacatttt
agtGaaccacgggttgagctggcg 
>ECK120010125_glpABCp_forward_2352583_[HIPP|W|Human 
inference of promoter position]_Weak 
aatgttcaaaatgacgcatgaaatcacgtttcactttcgaattatgagcgaatatgc
gcgAaatcaaacaattcatgtttt 
>ECK120010126_glpDp_forward_3561971_[TIM|S|Transcription 
initiation mapping]_Strong 
tcactctaaaatgttttttcaatgttacctaaagcgcgattctttgctaatatgttc
gatAacgaacatttatgagcttta 
>ECK120010231_glpFp_reverse_4118161_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
ggcacacacattttaagttcgatatttctcgtttttgctcgttaacgataagtttac
agcAtgcctacaagcatcgtggag 
>ECK120011001_glpTQp_reverse_2352451_[HIPP|W|Human 
inference of promoter position]_Weak 
atttaataatgtgtgcggcaattcacatttaatttatgaatgttttcttaacatcgc
ggcAactcaagaaacggcaggttc 
>ECK120010020_glrKp_reverse_2691123_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
caaagccgggtaattcccggctttgttgtatctgaacttcccctcggttagcatcag
gctAttcgcgtctgacgagagtaa 
>ECK120010173_gltAp1_reverse_754767_[TIM|S|Transcription 
initiation mapping]_Strong 
aatcattcaacaaagttgttacaaacattaccaggaaaagcatataatgcgtaaaag
ttaTgaagtcggtatttcacctaa 
>ECK120010240_gltBp_forward_3354509_[HIPP|W|Human 
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inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
acatttctgtaccaataagcttgccatttgacctgtatcagctttcccgataagttg
gaaAtccgctggaagctttctgga 
>ECK120016706_gltIp1_reverse_687896_[HIPP|W|Human 
inference of promoter position],[IC|W|Inferred by 
curator]_Weak 
aataggctgattcaaggcatttacgggagaaaaaatcggctcaaacatgaagaaatg
aaaTgactgagtcagccgagaaga 
>ECK125138011_gltPp6_forward_4294307_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atctttccataacaaatggttattcattaatcctgccataaactcgcgttattatgc
attAatgcagcgaaaagctctgtt 
>ECK125137886_gltSp3_reverse_3828691_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgatacccgtcatagttcatgaagttgccactgcgcgatgaagtatgacgagtatga
aagAgtgatgcggatacaaaggag 
>ECK120010678_gltXp1_reverse_2520784_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
caagatgatcgcaaaacagaccgtgttgcgcaatttgtcaacgaaaacaataatgcg
taaGgtagaaacccgaactacatt 
>ECK120010680_gltXp3_reverse_2520730_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
gcgtaaggtagaaacccgaactacattgaggaatcaggcgggagtgatagaatatcg
cccActtaatttttccaggatttg 
>ECK120011043_glyAp_reverse_2685574_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[CV(FP/TIM)|C|cross 
validation(FP/TIM)],[FP|S|Footprinting]_Confirmed 
cgtttgcgtaaattcctttgtcaagacctgttatcgcacaatgattcggttatactg
ttcGccgttgtccaacaggaccgc 
>ECK120016952_glyQp_reverse_3725354_[HIPP|W|Human 
inference of promoter position],[RS-EPT-CBR|S|RNA-seq using 
two enrichment strategies for primary transcripts and 
consistent biological replicates]_Strong 
aagccctgctttttcccgtttcgtactgtatatcttccatccagcgggtatactgat
cccTtcctttaaatccacacgtat 
>ECK120010613_glyUp_reverse_2999064__ 
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tcagcagtcagcagcgtggcacttgctaaggagagcgtaaggtttataatgccttac
gcaTctcgaagcgggcgtagttca 
>ECK120010602_glyVp_forward_4392313__ 
caaaaaaaacttttttggggggttgcagagggaaagatttctcgtataatgcgcctc
ccgTaacgacgcagaaatgcgaaa 
>ECK120010609_glyWp_reverse_1992180_[HIPP|W|Human 
inference of promoter position]_Weak 
tcaaaagtggtgaaaaatatcgttgactcatcgcgccaggtaagtagaatgcaacgc
atcGaacggcggcactgattgcca 
>ECK120048894_gmkp_forward_3821388_[TAS|W|Traceable author 
statement],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
tgcgcaaaaagtgtgagcaagggctacgtcacatggccgcgccgtgtataataagct
cgtAtgtaggctttatttcgctaa 
>ECK120010350_gndp_reverse_2101324_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
aagcatataagcatggataagctatttatactttaataagtactttgtatacttatt
tgcGaacattccaggccgcgagca 
>ECK120010270_gntKp_reverse_3577645_[TIM|S|Transcription 
initiation mapping]_Strong 
cttatacacttaaggcatggatggatattgcttctgatattgtccggctggacaatg
ttaCcgataacagttacccgtaac 
>ECK120010055_gntPp_reverse_4551334_[TIM|S|Transcription 
initiation mapping]_Strong 
tgatcagaggatgtgacattcatcgcaacaatggttgaccaatttacataacatatc
gccCaaaataacaacggttcaacc 
>ECK120010048_gntRp1_reverse_3578749_[AIPP|W|Automated 
inference of promoter position]_Weak 
aaacaagcactgttttccccgggaaggttctgatgtgtccgtgttaaactaagagaa
tctAtctcttttgtaccttcagga 
>ECK120010030_gntRp2_reverse_3578818_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
gcttccggggttttgccgcgtcgttagcacaatgcgatgcaattgatttagtgtata
tctAataattgtaaacaagcactg 
>ECK120010271_gntTp1_forward_3546405_[TIM|S|Transcription 
initiation mapping]_Strong 
tttaaatttaccccgctctggtgattctcaaacgccagatgttacccgtatcattca
catGggtaccaaacatactcctga 
>ECK120010056_gntXp_forward_3544667_[AIPP|W|Automated 
inference of promoter position]_Weak 
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ctaaccaaatggctttatcaggtgcctgttgcagcacggcttcggccatatcagcaa
gtgAcagcgcaccaaatccccggc 
>ECK120015464_gorp_forward_3646112_[AIPP|W|Automated 
inference of promoter position]_Weak 
aactggcggtactgccagacagcgatcgccgtggcatgaccgcttccggcatgattg
tgaTtaacccgccgtggaaactgg 
>ECK120009959_gpmAp_reverse_787632_[AIPP|W|Automated 
inference of promoter position],[HTTIM|S|High-throughput 
transcription initiation mapping],[RS-EPT-CBR|S|RNA-seq 
using two enrichment strategies for primary transcripts and 
consistent biological replicates]_Strong 
tattttcgctatggttatgcgtaagcattgctgttgcttcgtcgcggcaatataatg
agaAttattatcattaaaagatga 
>ECK125109855_gpmAp2_reverse_787670_[HTTIM|S|High-through
put transcription initiation mapping],[RS-EPT-CBR|S|RNA-seq 
using two enrichment strategies for primary transcripts and 
consistent biological replicates]_Strong 
tgcaactcaatattcacaacaaccttacactgcgccactattttcgctatggttatg
cgtAagcattgctgttgcttcgtc 
>ECK125137872_gpsAp5_reverse_3783810_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcgggtatcgaaggcacccagatggcgcattgcctgggagcatactgcccgaacatt
ctgTtcccgtatgctcgtgagtgc 
>ECK120034547_gptp_forward_255914_[HIPP|W|Human inference 
of promoter position]_Weak 
taaaaagacgcggactcatgtgaaatactggtttttagtgcgccagatctctataat
ctcGcgcaacctattttcccctcg 
>ECK120009863_grcAp1_reverse_2716523_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[CV(FP/TIM)|C|cross 
validation(FP/TIM)],[FP|S|Footprinting],[IMP|W|Inferred 
from mutant phenotype]_Confirmed 
tgtgtggtttttattgatttaaatcaaagattcaagggtgtttgaggagtatatata
cacTcaagcaacaatggttttacc 
>ECK125095452_greAp1_reverse_3328864_[TIM|S|Transcription 
initiation mapping]_Strong 
acggcgcaacgccctataaagtaaacgatgacccttcgggaacttcagggtaaaatg
actAtcaaaatgtgaattgtagct 
>ECK125135020_grxBp_reverse_1124103_[AIPP|W|Automated 
inference of promoter position]_Weak 
tagccagaaacgcgccgcgcgtcgtttgcttgaacgcgacgcctgatttgatactcc
cccCtgactccttcatactgaaag 
>ECK125136745_grxBp4_reverse_1124083_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
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gtcgtttgcttgaacgcgacgcctgatttgatactcccccctgactccttcatactg
aaaGtgaactgacagccaaatgga 
>ECK125137874_grxCp2_reverse_3784576_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaggcgtcgctggctgggctggcgaaaacttgcctttggtgcgcggcaaataattta
cctGtcgtctttcatgatgcaggc 
>ECK125095208_grxD_reverse_1734162_[AIPP|W|Automated 
inference of promoter position]_Weak 
gcaacaaatagagcaaagggataaaatagcaaaagcgtgatgaaaatgttattttcc
gatGccgcactgacccgctacaat 
>ECK120030212_gspAp1_reverse_3455519_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
acgatgtatgttctaataaaatagattgggtgggttgtatattgacgttagtataaa
tagTattaatgccgcttgcatgaa 
>ECK120030209_gspCp2_forward_3455527_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
acatattactaatataaataaattttgcttgattcatgcaagcggcattaatactat
ttaTactaacgtcaatatacaacc 
>ECK120010255_guaBp_reverse_2634107_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
agcaagcattttttgcaaaaaggggtagatgcaatcggttacgctctgtataatgcc
gcgGcaatatttattaaccactct 
>ECK120011036_gyrAp_reverse_2339457_[TIM|S|Transcription 
initiation mapping],[IMP|W|Inferred from mutant 
phenotype],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
ggatgtgaataaagcgtataggtttacctcaaactgcgcggctgtgttataatttgc
gacCtttgaatccgggatacagta 
>ECK120010403_gyrBp_reverse_3880150_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[IMP|W|Inferred from mutant 
phenotype]_Strong 
atagacatgtcggacgaaaattcgaagatgtttaccgtggaaaagggtaaaataacg
gatTaacccaagtataaatgagcg 
>ECK120030782_hchAp_forward_2035780_[TIM|S|Transcription 
initiation mapping]_Strong 
cgccgactaccgctttcgatatattgactcaattttccagcctggttaaaaatagcg
accAgctcagtcgcaaatatagtg 
>ECK120010051_hdeDp_forward_3656960_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
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initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
taggaaatttttattaaatcgactgcattcttagacgcgtttttggcatagattgat
agcAggggattttcttcttaattt 
>ECK120010322_hemAp1_forward_1263676_[TIM|S|Transcription 
initiation mapping]_Strong 
attactccaaaagggggcgctctcttttattgatcttacgcatcctgtatgatgcaa
gcaGactaaccctatcaacgttgg 
>ECK125136473_hemBp7_reverse_389861_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aataataaccaacagctataaataaagattaaaaatattttcagtgaatataaaatt
attGctgtttctattaaaaagatg 
>ECK120009943_hemFp_forward_2553205_[TIM|S|Transcription 
initiation mapping]_Strong 
ccacagcgattgctgaaggcgtgatcagttatttccactggttcgacaaccagaaag
cacAttcgaaaaagcgataagtta 
>ECK120029524_hemHp_forward_498031_[TIM|S|Transcription 
initiation mapping]_Strong 
tgatttgacctctcacagcaattagttcttcttcctcacttttccgctacaattatc
aacAagttgaatcgataagaggcg 
>ECK120010684_hemNp_forward_4051943_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
tctgctgataacccttccggttatatgttatctggtgtggttattcgttaaactaca
gcgGttgtcgcggcgacaaaagtg 
>ECK120009982_hepAp_reverse_63358_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
gagttcgccagataccattttgatgcgtgacgaatgctttgccatccagtaccatag
cgcCctttccattcctggacctga 
>ECK120010459_hflDp_reverse_1192686_[TIM|S|Transcription 
initiation mapping]_Strong 
gccagtctgccgtcttctataacggtgaagtgtgcctcggtggcggtattattgagc
agcGtctgccgctgccggtctgat 
>ECK120033702_hfqp2_forward_4399801_[IDA|S|Inferred from 
direct assay],[HIPP|W|Human inference of promoter 
position],[TIM|S|Transcription initiation 
mapping],[IEP|W|Inferred from expression pattern]_Strong 
gatccacaaaggctttcccgggcactggaagtttttttcatttcgggtaaaacttta
acgGaactgacgcaaacgtcagga 
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>ECK120033732_hfqp3_forward_4400220_[IDA|S|Inferred from 
direct assay],[HIPP|W|Human inference of promoter 
position],[TIM|S|Transcription initiation 
mapping],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
gcgtgacgaagtattacaggttgttggtgctatcgcaggctgaatgtgtacaattga
gacGtatcgtgcgcaattttttca 
>ECK125136499_hhap6_reverse_480503_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atgaactgattgagcatattgcgaccttcgcacttaattacaaaattaagtataatg
aagAcaataagctcattgagcaga 
>ECK120051381_hicAp_forward_1509221_[TIM|S|Transcription 
initiation mapping]_Strong 
cttccttcctgattttgcattgcattctgccgttgcggcgatttagtgctattttcg
agcAaattacacacggaggtaaac 
>ECK125140836_higBp_reverse_3234480_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
ttccgtcacacagataaattcatccgttgccaatctggcaacggatgttatcatatt
gccAatttgtcaacggacgtgatg 
>ECK125136758_hinTp1_forward_1161821_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tttttgcttaagaaatcgtgagttaaggttgaaagagcaggtttaactcgaccatac
tctAtactcgcagtgtggcgcggc 
>ECK120016954_hipBp_reverse_1592482_[TIM|S|Transcription 
initiation mapping]_Strong 
gtagagcggataagatgtgtttccagattgacttatcctcactaaaggataaaactt
ataAtatccccttaagcggataaa 
>ECK120010349_hisBp_forward_2093360_[TIM|S|Transcription 
initiation mapping]_Strong 
ggcgcgctttaaagcctccagtgcggtgtttaaatctttgtgggatcagggcattat
cttAcgtgatcagaataaacaacc 
>ECK120030804_hisJp_reverse_2426837_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates],[IEP|W|Inferred from expression 
pattern]_Strong 
atacgtctaacggggcgggatattttgccttgatggtcaattttatggcacgataag
tgtAacaaacctgtaaatattccc 
>ECK120010361_hisSp_reverse_2640642_[TIM|S|Transcription 
initiation mapping]_Strong 
agcaggttgaaaaataataacgtgatgggaagcgcctcgcttcccgtgtatgattga
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accCgcatggctcccgaaacattg 
>ECK120010201_hnsp_reverse_1292958_[TIM|S|Transcription 
initiation mapping],[HTTIM|S|High-throughput transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
tttgaattccttacattcctggctattgcacaactgaatttaaggctctattattac
ctcAacaaaccaccccaatataag 
>ECK125136354_hokCp4_reverse_16951_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gatagagaaaagccccgagtgatattttaccatcaacccgaggcctcctatatgctg
aacAcatgtagagtgcctcttact 
>ECK125137132_holEp4_forward_1925029_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tattatctattcctttttgtaataacttttttacagagcataaccttgtctaatgtc
tgaGtcgaggatcatcaattccgg 
>ECK125137134_holEp6_forward_1925086_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgagtcgaggatcatcaattccggcttgccatcctggctcactcttagtaacttttg
cccGcgaatgatgaggagattaag 
>ECK120009917_hptp_forward_141360_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
acaattcgagctttattaacagattccgcgaatgaatagttttactggtatactgcg
tgtCttgcgctttgttgcggtgcc 
>ECK120010517_hscBp_reverse_2659524_[TIM|S|Transcription 
initiation mapping]_Strong 
cggcgaaagcttccacgtttgatgcgcataccgataaccccaccgtggtcgcctgcg
cgtGgggtttgttttacctgattc 
>ECK125136592_hscCp5_reverse_683482_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atggtcgatgttgatcgtcagggctttgttgatttactggctgatcgtctgaaattt
tacGcttaacacacgtcattgatt 
>ECK120029868_hslJp_reverse_1441780_[TIM|S|Transcription 
initiation mapping]_Strong 
ctgcattccaggggagctgattcagataatccccaatgacctttcatcctctattct
taaAatagtcctgagtcagaaact 
>ECK125137913_hsrAp4_reverse_3940643_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
attatccaaagcgatggcgacgcggcatttaaagcttgtcaggcgctgctacgctca
cctGataagtgataacccgataac 
>ECK125136376_htrEp5_reverse_155438_[ICWHO|W|Inferred 
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computationally without human oversight]_Weak 
actttggtggcgcaattgaaggtaatgccaggctgtaatcaggcaaggatataattc
cgcAggaagcatagcgtgactata 
>ECK120010728_hupBp2_forward_461395_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
tcgggcttgcccttattaaggggtgttgtaaggggatggctggcctgatataactgc
tgcGcgttcgtaccttgaaggatt 
>ECK120010729_hupBp3_forward_461332_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
cagggctggcaggctaattcgggcttgccagcctttttttgtctcgctaagttagat
ggcGgatcgggcttgcccttatta 
>ECK120010541_hyaAp_forward_1031984_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[IMP|W|Inferred from mutant 
phenotype]_Strong 
aaaagataaatccacacagtttgtattgttttgtgcaaaagtttcactacgctttat
taaCaatactttctggcgacgtgc 
>ECK120010657_hybOp1_reverse_3146363_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[HTTIM|S|High-throughput transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
attaattacactaatgcttcttcccttcgttttagcgccccgccgcagtatcatgat
atcGataaccataataaatgtgtg 
>ECK125137466_hycIp4_reverse_2843102_[ICWHO|W|Inferred 
computationally without human 
oversight],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
attcgataaagcccgggcagcgcaaacttcgcagcagcaggaatggagtacaatgct
gttAagtatgctgcatgatattca 
>ECK120030663_hypFp2_reverse_2838014_[IDA|S|Inferred from 
direct assay]_Strong 
aatgtattggttgccgtacctgtgaagtagcgtgcgtggtttctcatcaggaaaatc
aggActgtgcatcgctgaccccgg 
>ECK120030664_hypFp3_reverse_2838105_[IDA|S|Inferred from 
direct assay]_Strong 
taaaaactggcatgatttgtgaatgtatcggcgcattaactgtcattgctggagaat
ttgAtgaaccgtttcatcattgct 
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>ECK125138091_hypTp4_reverse_4558317_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaaggaacgtttgaaacggcttaaacggttgtcagccgcccgaatggacgtagaatg
cccGcaagggcggctgacagagta 
>ECK125138092_iadAp3_reverse_4559537_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttacggtctgcgtgattaacgcattgctgtcgatctgggttatgcagcttattgttt
aacAaggagttaccatgattgatt 
>ECK125137693_ibaGp4_reverse_3336983_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtgacgcttcagggggtaaacgacaaagtgtataccctggcgaaattgtataatttg
cctGctgatgttctgcctcgttaa 
>ECK125137694_ibaGp9_reverse_3336954_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtataccctggcgaaattgtataatttgcctgctgatgttctgcctcgttaaatttt
ttcAggccggatatggcgttaacc 
>ECK120010174_icdAp1_forward_1195008_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
gcattatagcctaataacgcgcatctttcatgacggcaaacaatagggtagtattga
caaGccaattacaaatcattaaca 
>ECK120010519_icdAp2_forward_1194961_[TIM|S|Transcription 
initiation mapping]_Strong 
tctaaaagaagttttttgcatggtattttcagagattatgaattgccgcattatagc
ctaAtaacgcgcatctttcatgac 
>ECK125137540_idip4_forward_3033039_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggttgtcgataaacgctcacttggttaatcatttcactcttcaattatctataatga
tgaGtgatcagaattacatgtgag 
>ECK125137541_idip5_forward_3032938_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcatttctgactgtgttgcaatggccattgaaagtcgcttcaaatatatgatgctac
tttTttaaatggtttttacctgtc 
>ECK120010038_idnKp_forward_4494597_[TIM|S|Transcription 
initiation mapping]_Strong 
tcttatcagtagaaataaaaaaacgtgaaattattatgccgccaggcgtagtatcgc
agcAggtaagatgattcaggagat 
>ECK120010052_idnRp_reverse_4491182_[AIPP|W|Automated 
inference of promoter position]_Weak 
gctgggcgtgttagccattaacgccgtattgcactgaaagaataaaatattgtgatg
tagTttcgggggaagattgaagat 
>ECK120030653_ileSp1_forward_21833_[HIPP|W|Human inference 
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of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
gtaggtgatgatttccgctttggcgctggtcgtgaaggcgatttcttgttattacag
aaaGctggcatggaatacggcttc 
>ECK120010599_ileXp_forward_3215597_[HIPP|W|Human 
inference of promoter position]_Weak 
acagcaggcgcgcggtaatggctggattgcgacacggagttactttataatccgcta
ccaTggccccttagctcagtggtt 
>ECK120010160_ilvCp_forward_3957912_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[IMP|W|Inferred from mutant 
phenotype],[IEP|W|Inferred from expression pattern]_Strong 
attgcaatgtgacgttgtgaatatatcaatttccgcaataaatttcctgtcatatag
tgaAttcaatctcgcaaacgcgaa 
>ECK120010153_ilvIHp1_forward_85600_[TASES|W|Traceable 
author statement to experimental support],[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
gtgtttatgtctctggctgccaattgcttaagcaagatcggacggttaatgtgtttt
acaCattttttccgtcaaacagtg 
>ECK120010278_ilvIp3_forward_85453_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
tgggctctctattttaggattaattaaaaaaatagagaaattgctgtaagttgtggg
attCagccgatttattatcaattt 
>ECK120010277_ilvIp4_forward_85420_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
ttttattgaatgtagaattttattctgaatgtgtgggctctctattttaggattaat
taaAaaaatagagaaattgctgta 
>ECK120010418_ilvLp1_forward_3950218_[TIM|S|Transcription 
initiation mapping]_Strong 
aaattgaatttttttcactcactattttatttttaaaaaacaacaatttatattgaa
attAttaaacgcatcataaaaatc 
>ECK120010419_ilvLp2_forward_3950290_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
ataaaaatcggccaaaaaatatcttgtactatttacaaaacctatggtaactcttta
ggcAttccttcgaacaagatgcaa 
>ECK120010011_impp1_reverse_57156_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
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replicates]_Strong 
gacgctattcggacaggattaacactagcgtagagatgacgagtacgttagtctctg
accGtttgtcacgcgcaacgttac 
>ECK120009910_inaAp_reverse_2349499_[HIPP|W|Human 
inference of promoter position]_Weak 
ttcattaatacgacacgtttcattaagattttcctcaggtaaccacctatagtcatt
gtcGttaataaaaatgacaggcga 
>ECK120016571_infAp1_reverse_926685_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
ttttcaccacaagaatgaatgttttcggcacatttctccccagagtgttataattgc
ggtCgcagagttggttacgctcat 
>ECK120016570_infAp2_reverse_926479_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
tttgttgcgatttagcgcgcaaatctttacttatttacagaacttcggcattatctt
gccGgttcaaattacggtagtgat 
>ECK120009955_infCp2_reverse_1800818_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
gcgggcattcgtgttaaagcagacttgagaaatgagaagattggctttaaaatccgc
gagCacactttgcgtcgcgtccca 
>ECK125138083_insAp13_forward_4518442_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcctctgcttctggcatgtgtcggtcagaatgactcatgatgtggtctgctattatt
gacAtcctcactgccctaaaggat 
>ECK125138084_insAp14_forward_4518379_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
caatagacatttttaacatgttgtttttctaagtgttataaggtaggtataaaatgg
gatGgagcctctgcttctggcatg 
>ECK125138074_insGp6_reverse_4503549_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcaatccacataacaaaacgcgttttgttactgatgtcacaaattgagcatattttt
gtaGctgatagtttgttacaaaca 
>ECK125137198_insHp2_reverse_2067498_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aattatcccgcctgctgaagaacgttgctctgagtgtgataaacctttttattcttg
atgAtgtcagcgagaagatggaat 
>ECK125137821_insHp3_reverse_3653268_[ICWHO|W|Inferred 
computationally without human 
oversight],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
gttgaaaataaaccttcgatttgtttgtcaagatattgtccatctttatataatttg



17
4		

gggGtagggtgttctttatgtaaa 
>ECK125137573_insHp4_forward_3130025_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgcccaactatctgccccgctttttttgccacccacgcctgccagatgatatggtcc
gtcCccggatttttcgcagacaaa 
>ECK125136542_insHp4_reverse_575774_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctttcgttgattacaaaatcaacctgcttgacaaaaatgacttcactaaggaaggtg
cgaAcaagtccctgatatgagatc 
>ECK125137210_insHp4_reverse_2103093_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgcagatgatgattacattttgtttttgaatcccgatatcatcatgaagcatgatga
tttGctgacatatattaaatatgt 
>ECK125136596_insHp5_reverse_689212_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ccggataacaatattctcctatccaactttggcacatctattgctttgttatacaag
gcaAaccctgaaacagcatcagta 
>ECK125136416_insHp5_reverse_275298_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcttcagtggcgcattttgttgtgttgtttgcatataaccttctaaacgtatggaca
tctAaacatccaaagaaggtttgt 
>ECK125137212_insHp6_reverse_2103049_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgaagcatgatgatttgctgacatatattaaatatgtcgaaagtaagcgttatgctt
ttaGtacattatgcctgttccgag 
>ECK125138079_insIp5_reverse_4508686_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaattctgcaactgcgtaaggcgttaaatgaagctcgccttgagcgagatatattaa
aaaAagcaactgtagattcaattg 
>ECK125136352_insLp5_forward_15380_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gggcaggcctgggtaaaaatagggtgcgttgaagatatgcgagcacctgtaaagtgg
cggGgatcactcccataagcgcta 
>ECK125134715_intSp_forward_2466515_[TIM|S|Transcription 
initiation mapping]_Strong 
ttcgtcatggttcgcttcagatcgttgacagccgcactccatgacgggtaaaaagtg
gatAaaataattttacccaccgga 
>ECK125095431_iraDp1_forward_4556576_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
aagcatatcttattactaattggaatttgatgttgctatattgaggtctatattaat
aatGcctgtgaatggtatttttga 
>ECK125134718_iraMp2_reverse_1212123_[TIM|S|Transcription 
initiation mapping]_Strong 
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ttcacaaaatctcattttgtttaacatccattgagattccttgctttaaattttatt
ttaTataagccatcattttaatta 
>ECK120030215_iraPp1_forward_401319_[TIM|S|Transcription 
initiation mapping],[NTAS|W|Non-traceable author 
statement],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
gctggtaatcaaacaaaaaatatttgcgcaaagtatttcctttgtcataaaaataat
actTccagacactatgaagttgtg 
>ECK120009911_iscRp_reverse_2662199_[TIM|S|Transcription 
initiation mapping]_Strong 
cgactaaatcagtcaagtaaatagttgaccaatttactcgggaatgtcagacttgac
cctGctatgcaatacccccacttt 
>ECK120015164_istR-1p_reverse_3853192_[TIM|S|Transcriptio
n initiation mapping]_Strong 
aaatacgtcaaaattcgtgccgaaattgcgcgttctgcgcggaacacgtatactttc
agtGttgacataatacagtgtgct 
>ECK120015163_istR-2p_reverse_3853257_[TIM|S|Transcriptio
n initiation mapping]_Strong 
actgtataaataaacagtaatatttggacaaaacgcaaactgtgatcgatactcaac
tatGcactaaatacgtcaaaattc 
>ECK120010127_ivbLp_reverse_3853023_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
cctcaattttcccttgctgaaaaattttccattgtctcccctgtaaagctgtgcttg
tatAaatattgttaaacacaaaac 
>ECK125136406_ivyp4_forward_240319_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aataaattgataacaaatgctgatattggaaatatctgatttgcaaattatcgtgtt
atcGccaggctttaggaggttaat 
>ECK120011002_katGp_forward_4133812_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
atcgcatccgtggattaattcaattataacttctctctaacgctgtgtatcgtaacg
gtaAcactgtagaggggagcacat 
>ECK120010094_kbaZp_forward_3278866_[TIM|S|Transcription 
initiation mapping]_Strong 
agatcagaaaaccattatctttcgttttatttttatctcaccatgacgcagtatcaa
ctgAaacaaaacgaaagattaata 
>ECK120010156_kblp_reverse_3792577_[TIM|S|Transcription 
initiation mapping]_Strong 
tttgcagaagtgttaacgcgttatctcgtcgcgacctataagtttgggtaatatgtg
ctgGaatttgccctgtctggagaa 
>ECK125137120_kdgRp9_reverse_1910140_[ICWHO|W|Inferred 
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computationally without human oversight]_Weak 
attgtaactaaccggcaaaagatggattgcgaccaccctggtgcgaaattataataa
aaaAcagttctgatttttataaaa 
>ECK125136601_kdpEp3_reverse_721894_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cttccgccaggccaggagcagacgatatttgataagtttgctcgcgggaataaagag
tcgGcagtaccgggggtagggctt 
>ECK120010129_kdpFp_reverse_728849_[TIM|S|Transcription 
initiation mapping]_Strong 
tttacaccccgcccgcagatttttgcgaaatctttgcagccagaattctacccttcc
ggtAtcacttttaggccactggag 
>ECK120010694_kdsAp_forward_1267854_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
aatatcagcccgtcggcggaactgttttatgaagaccttgatgaagctgataacatt
gagGtaatccgcaaattgctggat 
>ECK120030205_kdsCp1_forward_3342226_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[IMP|W|Inferred from mutant 
phenotype]_Strong 
catatcacctccgtgatggttgccgatggcgaccatttactcggtgtgttacatatg
catGatttactgcgtgcaggcgta 
>ECK125135016_kdsCp2_forward_3342010_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[IMP|W|Inferred from mutant 
phenotype],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
ttgctggaagttacccgcaaaaatcttggtatgactgtcatttgcgatgacaatatg
atgAttgaaggcatctttaccgac 
>ECK125135017_kdsCp3_forward_3341719_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[IMP|W|Inferred from mutant 
phenotype]_Strong 
cgcccggagagcagcatggcgcgcgccgcagatgtgcatctgtgtgttaaagtagcg
aaaGaagcctgtccgttagggctg 
>ECK125137507_kduIp5_reverse_2984194_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaatgaaacattgttttatttttaattgaaaaccctagcccatgggcatatcatccc
tttAtagagaaaacgaaacagtgt 
>ECK125137429_kgtPp6_reverse_2725809_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctaactaaattcatggttaaggttgcataatgatatgcaacaaatgtataatatttc
cttTacaaaaaaaataaacaaaag 
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>ECK120010130_lacZp1_reverse_366343_[TIM|S|Transcription 
initiation mapping]_Strong 
gctcactcattaggcaccccaggctttacactttatgcttccggctcgtatgttgtg
tggAattgtgagcggataacaatt 
>ECK125165942_lapAp2_forward_1340186_[TIM|S|Transcription 
initiation mapping]_Strong 
atcatcaacaatgcgtgtggatgccatttcgcagacggcgcgaaaatggtactttaa
aggGctattgcggtaagttgacca 
>ECK125136826_ldrAp8_reverse_1269477_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttgaaaaaccggaatgcactcttcattgcaaacatttcagggatgaagtgaagatga
attGagtcgtagtatccacaccaa 
>ECK125137104_leuEp4_reverse_1880767_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ccgctacagattggttagcatattcacctttaatcgcgcatgatcgaaagataatta
aagAggttaatgtgttcgctgaat 
>ECK120010237_leuLp_reverse_83735_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
cgggacgtttttattgcgtcagggttgacatccgtttttgtatccagtaactctaaa
agcAtatcgcattcatctggagct 
>ECK120034384_leuOp_forward_84188_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
cgcggtagttatgattagattgttttcgcaacaaaaacattatggattattatgctg
tggTaaatgactcattccacggca 
>ECK120010618_leuQp_reverse_4606432__ 
cacctctgtcgataattaactattgacgaaaagctgaaaaccactagaatgcgcctc
cgtGgtagcaattctttttaagaa 
>ECK120010615_leuUp_reverse_3322278__ 
ggcgctgctggcaacgttattcttcatcatcagtctggtgctgggtaacatcaatag
caaCaaaaccaataaaggtagcga 
>ECK125138114_leuVp2_reverse_4606273_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agtcccccccctcgcaccaaaaaccacgttgatattgctcgcactgggcgaaggtgg
cggAattggtagacgcgctagctt 
>ECK120010603_leuXp_forward_4496386__ 
cgaggtgcgagcaagctggcgcttgcatggtggcgtgcgacaggtataatccacaac
gttTtccgcatacctcttcagtgc 
>ECK125137167_leuZp3_reverse_1992050_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tagctcagttggtagagcacgaccttgccaaggtcggggtcgcgagttcgagtctcg
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tttCccgctccagtttaaaagaca 
>ECK120010131_lexAp_forward_4257087_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
ctctggtttattgtgcagtttatggttccaaaatcgccttttgctgtatatactcac
agcAtaactgtatatacacccagg 
>ECK125230251_lgtp_reverse_2966121_[TIM|S|Transcription 
initiation mapping]_Strong 
tcatatacatatcttttaacggtatccggcaaccagccaggtccccttgtgctatta
ttcGcacctttggagcgcctgaaa 
>ECK125137884_ligBp1_reverse_3821256_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttttgcgtagctgcttccgcatttgcctgtcattcactgcaataaagacgattttca
ggaAgcgtcctcgcagactccgtt 
>ECK125136573_lipBp3_reverse_662399_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atcaacgccactcatatcgagcaggttgaaacactgtatgaagaactgggcaaaatc
gatAttgtccgcatggttctgtaa 
>ECK125136782_litp8_forward_1198590_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtgtcttacgacatgcttaccttaatcgttcccagtgtgcctatagcagatattcta
aacAtgtcgataattcattacgca 
>ECK125136783_litp9_forward_1198668_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcatatagtatcgaacatagaaaaaactgaagattcatcttattttgtatatactac
ctaGcccaacaatgtagaggttaa 
>ECK120010241_livJp_reverse_3599762_[TIM|S|Transcription 
initiation mapping]_Strong 
attgttaataaactgtcaaaatagctattccaatatcataaaaatcgggtatgtttt
agcAgagtatgctgctaaagcacg 
>ECK120010242_livKp1_reverse_3597755_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
gtgaattattccgccctttgtgccgttattttatgctgacaaaggcacttttttctg
tttAtctatcaataaattcagaat 
>ECK120010666_lldPp_forward_3777289_[TIM|S|Transcription 
initiation mapping]_Strong 
tttcccaattaaaactcacatcaatgttgccaatacataacatttagttaaccattc
attGtcattatccctacacaacac 
>ECK120033254_loiPp_forward_3081892_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
ccttatactgagactgagcgtcgattcacctgcaaacggcgcatttttagaataatc
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ctgAccttgtgcggaagagaaaac 
>ECK125145768_lolAp_forward_937328_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
aactgaaaattcagtattttcttctttcctcaagctgattattagcctggaatagag
agtAgagggaactcccgatcggga 
>ECK125136767_lolCp5_forward_1175399_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ccctgacgatcacttacagttcagacgtttacccatcttgctttcgcttatatactc
gtgTctttgctacagcaaccagac 
>ECK120010282_lpdAp_forward_127717_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
tagacaaatcggttgccgtttgttgtttaaaaattgttaacaattttgtaaaatacc
gacGgatagaacgacccggtggtg 
>ECK125137675_lpoAp2_forward_3293211_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaccgggcattaatcccaaaatgttgcagcaataaaccggtgtgacgagtatcctcg
gcgGcaatcagatcaacggcctgt 
>ECK125135018_lptAp2_forward_3343299_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
agatcaatctggtgacgcaggatgttacctctgaagacctcgtcacgttatacggaa
caaCatttaactccagcggtctga 
>ECK125138066_lptFp5_forward_4486188_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gatttcgacgactcaagagaataaatgacgtttaagccatgaaacaagctaaaatcc
tgcAaaagacgagtttttacgggc 
>ECK125138067_lptFp6_forward_4486122_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tacggcattggcacgtcagaacaaaatctgagaggtgaatccgttgagtataattat
cttAgcgacgatttcgacgactca 
>ECK120033733_lpxCp1_forward_106508_[HIPP|W|Human 
inference of promoter position],[NTAS|W|Non-traceable author 
statement]_Weak 
gctgattaagaattgactggaatttgggtttcgaggctctttgtgctaaactggccc
gccGaatgtatagtacacttcggt 
>ECK120010239_lrpp_forward_932328_[TIM|S|Transcription 
initiation mapping]_Strong 
ttgtactaaaaatcgatgttttgctttgacaatcccctggtgttttgcgaaaacatt
cgaGgaagaaaaaaaacagtattc 
>ECK120029295_lspAp_forward_25014_[IDA|S|Inferred from 
direct assay],[TIM|S|Transcription initiation 
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mapping],[ICWHO|W|Inferred computationally without human 
oversight]_Strong 
tgggcgatgaattacgatttgtcctgttgacctccggcgctaccgttgcagactata
acgAcgcacctgctgatgctcagc 
>ECK120034947_lsrRp_reverse_1601257_[AIPP|W|Automated 
inference of promoter position],[IEP|W|Inferred from 
expression pattern]_Weak 
ccatcacagatataaatgagcaagaactgaacaattgcattaaagatttaaatatgt
tcaAagtgaagaatgaattatgac 
>ECK120011039_lysAp_reverse_2978951_[AIPP|W|Automated 
inference of promoter position]_Weak 
ctcgcaatccggtaatccatatcatttttgcatagactcgacataaatcgatatttt
ttaTtctttttatgatgtggcgta 
>ECK120010648_lysCp1_reverse_4233539_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
atgaaaaatccgcatgaccccatcgttgacaaccgccccgctcaccctttatttata
aatGtactacctgcgctagcgcag 
>ECK120010647_lysCp2_reverse_4233616_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
ccgttagcgtaatgttgagtgtaaacccttagcgcagtgaagcatttattagctgaa
ctaCtgaccgccaggagtggatga 
>ECK125203418_lysOp_reverse_914895_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping],[IMP|W|Inferred from mutant phenotype]_Strong 
cataacatttccttttaattgcaactttactcgtccttccgctttcagtagtgtgtc
atcGcgcatttcgacttcatcttt 
>ECK120010688_lysPp_reverse_2248560_[TIM|S|Transcription 
initiation mapping]_Strong 
gtgtcttataaccgtgtatttctgccggaaggattgccaatcgtctgctacaatcgc
gccTcatttttaagatggatagca 
>ECK120011040_lysRp_forward_2978950_[AIPP|W|Automated 
inference of promoter position]_Weak 
aatgtggcataacaaactccagataagtgcttttttatgattacgccacatcataaa
aagAataaaaaatatcgatttatg 
>ECK120010589_lysTp_forward_780514__ 
gtgatctacatcgaaatttttgttgcgctcaagtctgaaatcagtaatatatgccgc
cgtTgccacgggatatcaaacaaa 
>ECK120010265_lysUp1_reverse_4354805_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
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gatggttatttattagtgatatcaacttgaggtaagcgttagtttcgataagataaa
ctgAgttactaatagtcgaggcag 
>ECK125136965_maeAp3_reverse_1555742_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
acgattaaacaccattgcctgcgcaatggtgtttttgtttttatctgctttatactt
gagGccgacgccctggcggtaaag 
>ECK125136483_makp4_forward_410118_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgataacgaattgtcggcggccttgcattgccaatccggttgtccgtctctacgcta
ttgAtattgaaaaaaataaggaga 
>ECK120010132_malEp_reverse_4246464_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
cggtggggcgtaggggcaaggaggatggaaagaggttgccgtataaagaaactagag
tccGtttaggtgttttcacgagca 
>ECK120011041_malIp_reverse_1699228_[TIM|S|Transcription 
initiation mapping]_Strong 
aaattttagtgaggcataaatcacattacgcaacgataatagcgggtataagataaa
taaAaggtaaaacgttttatctgt 
>ECK120010133_malKp_forward_4246736_[TASES|W|Traceable 
author statement to experimental support],[IMP|W|Inferred 
from mutant phenotype]_Weak 
ccataaaaaagccagggggtggaggatttaagccatctcctgatgacgcatagtcag
cccAtcatgaatgttgctgtcgat 
>ECK120010134_malPp_reverse_3552510_[IMP|W|Inferred from 
mutant phenotype],[AIPP|W|Automated inference of promoter 
position],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
tccctgcctaatcccccgcaggatgaggaaggtcaacatcgagcctggcaaactagc
gatAacgttgtgttgaaaatctaa 
>ECK120010199_malSp_forward_3737470_[TIM|S|Transcription 
initiation mapping]_Strong 
cctgtggacttaccgctcagggatgagttttgtttggcttatcgctggcaaactgtc
tgaAatcgcagcaataaggactca 
>ECK120011030_malTp_forward_3553024_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
cagacacataaaaaaacgtcatcgcttgcattagaaaggtttctggccgaccttata
accAttaattacgaagcgcaaaaa 
>ECK120010195_malXp_forward_1699313_[TIM|S|Transcription 
initiation mapping],[ICA|W|Inferred by computational 
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analysis]_Strong 
tcgttgcgtaatgtgatttatgcctcactaaaatttgataaaacgttttatcttctc
gcgCaatttactgaatccagattg 
>ECK120010326_manAp_forward_1688551_[TIM|S|Transcription 
initiation mapping]_Strong 
cgactttttgcggctccaggttacttcccgtaggattcttgctttaatagtgggatt
aatTtccacattaaaacagggatt 
>ECK120010247_manXp_forward_1901933_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
gaaagttaaattacggatcttcatcacataaaataattttttcgatatctaaaataa
atcGcgaaacgcaggggtttttgg 
>ECK120010245_marRp_forward_1619093_[HIPP|W|Human 
inference of promoter position]_Weak 
cgtggcatcggtcaattcattcatttgacttatacttgcctgggcaatattatcccc
tgcAactaattacttgccagggca 
>ECK125136442_matAp10_reverse_311460_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
attgaattccttttccgttcacatattgacactcatcgggaaaaaaaacataaattt
aagCccaatcgaaaataattaaac 
>ECK125136440_matAp7_reverse_311482_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttttctaaatattgacttaaccattgaattccttttccgttcacatattgacactca
tcgGgaaaaaaaacataaatttaa 
>ECK125136441_matAp9_reverse_311432_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
acactcatcgggaaaaaaaacataaatttaagcccaatcgaaaataattaaacttaa
tctCgtttaacctttattgatatg 
>ECK125136437_matBp5_reverse_310797_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcaacctaaatcgattgccagaattgaaaattgtagtgtgaagacagtgtataccca
tcgGcgtaatgctgaggccaagct 
>ECK125136640_mcbAp5_reverse_842153_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaaaatcagcattatgcatgtcattgatttgtcttattttgtaaaaatatatcgttc
aaaAaataagcacatctctgtcaa 
>ECK125136799_mcrAp8_forward_1210319_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
acaaaagaaagtaaaacaacagcaacttgttgcaattttatcaataaaagtagtatt
gtcGtgaaaaattgattaaagatt 
>ECK125137607_mdaBp5_forward_3172506_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaagactttgcacattttgctaatttcaccgtaccgctctgtgacgtactatagtcg
gcaAacgtctcaccttgaggttaa 
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>ECK125137608_mdaBp7_forward_3172407_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
taagaattatgaggaatggctatcagtattgtcattttcagaaaatatttatcctgc
atcGgtgagtcagagtaagatcag 
>ECK120010175_mdhp1_reverse_3384313_[TIM|S|Transcription 
initiation mapping],[ICWHO|W|Inferred computationally 
without human oversight]_Strong 
ctacacattcttgagatgtggtcattgtaaacggcaattttgtggattaaggtcgcg
gcaGcggagcaacatatcttagtt 
>ECK120010486_mdoGp1_forward_1109278_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
tgctgaacgataccgggattctgttgtcggaatggctggttatccattaaaatagat
cggAtcgatataagcacacaaagg 
>ECK120009991_mdoGp2_forward_1109257_[IDA|S|Inferred from 
direct assay],[HIPP|W|Human inference of promoter 
position],[TIM|S|Transcription initiation mapping]_Strong 
tgcttaatccatgagccagcgtgctgaacgataccgggattctgttgtcggaatggc
tggTtatccattaaaatagatcgg 
>ECK125137039_mdtKp9_forward_1743375_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaggggtaagaatggctattttttcactggagaattaataaatcctcgctacaatag
actGaatttcccctgcttcttctt 
>ECK120010194_melAp_forward_4341887_[TIM|S|Transcription 
initiation mapping],[IMP|W|Inferred from mutant 
phenotype]_Strong 
tgggaatgctcaacctggaagccggaggttttctgcagattcgcctgccatgatgaa
gttAttcaagcaagccaggagatc 
>ECK120010135_melRp_reverse_4341650_[TIM|S|Transcription 
initiation mapping]_Strong 
agggtgaaaaccgtgctcccactcgcagtcatcctccctcactcctgccataattct
gatAttccaggaaagagagccatc 
>ECK120009850_menAp_reverse_4120406_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
catctggatgcgttggtggcagatgaagatctgagccgttttatcctataatcgcgt
tcaAtcattttcatcattgtttga 
>ECK120010090_menBp_reverse_2376887_[AIPP|W|Automated 
inference of promoter position]_Weak 
ctggcggcggaactggctgccgactgccatgtcattcctcgcgccggacataacgcg
catCgggaaaatcccgctggcgta 
>ECK120010062_metAp2_forward_4214159_[TIM|S|Transcription 
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initiation mapping]_Strong 
gtgagcggcgaatactaataaccattttctctccttttagtcattcttatattctaa
cgtAgtcttttccttgaaactttc 
>ECK120010434_metBp_forward_4128636_[TIM|S|Transcription 
initiation mapping]_Strong 
aagaagtttagatgtccagatgtattgacgtccattaacacaatgtttactctggtg
cctGacatttcaccgacaaagccc 
>ECK120011042_metCp_forward_3152075_[AIPP|W|Automated 
inference of promoter position]_Weak 
ctgcgcataataatatcaaaacgacgtcgaattgatagtcgttctcattactatttg
catActgccgtacctttgctttct 
>ECK120011003_metFp_forward_4132546_[TIM|S|Transcription 
initiation mapping]_Strong 
tttcctcaccatcattggtcatttttcggttgacgcccttcggcttttccttcatct
ttaCatctggacgtctaaacggat 
>ECK120034265_metGp_forward_2194269_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[HTTIM|S|High-throughput transcription 
initiation mapping]_Strong 
tttacctgaagaatatagagaagtacttacttaacattttcccatttggtactatct
aacCccttttcactattaagaagt 
>ECK125203415_metGp2_forward_2193758_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tgcgcccaacattgttgggattgatgggccgtagatatcggcgtccagaatgccgac
tttCgccccttctgccgccagcgc 
>ECK120011004_metHp_forward_4223783_[HIPP|W|Human 
inference of promoter position]_Weak 
acaaatctcatgttgcgtggtggtcgcttttaccacagatgcgtttatgccagtatg
gttTgttgaatttttattaaatct 
>ECK125140843_metHp2_forward_4223505_[TIM|S|Transcription 
initiation mapping]_Strong 
ggtgggtcgtggaattgggtaacccggcttgttgcgccagttccgtgagtgccacac
tgcCattggattcggcaatccact 
>ECK120010432_metJp2_reverse_4128529_[TIM|S|Transcription 
initiation mapping]_Strong 
catctaaacttctttgcgtatagattgagcaaatcccaaatagccgttaaaattata
tgcAttatcacgccgacaggtgca 
>ECK120010431_metJp3_reverse_4128466_[TIM|S|Transcription 
initiation mapping]_Strong 
atcacgccgacaggtgcattacacgatgtcacggtaacgcctgtacggtaaactatg
cggGtttacggtcagtacccacat 
>ECK120009903_metKp_forward_3086577_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
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initiation mapping]_Strong 
gattcaaaaaaaagtggaaatagggtgaagaattgacctaaaatagccatccagatg
ttaAtccatccataccgattaaca 
>ECK120009925_metNp_reverse_222714_[HIPP|W|Human inference 
of promoter position],[ICA|W|Inferred by computational 
analysis],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
aaagtgctcttcgcataaacctgattgatttagacgtctggatgccttaacatccat
ttcAttgacggcgttgcccgtttc 
>ECK120010604_metTp_reverse_697163__ 
caattttccttgaaaaagaggttgacgctgcaaggctctatacgcataatgcgcccc
gcaAcgccgataaggtatcgcgaa 
>ECK120010387_metYp1_reverse_3318297_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
cggtacaccaaatcccagcagtatttgcattttttacccaaaacgagtagaatttgc
cacGtttcaggcgcggggtggagc 
>ECK120010614_metYp2_reverse_3318375_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
cattcacatgattagcaataaacgttgacaaaatgtggcgtggatcactataatgcc
tgcAgattttacgtcccgtctcgg 
>ECK120010597_metZp_forward_2947382_[TIM|S|Transcription 
initiation mapping]_Strong 
tccgtgatcggggtaaaaaaaaggttgcatgaaaacgcgagcggagtatagtgcgca
tccAcggacgcggggtggagcagc 
>ECK120009920_mfdp1_reverse_1174028_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
atcgccccagccggggcgattcaatttgctaaaccatgtcgattacggataatgaac
agcAttgcttatcagagatatgcc 
>ECK120009921_mfdp2_reverse_1173992_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
tgtcgattacggataatgaacagcattgcttatcagagatatgcccccatatgttga
ggcAtatcctaacgagaatctgac 
>ECK120015495_mglAp_reverse_2239391_[AIPP|W|Automated 
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inference of promoter position]_Weak 
ggtgcggctgatggcaccaactggaaaatcgacaacaaagtggtccgcgtaccttat
gttGgcgtagataaagacaacctg 
>ECK120010226_mglBp_reverse_2240566_[HIPP|W|Human 
inference of promoter position],[IMP|W|Inferred from mutant 
phenotype]_Weak 
cgctttcaatctgtgagtgatttcacagtatcttaacaatgtgatagctatgattgc
accGttttaacgttgtaacccgta 
>ECK125108719_mgrRp_reverse_1622914_[TIM|S|Transcription 
initiation mapping]_Strong 
attaaccgagtttaagctccgtttaacattcattgagaaaactgatgctactgtgtc
aacGattcgttatcagtgcaggaa 
>ECK120010639_mgtAp1_forward_4467363_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
cagcaatgggtaaagtctggtttatcgttggtttagttgtcagcaggtattatatcg
ccaTagatgctacgaatattattg 
>ECK120009930_mgtAp2_forward_4467280_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
atctttgatggtcagccgattttgcatcctgttgtcctgtaacgtgttgtttaatta
tttGagcctaacgttacccgtgca 
>ECK120009928_mhpAp_forward_368519_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
cctggtgcacattcgggcatgttttgattgtagccgaaaacacccttcctatactga
gcgCacaataaaaaatcatttaca 
>ECK120009929_mhpRp_reverse_368528_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
aaaatgtcgttgcgcgcacagtacagcgcaacttattttgttaaaaacatgtaaatg
attTtttattgtgcgctcagtata 
>ECK120033730_miaAp1_forward_4399052_[IDA|S|Inferred from 
direct assay],[HIPP|W|Human inference of promoter 
position],[TIM|S|Transcription initiation 
mapping],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates],[IEP|W|Inferred from expression pattern]_Strong 
tttacccttacgccaacaaaatttacaaatcttgattcctgaactgataggctacct
ggcGaagcagtccgtattcgaacc 
>ECK120022366_micCp_forward_1437121_[TIM|S|Transcription 
initiation mapping]_Strong 
aagataatacatacaaaataaaaattatacttttaatttgctatacgttattctgcg
cggGttatatgcctttattgtcac 



18
7		

>ECK120010351_micFp_forward_2313084_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
aagtatttgacagcactgaatgtcaaaacaaaaccttcactcgcaactagaataact
cccGctatcatcattaactttatt 
>ECK120010771_mlcp1_reverse_1668603_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
gttaatcacatgcctaagtaaaaatttgacgacacgtattgaagtgcttcaccatag
cctAcagattatttcggagcgcga 
>ECK125122037_mlrAp_forward_2214840_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tagatgcacaaaaaacgggcaaaactacctggttcgcaaaactgcgtctaaagttaa
accGggacctcgcgagcaagggtg 
>ECK125137248_mlrAp6_forward_2214749_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctgcgtttaactttctttgaactcttgcagaaaaatgagaattcgtgagtacgatca
ctcAaaatcgcctggcaaaaataa 
>ECK125137496_mltAp6_reverse_2947273_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cccgatcacggatttggcatgattttgaacaaaaacaaatcactaaagcctattttt
tgtGcaaaatttgcgtcagggaga 
>ECK125136399_mltDp3_reverse_234025_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tattgcaacaacctgaagagcgttttgcatggttaaggtcaaagaaagataggttct
gatAaaactttcttgtcatcggct 
>ECK125136400_mltDp4_reverse_233982_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gaaagataggttctgataaaactttcttgtcatcggctccgttcgccgttatgatcg
gtcGtcttttaagcaactattgac 
>ECK120016184_mltFp_forward_2695767_[AIPP|W|Automated 
inference of promoter position]_Weak 
ggtttacgcaaaatgccgctcatttatgagtaaacctttcactattattacgttttt
tcaAgctgggacgcgcacgacaca 
>ECK125136419_mmuPp5_forward_275287_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tctgcgtctggtgcagggttgactttgcattctgttaacaaacgcggtataacaaac
cttCtttggatgtttagatgtcca 
>ECK120010502_mngRp_reverse_765926_[HIPP|W|Human inference 
of promoter position]_Weak 
cattatgtgatcaatttcacttgattgaaattatttgtattgtatttgtattattta
cagGatgaatttatcgggcataat 
>ECK120015467_mntHp_reverse_2512734_[HIPP|W|Human 
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inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tcaccacaatccatttaaatgaatttgataatcattctcgtttggcatagcatgaaa
catAgcaaaggctatgttttagag 
>ECK125140756_mntPp_forward_1905459_[TIM|S|Transcription 
initiation mapping]_Strong 
aagcaatgaaataatatattccaacagttgttttatattctcaaaatatgttaaggt
tgcGccctcatttggggagtagcc 
>ECK125136648_mntRp4_forward_853135_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atatagctattgctaaaacgttaattttttgtaccttcgcaactctggtttacaatg
tgcGcacgaaatgagaacgctatg 
>ECK125136649_mntRp5_forward_853083_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcgatccttgagggatgattgcattacatacagatatagcacaggctatattatata
gctAttgctaaaacgttaattttt 
>ECK125137536_mocAp9_forward_3015056_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtgggacgtttctgcgcacctaaatcaatgactaatgccgatgggtcaactatactt
ttcAcgagtctttatgacctctct 
>ECK120010716_modAp_forward_795062_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
ctcacaaaggttagcaataactgctgggaaaattccgagttagtcgttatattgtcg
cctAcataacgttacattaagggg 
>ECK120009998_moeAp_reverse_866394_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
acccagcgctacgcccgaggtggcatacagtctgtggcgtttttctgacataatagg
caaAttcgattttgcctccgcagg 
>ECK125136925_mokBp3_forward_1492305_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gacgaaaataatcacttcacgaaattgcgtgctgttttccagaatttttcgtcattc
gggTtagccagtttagccattcgt 
>ECK120015463_molR_1p_forward_2196445_[TIM|S|Transcriptio
n initiation mapping],[AIPP|W|Automated inference of 
promoter position]_Strong 
agttgttttcttgcgattttgtctctctctaacccgcataaatactggtagcatctg
catTcaactggataaaattacagg 
>ECK125136874_mpaAp2_reverse_1390637_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
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gtgatacaagatcgatgacatagcgttgaagaaaaggatttgataatccgcaaaatt
tgcAcaacactgcctgtaatactt 
>ECK120009849_mplp2_forward_4455760_[HIPP|W|Human 
inference of promoter position],[RS-EPT-CBR|S|RNA-seq using 
two enrichment strategies for primary transcripts and 
consistent biological replicates]_Strong 
aaattacggattatcctgaaatgcgtttctcacttgcccgacatatgcgtaaaatga
gcgGcagattaaaaaaggatagtg 
>ECK125136881_mppAp13_forward_1393121_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttaccgcattttggagactattatttacactaaatctgatttgatatattgatactt
aaaAcatttgatgcttcctttgtc 
>ECK125136880_mppAp9_forward_1393139_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tattatttacactaaatctgatttgatatattgatacttaaaacatttgatgcttcc
tttGtcacttttttgatggaagtt 
>ECK120010556_mprAp_forward_2810747_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
gaatcatttttctaaaacaatacatttactttatttgtcactgtcgttactatatcg
gctGaaattaatgaggtcataccc 
>ECK125137292_mqop5_reverse_2306858_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cccttcatttctaataaccctataattaatcaacgaaattataatgtttctaaaatt
agaAtataatttataaacattatt 
>ECK125137598_mqsAp8_reverse_3168289_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atctggcaggatgtttacagacccaggcttgttacaggccaggtttatcttaaaatt
acgGtaattcatgacgtactgatc 
>ECK125137599_mqsAp9_reverse_3168371_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttttgatggtatgtgtaatgttatcattggattatcagagagcgacttttataaaag
catGaccacctactctgatcatac 
>ECK120051399_mqsRp_reverse_3168653_[TIM|S|Transcription 
initiation mapping]_Strong 
caaactggcgctactaatgcgccactttcttatatggtcaatcactttccttaaaga
ataCgttttgtgtggtcactatct 
>ECK125095449_mqsRp2_reverse_3168562_[TIM|S|Transcription 
initiation mapping]_Strong 
aactaaccttttaggtgctttttcattgctgtaattaaccttttaggttataactaa
agtAacagggaggcgggggttatg 
>ECK120009845_mraZp_forward_89596_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
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tatgccttgtgactggcttgacaagcttttcctcagctccgtaaactcctttcagtg
ggaAattgtggggcaaagtgggaa 
>ECK120011130_mreBp1_reverse_3401129_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
ttcaccgtagcagatgatttttgcgccttgtcgctgctgcgtgtggttggtaaagta
agcGgattttcttttccgccccag 
>ECK120030647_mreBp3_reverse_3401356_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
atattcacaaagatactcggtttaacctgccgtttaatccgttttcacgtagaataa
tgcGcgctgcgtctcatgggagtg 
>ECK125137723_mreDp2_reverse_3399083_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgatgacgccggaagaggtgcatcgtgttgctaatgaacgtctgatgcagatgatgc
cgcAggtattgccttcgccagacg 
>ECK125203414_mrpp_reverse_2194203_[TIM|S|Transcription 
initiation mapping]_Strong 
atagtaccaaatgggaaaatgttaagtaagtacttctctatattcttcaggtaaact
atcAgctgatggtttatctataca 
>ECK125137090_msrBp6_reverse_1862464_[TIM|S|Transcription 
initiation mapping],[ICWHO|W|Inferred computationally 
without human oversight],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
agatcaagtttaggacaaaattttgccagttggtgttaatgttttgttagaatcagt
cacGtaatgtgagcacgattaaag 
>ECK125137695_mtgAp4_reverse_3349831_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cagcatatatgctggcgcagaacattgcagaagcggcgagcggcattgataagctgg
tttCccgcgtgctggttctggctg 
>ECK120010246_mtlAp_forward_3772188_[HIPP|W|Human 
inference of promoter position]_Weak 
tgatatcacacaaaaggccgtcgactggacagttaaccgattcagtgccagatttcg
cagTatctacaaggtccggctacc 
>ECK120030650_mtnp_reverse_179183_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
gtgccatgtcctctcccgcgtgagaaatacgcttccccgtaagcgcatggtaaacta
tgcCttcaaatcgggcttatcgcg 
>ECK120011032_mtrp2_reverse_3305860_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
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biological replicates]_Strong 
tttttaccatcggggctttttttctgtcttttgtactcgtgtactggtacagtgcaa
tgcAtaacaacgcagtcgcactat 
>ECK125137626_mugp6_reverse_3215496_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cattaccgcgcgcctgctgtttttataaacaatgtattttcaatccgttatactttt
cctGgtgatgttagaaaggagtaa 
>ECK120035117_murQp1_forward_2545733_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
tgcgagtgtagactcaatgattcctttaagcctgtcaattcgggatatatgattcca
tacAtctgcaattatttgatcgta 
>ECK120035116_murRp_reverse_2545793_[TIM|S|Transcription 
initiation mapping]_Strong 
gcacatttccagcgtcgatacgcggtcaatttcagccgaggcggtgttcgagccttc
agtAatcatcttttcaaattgcat 
>ECK125137501_mutHp7_forward_2969614_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cctaaaaagcaatataaatcagagaattgaacaacgcatgtggaaaaagttacactg
cgaAtattcggcacataattgctg 
>ECK120033728_mutLp1_forward_4397100_[IDA|S|Inferred from 
direct assay],[HIPP|W|Human inference of promoter 
position],[TIM|S|Transcription initiation 
mapping],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
agccaggcggtgctggatttacagttcggtcattcccagcgggtagggtatgatgta
gcgAccagtatgatcagtcagttg 
>ECK120011044_nadBp_forward_2710357_[AIPP|W|Automated 
inference of promoter position]_Weak 
tttttctcgccgccctgcgtcagcgtgtttagcaactgtaacaaatattaaaatagc
aggTgtttatccgcacaacatgat 
>ECK120034946_nadEp_forward_1822302_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
catattcttgttcatattccgtcctcttgtttatcagcgtgttagataagcctggaa
tacAttgggcgctttttcaagccc 
>ECK125137443_nadKp2_forward_2750763_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
actcatgaatttctccgcgtttttttcgcattcatctcgctaacttcgcttattatg
gggAtcagtttcagggtttcaagg 
>ECK120010137_nagBp_reverse_703708_[TIM|S|Transcription 
initiation mapping]_Strong 
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atatcgttattatcactcccttttactggctaaaccagaaaacttattttatcattc
aaaAaatcaggtcggattgacgcc 
>ECK120033606_nagCp1_reverse_701865_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[IMP|W|Inferred from mutant 
phenotype],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
cgccagcaggtgccaacattgaacagttcatttttgcgggtaaaacaatatactacc
gtaAcggactttgtgtggatgaga 
>ECK120033607_nagCp2_reverse_702008_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[IMP|W|Inferred from mutant 
phenotype]_Strong 
acctggcctggcgggcgcgatcctcgacgaagctgacatttattgcggtattattgc
tgaTggcctgcatgttgattacgc 
>ECK120010015_nagEp_forward_703840_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
actcacaaaagacacgcgtttaatttgcgatacgaattaaattttcacacactctgt
agcAgatgatctaacaatctgatt 
>ECK125136769_nagKp3_forward_1178540_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
attgttgctgagtcttttggcaagttggtatccggcgcggcgcgccagtaatattga
cccTgcgcgagtccttagcggcca 
>ECK120009897_nanAp_reverse_3373620_[TIM|S|Transcription 
initiation mapping]_Strong 
agatcgcattataagctttctgtatggggtgttgcttaattgatctggtataacagg
tatAaaggtatatcgtttatcaga 
>ECK125137706_nanRp10_reverse_3374676_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttaaaaaatatgcgcttatgattattttgtaagaacacattcataatattcataatg
ctcGtgaatagtcttataaataat 
>ECK125137705_nanRp9_reverse_3374703_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tttaattgtaggtgaggtgatttttcattaaaaaatatgcgcttatgattattttgt
aagAacacattcataatattcata 
>ECK120010630_napFp1_reverse_2303574_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
acaggttttaccccgatcggggtatgcatctttgacacatcctttaatatcttagcg
gctAtaaaaatggcttattaatta 
>ECK120011005_narGp_forward_1279807_[HIPP|W|Human 
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inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tccccatcactcttgatcgttatcaattcccacgctgtttcagagcgttaccttgcc
cttAaacattagcaatgtcgattt 
>ECK120011006_narKp1_forward_1277932_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
ttatcttatcgtttgatttacatcaaattgcctttagctacagacactaaggtggca
gacAtcgaaacgagtatcagaggt 
>ECK120015955_narKp2_forward_1277821_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
cgctttacatcggtaagggtagggattttacagcaccgtgaaaaatctcataatttt
tatGaagtcactgtactcactatg 
>ECK120009939_narUp1_reverse_1544124_[HIPP|W|Human 
inference of promoter position]_Weak 
tttcttatctattctttcaatcagcacttcacccaattcatccttaattctaataac
tggCtattgcgccttacctcgtgt 
>ECK120015471_narZp_reverse_1542690_[AIPP|W|Automated 
inference of promoter position]_Weak 
agtgtttttaatcttctacatcgtttgtgtgctgctgacctggctggtttatggtcg
gcgGaagttcagccaaaaataaga 
>ECK120010216_ndhp_forward_1165992_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
aacttgattaacatcaattttggtatgaccaatgcaccattcatgttattctcaata
gcgAagaacattttcattgctgta 
>ECK125137405_ndkp4_reverse_2644960_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgcaatagtctgttttgtccctgattgttgctaaaactcattttattttaaaaaaat
gttAccttcatcaatagtcaacgg 
>ECK120034939_nemRp_forward_1726021_[TIM|S|Transcription 
initiation mapping]_Strong 
gttaatgtccaaagtagcaactttgcttgcactagaccgactggtctactacactcc
aacGcatgaacaaacacaccgaac 
>ECK120010244_nfop_forward_2250806_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
attcaaagcgtcatcgcataaaccactacatcttgctcctgttaacccgctatcatt
accGttttcctccagcgggtttaa 
>ECK120010037_nfsBp_reverse_605453_[HIPP|W|Human inference 
of promoter position],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
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gaaatctatagcgcatttttctcgcttaccatttctcgttgaaccttgtaatctgct
ggcAcgcaaaattactttcacatg 
>ECK120010251_nhaAp1_forward_17458_[TIM|S|Transcription 
initiation mapping]_Strong 
aattattcctacactataatctgattttaacgatgattcgtgcggggtaaaatagta
aaaAcgatctattcacctgaaaga 
>ECK125136816_nhaBp7_reverse_1234767_[ICWHO|W|Inferred 
computationally without human 
oversight],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
catctctttccccttgactatcaagacttgcctcactcctgcctgaccgttaagctt
tgcGtttaaacataaaaacatcat 
>ECK120011007_nirBp_forward_3493987_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
ataaaggtgaatttgatttacatcaataagcggggttgctgaatcgttaaggtaggc
ggtAatagaaaagaaatcgaggca 
>ECK125137062_nlpCp5_reverse_1792760_[ICWHO|W|Inferred 
computationally without human 
oversight],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
tcgaccatctgatttcattagtatcttgaaaatcgggtaattacgacgctaaattaa
tgcAagaataaaaaacagaggaac 
>ECK120010530_nlpDp1_reverse_2868829_[TIM|S|Transcription 
initiation mapping]_Strong 
gtgaggaaatacctggatttttcctggttattttgccgcaggtcagcgtatcgtgaa
catCttttccagtgttcagtaggg 
>ECK120010531_nlpDp2_reverse_2868782_[TIM|S|Transcription 
initiation mapping]_Strong 
gtatcgtgaacatcttttccagtgttcagtagggtgccttgcacggtaattatgtca
ctgGttattaaccaatttttcctg 
>ECK120015394_nohAp_reverse_1636603_[AIPP|W|Automated 
inference of promoter position]_Weak 
cataattgattatttgacgtggtttgatggcctccacgcacgttgtgatatgtagat
gatAatcattatcactttacgggt 
>ECK120010138_nrdAp_forward_2344755_[TIM|S|Transcription 
initiation mapping]_Strong 
ttcctgagttatccacaaagttatgcacttgcaagagggtcattttcacactatctt
gcaGtgaatcccaaacataccccc 
>ECK120010044_nrdDp_reverse_4462838_[TIM|S|Transcription 
initiation mapping]_Strong 
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caaaaaaagctcaaacatccttgatgcaaagcactatatatagactttaaaatgcgt
cccAacccaatatgttgtattaat 
>ECK120009855_nrdHp_forward_2800656_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
ccactatttgctatatattgtgtggttgaatcttttttcaactacatctagtatctc
tgtAtcaacagagagacaacccga 
>ECK120033028_nrdRp_forward_432977_[HIPP|W|Human inference 
of promoter position],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
ctttatctcaaaagcgttgcgcctttgttgtatcgtcagttcagggtaaaatagatt
tccGttaaccacctggtcaggacg 
>ECK120010250_nrfAp_forward_4287671_[TIM|S|Transcription 
initiation mapping],[IMP|W|Inferred from mutant 
phenotype]_Strong 
atgcacttacaattgattaaagacaacattcacagtgtggttatttgttacacatag
gggCgagcaatgtcatgacagtgt 
>ECK120015433_nudBp_reverse_1948674_[HIPP|W|Human 
inference of promoter position]_Weak 
cgaaatcattcgcgttgcatcgaggcggcaactgagtgaactcccatgagcatagat
aacTatgtgaatgggatgagcgaa 
>ECK125137985_nudCp2_forward_4196719_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtttagcctcatgtacgattctttgccaggcttaatgccaaccagattgtagtaagc
cacGagcagatgcttacgtacatg 
>ECK125137759_nudEp6_reverse_3526246_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcaaattcctggagttatttcaacctattgacttttaatttgatttgaggacgatta
tttAttaagttacataaatgtaaa 
>ECK125137308_nudIp3_forward_2364525_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tatcatcgcaaaagagattactgtcactttcacatatttgtgagttaccgtattctc
atgGtttctttttatttataagga 
>ECK120010535_nuoAp2_reverse_2405162_[TIM|S|Transcription 
initiation mapping]_Strong 
atagaaaggagtaaaaaaccacatcaattagctgtataaaagaatttctacagtgat
tgtAaggttttttttattcctccc 
>ECK125137331_nuoNp1_reverse_2391717_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ccgttatctctacctttgggctggtctttgcatctgtttattcgctggcgatgttac
atcGcgcttacttcggtaaagcga 
>ECK120010207_nupCp_forward_2513009_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
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initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
acgtcattatagtgtgtgtcagatctcgttttccttaaccatgttacatagaatgtg
cacGgaaatttaacctgcctcata 
>ECK120010192_nupGp_forward_3105651_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
tttgcaattatttgccacaggtaacaaaaaaccagtccgcgaagttgatagaatccc
atcAtctcgcacggtcaaatgtgc 
>ECK125137231_ogrKp5_reverse_2167548_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgagtgatgtttttattttatctgtttgttttgtaagggtaaattaactaaaatggc
accAtcaacaaaaccggaagaggt 
>ECK120032971_ohsCp_forward_2700518_[TIM|S|Transcription 
initiation mapping]_Strong 
ttttatgctaaagattgcaagttgcttgtaaaagataagtacactgatccataatcg
ctgTtgttgagggtgcatgctgca 
>ECK120010139_ompAp1_reverse_1020191_[TIM|S|Transcription 
initiation mapping]_Strong 
tttttttcatatgcctgacggagttcacacttgtaagttttcaactacgttgtagac
tttAcatcgccaggggtgctcggc 
>ECK120010140_ompCp1_reverse_2312830_[TIM|S|Transcription 
initiation mapping],[HTTIM|S|High-throughput transcription 
initiation mapping]_Strong 
cttaaaagttttagtatcatattcgtgttggattattctgcatttttggggagaatg
gacTtgccgactgattaatgaggg 
>ECK125136907_ompNp4_reverse_1436984_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cttattatcatttcagaggaattatttgattaaggttttacttaaggcgtaacaaat
gatAtttatcggctaactgaactt 
>ECK125136908_ompNp6_reverse_1437058_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcgcagaataacgtatagcaaattaaaagtataatttttattttgtatgtattatct
tcgAtacattcaccagacttatta 
>ECK120010663_ompRp1_reverse_3536707_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
taacgtgatcatatcaacagaatcaataatgtttcgccgaataaattgtatacttaa
gctGctgtttaatatgctttgtaa 
>ECK120010235_ompRp2_reverse_3536685_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
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biological replicates]_Strong 
tcaataatgtttcgccgaataaattgtatacttaagctgctgtttaatatgctttgt
aacAatttaggctgaaattcatac 
>ECK120010664_ompRp3_reverse_3536639_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
atatgctttgtaacaatttaggctgaaattcataccagatttagctggtgacgaacg
tgaGcttttttaagaatacacgct 
>ECK120010665_ompRp4_reverse_3536755_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tcatctcgttgattccctttgtctgtttgataatgcgcacattgggtataacgtgat
catAtcaacagaatcaataatgtt 
>ECK120034941_ompXp1_forward_850209_[TIM|S|Transcription 
initiation mapping]_Strong 
atacccaatgctggttgagcatttgttgaaaaaattttcccccgttttgactaaaat
gcgCcaggattgatggaatcatta 
>ECK125138111_opgBp7_reverse_4599494_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aacatcgcatttttttgacactagaattgcagcaatatggcgacgccattacattgt
gctTctcaaaaagcttaaacgttg 
>ECK125136931_opgDp7_forward_1496682_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tttgctttaaaatctgaccatccgcctttgcaaaaatttgcctgattttacaaacga
atcAggctcatcccatcgacataa 
>ECK125136933_opgDp9_forward_1496776_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttatgcatattctctcagttcaacaattggattattaataaatattgtctagagtga
gcgGtcataaataagcactttctt 
>ECK125138036_ornp5_forward_4391584_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggtcgcccctgatgggcaaaacatctatgatacacgcaattgtggatcaatatagtc
actGtgaatgggtggaaaatagca 
>ECK120010476_osmBp2_reverse_1343369_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
gcgcgagcagatttcacggaataatttcaccagacttattcttagctattatagtta
tagAgagcttacttccgtgaatca 
>ECK120010488_osmCp1_forward_1556596_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
gccggattttattcggaatatcctgcttatcctcgtgctgtttctcacgtagtctat
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aatTtcctttttaagcccacagga 
>ECK120010487_osmEp_reverse_1822283_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
aagcggagccgtttcgttcacgggcttgaaaaagcgcccaatgtattccaggcttat
ctaAcacgctgataaacaagagga 
>ECK120010473_osmYp_forward_4611153_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
ttgcttatgttttcgctgatatcccgagcggtttcaaaattgtgatctatatttaac
aaaGtgatgacatttctgacggcg 
>ECK125109032_oxySp_reverse_4158394_[HIPP|W|Human 
inference of promoter position]_Weak 
taggtagaatagcaatgaacgattatccctatcaagcattctgactgataattgctc
acaGaaacggagcggcacctcttt 
>ECK120010709_paaAp_forward_1453865_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
atccgtcacagttcaaacatacaaaatttgtgattttacttaactattgtgtaactt
tcaTaaaacaatgtgattcgtgtt 
>ECK120010753_paaXp_forward_1463509_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
ggccctggtggggtaaagcgccagggccagaagtcgatacgacctgtgctatgattc
ataAatcacaacaataacaacaga 
>ECK120010393_pabAp1_reverse_3490851_[TIM|S|Transcription 
initiation mapping],[IMP|W|Inferred from mutant 
phenotype]_Strong 
ctgcagatgatatttagcaaagtggtaagcgaagccggggaatctgagtaaaatagc
gcgGttcttttgtaccggagccgc 
>ECK120034550_panBp_reverse_149630_[HIPP|W|Human inference 
of promoter position],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
tggcagtgctgctacggataaatcattgcccccaccaatgtgactgataaaatgcca
gacAgcacaacatcaatttatcag 
>ECK125136374_panCp4_reverse_148910_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agatcctcgtgatgcacgacgcctttggtattaccggcggtcacattcctaaattcg
ctaAaaatttcctcgccgaaacgg 
>ECK125203426_panDp2_reverse_146754_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
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enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
gctgacgcaaatgccgtcagatgagtagacactaaacaaaaatcgggcaatactgcg
tgaGaatttcctcaaagcaggcat 
>ECK125137596_parCp4_reverse_3166030_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cacgtccggcggcgctattcacgttgatctcctgtgactcgacgcggcagataatgt
agtAtctccggcaatattgcccct 
>ECK125137253_pbpGp5_reverse_2225066_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgctggcgattggcgtgctggtactggaagtgctgctcgccctaaccgttatactat
gggGctacggttatcgtttgttct 
>ECK125137254_pbpGp7_reverse_2224941_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcagcatttcctcacgattctcctttgacgatcgcactttttgctcgttatgatggc
gtcGctagcctcagtaaatcctta 
>ECK120010202_pckp_forward_3532679_[IDA|S|Inferred from 
direct assay],[HIPP|W|Human inference of promoter 
position],[IMP|W|Inferred from mutant phenotype]_Strong 
gatttaaccttttgagaacattttccacacctaaaatgctatttctgcgataatagc
aacCgtttcgtgacaggaatcacg 
>ECK120016348_pcnBp1_reverse_159151_[TIM|S|Transcription 
initiation mapping]_Strong 
caacattctcaaatgcgtcatgctgagctatgattagccgctatttttttgtcctga
atgAtgtttgacactaccgaggtg 
>ECK120016349_pcnBp2_reverse_159195_[TIM|S|Transcription 
initiation mapping]_Strong 
aaactggcggcttaccgccgtgcccgagtcggcaattgtaaattcaacattctcaaa
tgcGtcatgctgagctatgattag 
>ECK120009927_pcnBp3_reverse_159171_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
cgagtcggcaattgtaaattcaacattctcaaatgcgtcatgctgagctatgattag
ccgCtatttttttgtcctgaatga 
>ECK120010280_pdhRp_forward_122034_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping],[HTTIM|S|High-throughput transcription initiation 
mapping],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
ttcatgatttcaatcaaaacctgtatggacataaggtgaatactttgttactttagc
gtcAcagacatgaaattggtaaga 
>ECK120049221_pepAp2_reverse_4486112_[TIM|S|Transcription 
initiation mapping]_Strong 



20
0		

gtttcatggcttaaacgtcatttattctcttgagtcgtcgaaatcgtcgctaagata
attAtactcaacggattcacctct 
>ECK120026311_pepDp3_reverse_255737_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
cctgtcttgtgttgacaacattttctgctaaccctgtgacctgcaatactgttttgc
gggTgatcgacaaggagacttaac 
>ECK125109852_pfkAp1_forward_4107522_[HTTIM|S|High-throug
hput transcription initiation mapping]_Strong 
tactatttgcacattcgttggatcacttcgatgtgcaagaagacttccggcaacaga
tttCattttgcattccaaagttca 
>ECK120010770_pfkAp2_forward_4107474_[HIPP|W|Human 
inference of promoter position],[HTTIM|S|High-throughput 
transcription initiation mapping],[RS-EPT-CBR|S|RNA-seq 
using two enrichment strategies for primary transcripts and 
consistent biological replicates]_Strong 
accgccatttggcctgacctgaatcaattcagcaggaagtgattgttatactatttg
cacAttcgttggatcacttcgatg 
>ECK125199579_pflAp_reverse_951154_[TIM|S|Transcription 
initiation mapping]_Strong 
gggccttttttagcgcgagagccttttttgtcagctatctatactttaaggtgactg
ccaAaacagactcgacgtagcctt 
>ECK125136684_pflAp8_reverse_951228_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcactcaatctatgtaattagatttgactgaaatcgtacagtaaaaagcgtacaata
aagGctccacgaaagtggggcctt 
>ECK125137981_pflDp3_forward_4143953_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgctgacgccattatgagcaaaattgaagctcacctggcgcaaaccgcttaagttct
tctCccgctcgcaagggcgggttc 
>ECK120010649_pgip_forward_4233722_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping],[HTTIM|S|High-throughput transcription initiation 
mapping]_Strong 
acattacgctaacggcactaaaaccatcacatttttctgtgactggcgctacaatct
tccAaagtcacaattctcaaaatc 
>ECK120015412_pgkp1_reverse_3072857_[TIM|S|Transcription 
initiation mapping],[IMP|W|Inferred from mutant 
phenotype]_Strong 
gaagtcaacctgttgctgcaaaaagcagcacaaggtgcatttcatggtatagttgac
tatAcggaattgccgttggtctct 
>ECK125109854_pgkp3_reverse_3072735_[HTTIM|S|High-through
put transcription initiation mapping],[RS-EPT-CBR|S|RNA-seq 
using two enrichment strategies for primary transcripts and 
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consistent biological replicates]_Strong 
cacccaaacccgggtcagtggcgcacacctgatcaaaacgttggtctggtgcgataa
cgaAtggggctttgctaaccgaat 
>ECK125165943_pgpBp_forward_1339309_[TIM|S|Transcription 
initiation mapping]_Strong 
cggaatggcacaaatctgtcaatttttcctggaactggcgttttcagttatgattgt
gggActtatcaaaaaggagaggcc 
>ECK125136859_pgpBp4_forward_1339235_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aatgctggttctgtattggcttattttgccataacgagaaggggttcacctaatcac
gacGcgtcgatcgttcacggaatg 
>ECK125136861_pgpBp6_forward_1339162_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atcaggaaatcgccccatggggttggcagtttggcttctgccacacgtttaagctgc
atgAaattctccagataatgctgg 
>ECK120010366_pheLp_forward_2737579_[TIM|S|Transcription 
initiation mapping]_Strong 
aacgcgccttcgggcgcgttttttgttgacagcgtgaaaacagtacgggtactgtac
taaAgtcacttaaggaaacaaaca 
>ECK120015419_phePp_forward_601929_[TIM|S|Transcription 
initiation mapping]_Strong 
cccgtttaaccgtgtggattgtgtcttgcgacgatgggcactaaatgttaaaaggtg
cccCtcaacaaaaaagacacacag 
>ECK120010617_pheUp_reverse_4362627__ 
aatcgcttttactgaaattaggttgacgagatgtgcagattacggtttaatgcgccc
cgtTgcccggatagctcagtcggt 
>ECK120010598_pheVp_forward_3110365__ 
gcagtaaattgaagaaatttgattgacgagacgaggcgaatcaggtttaatgcgccc
cgtTgcccggatagctcagtcggt 
>ECK120010252_phnCp_reverse_4325206_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
atcgaattcccgttaactcttcatctgttagtcacttttaattaaccaaatcgtcac
aatAatccgccacgatggagccac 
>ECK120011010_phoAp_forward_401707_[HIPP|W|Human inference 
of promoter position],[NTAS|W|Non-traceable author 
statement]_Weak 
aaagttaatcttttcaacagctgtcataaagttgtcacggccgagacttatagtcgc
tttGtttttattttttaatgtatt 
>ECK120011011_phoBp_forward_417101_[HIPP|W|Human inference 
of promoter position],[NTAS|W|Non-traceable author 
statement]_Weak 
tgaagatatgtgcgacgagcttttcataaatctgtcataaatctgacgcataatgac
gtcGcattaatgatcgcaacctat 
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>ECK120011028_phoEp_reverse_260158_[TIM|S|Transcription 
initiation mapping]_Strong 
ttttaagaatattattaatctgtaatatatctttaacaatctcaggttaaaaacttt
cctGttttcaacgggactctcccg 
>ECK120010317_phoHp1_forward_1084865_[TIM|S|Transcription 
initiation mapping]_Strong 
gcacacagcttttttcatcactgtcatcactctgtcatctttccagtagaaactaat
gtcActgaaatggtgttttatagt 
>ECK125134711_phoUp_reverse_3907665_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[IMP|W|Inferred from mutant 
phenotype]_Strong 
ggctgcgcgttgttccgaccacacggcgtttatgtacctgggcgaattgattgagtt
cagCaacacggacgatctgttcac 
>ECK125137910_phoUp2_reverse_3907646_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cacacggcgtttatgtacctgggcgaattgattgagttcagcaacacggacgatctg
ttcAccaagccagcgaagaaacaa 
>ECK125136796_pinEp1_forward_1209527_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
caatttatttgtcggataagcctttgccagttccgggtattcttcagcagaaaaagc
ggcAccattgcatttcagccagcc 
>ECK120029525_pitBp_reverse_3136403_[HIPP|W|Human 
inference of promoter position]_Weak 
tatcgttaaaaaatgatatttcactttgcccatgccgttaaagtcactgataatgcg
tccGttcgtaaattcaaaatggcg 
>ECK125140844_pkap_forward_2719931_[TASES|W|Traceable 
author statement to experimental 
support],[HTTIM|S|High-throughput transcription initiation 
mapping]_Strong 
aaaacgcaacatctgggtagcatcacagcagaacagttagaaagcgtttaaaatcat
tcgGtcacttctgcgggagaccgg 
>ECK120049219_pldAp_forward_4004814_[HIPP|W|Human 
inference of promoter position]_Weak 
ggtttctactttaggaagggataactaacggctatggagttaagtatgtaaaatagc
ccgCagaaaaatattcaccttatc 
>ECK125137932_pldBp4_forward_4009023_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgagcgaggtggtcatagtgttgattgcaccagagcctggcgacaggcttaaaatga
tcgAtgtcagcaggtaggcaaacc 
>ECK125203411_plsXp_forward_1147577_[TIM|S|Transcription 
initiation mapping],[ICWHO|W|Inferred computationally 
without human oversight]_Strong 
ggccgcaaggtcatcgctaagtaatcacgcatctgcgtgatgaagcttagtgaggat
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tttCcccaggcaactggggaaaga 
>ECK125137312_pmrDp3_reverse_2373574_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcacttctcatttctgccattccattgccgttgataaagagtttatctgttaatctg
taaAttgatgtgaaaactcttagc 
>ECK120011045_pncBp_reverse_990414_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
aaaggtggcatatggtgtgatcggggttcaataaattgcgaaacaaggtatactcca
gcaGttcctgaagatgtttattgt 
>ECK120010385_pnpp_reverse_3311326_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
gagtggccccttttttcaagctgacggcagcaattcactggaaactaatgtattgtt
gctAtgaatgatcttccgttgcag 
>ECK120010629_pntAp_reverse_1677975_[HIPP|W|Human 
inference of promoter position]_Weak 
attttcagtacgttatagggcgtttgttactaatttattttaacggagtaacattta
gctCgtacatgagcagcttgtgtg 
>ECK120015389_polBp_reverse_65803_[AIPP|W|Automated 
inference of promoter position]_Weak 
gggcagtaatgactgtataaaaccacagccaatcaaacgaaaccaggctatactcaa
gccTggttttttgatggattttca 
>ECK125136772_potDp5_reverse_1182848_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tggtgctgtcgctggtgatggttattgccagccagcttattgctcgtgataaaacga
aagGtaacacaggggacgttaaat 
>ECK125095184_ppdDp_reverse_117705_[AIPP|W|Automated 
inference of promoter position]_Weak 
tgcgttttcgctaatagttgacagatttatccgctccatcgcgggcggataatctcc
cctTccccaactttcttcgtaacg 
>ECK125137467_pphBp1_forward_2859737_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gctatcgggaatattaacgacaactgacgaataaaataaaaacaccctgtataatag
gaaAgcttattttacagggtaaaa 
>ECK120010560_ppiAp1_reverse_3492335_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
agatacgtaaaattaggtaaagggatggccttgttcttgaaggctatttagaatctc
ttcActtgctttttttctgctctg 
>ECK120010561_ppiAp2_reverse_3492395_[HIPP|W|Human 
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inference of promoter position]_Weak 
cattttaagaggtgattttgatcacggaataaaaagtgatcgtcaggttacatatat
ttcAgatacgtaaaattaggtaaa 
>ECK120010562_ppiAp3_reverse_3492430_[HIPP|W|Human 
inference of promoter position]_Weak 
gtttaaatgttttattgcaatcggttgctaaattgcattttaagaggtgattttgat
cacGgaataaaaagtgatcgtcag 
>ECK120010563_ppiAp4_reverse_3492449_[HIPP|W|Human 
inference of promoter position]_Weak 
ttaggtgattttgtgatctgtttaaatgttttattgcaatcggttgctaaattgcat
tttAagaggtgattttgatcacgg 
>ECK120010558_ppiDp2_forward_461819_[TIM|S|Transcription 
initiation mapping]_Strong 
ggcgcatctactgatgtgccttttttatttgtattcggtgactttctgcgtcttgtg
ggcTgacaattgcccccgtttctt 
>ECK125137058_ppsRp6_forward_1787383_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gctgttttcataaaaaataaaattgaaggttcattttataaaccagacataacgttc
tacGcttctgtgcgtttttaattt 
>ECK125137059_ppsRp8_forward_1787351_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
catcggtataaacgaaaccataaaaatgaaatgctgttttcataaaaaataaaattg
aagGttcattttataaaccagaca 
>ECK120010220_ppsp_reverse_1787161_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
tatatttgcttgaacgattcaccgtttttttcatccggttaaatatgcaaagataaa
tgcGcagaaatgtgtttctcaaac 
>ECK125136955_pptAp6_forward_1532867_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aattattttcagggatacggcacattgctattaatattttgacgaatgataaggtat
tcaAggcagggttaagacgtaaga 
>ECK120010681_pqiAp1_forward_1011666_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
ccgcggcaaaagcagaaactgtaaaacgcagcagtagcaaactaagctataaattgc
agcGcgaactggagcagctaccgc 
>ECK125138118_prfCp4_forward_4609356_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
actggagcagctcctgtgtaaacactgattgcctcccccccgttgatgggtaaaata
gccGcaatttttcgttttcaacaa 
>ECK125136413_proBp8_forward_260216_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
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aacaggaaagtttttaacctgagattgttaaagatatattacagattaataatattc
ttaAaatgtggtaatttattaaat 
>ECK120010616_proKp_reverse_3708694__ 
aggcattttgctattaagggattgacgagggcgtatctgcgcagtaagatgcgcccc
gcaTtcggtgattggcgcagcctg 
>ECK120010594_proLp_forward_2286207__ 
atcagttagcgaaatatcttacttgcaatcggtgtggaaaacggtagtattagcagc
cacGagtcggcacgtagcgcagcc 
>ECK120010213_proPp1_forward_4330320_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
tcctaaacgaaatccatgtgtgaagttgatcacaaatttaaacactggtagggtaaa
aagGtcattaactgcccaattcag 
>ECK120010285_proSp_reverse_218837_[TIM|S|Transcription 
initiation mapping]_Strong 
aaccgcgttaaattcacgcccttctcttttgacatttcttttgcactggtaaactaa
atcActtttttttgtcccaggctc 
>ECK120010368_proVp1_forward_2804563_[TIM|S|Transcription 
initiation mapping]_Strong 
taattcccgccaaatagctttttatcacgcaaataatttgtggtgatctacactgat
actCtgttgcattattcgcctgaa 
>ECK120010369_proVp2_forward_2804599_[TIM|S|Transcription 
initiation mapping]_Strong 
tttgtggtgatctacactgatactctgttgcattattcgcctgaaaccacaatattc
aggCgttttttcgctatctttgac 
>ECK120010370_proVp3_forward_2804755_[TIM|S|Transcription 
initiation mapping]_Strong 
ttcatgccacatttgccatcaggggttgcctcagattctcagtatgttagggtagaa
aaaAgtgactatttccattgggta 
>ECK120015167_prpRp_reverse_348471_[HIPP|W|Human inference 
of promoter position]_Weak 
tttcaggcaatgtttcaccgcgtttcattgcaacaattatgaaacaagactaaaccc
aatAttcggtttcttaactttgcg 
>ECK120011046_prsp_reverse_1262177_[TIM|S|Transcription 
initiation mapping]_Strong 
tcgcaagaaaacgttttcgcgaggttgatgcggtgctttcctggctgttagaatacg
cccCgtcgcgcctgactgggacag 
>ECK120009916_psiEp_forward_4240300_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tgaacaaaacatacacaaaaaatatagatctccgtcacatttttgcgttatacagga
agcTcgccactgtgaaggaggtac 
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>ECK120009905_pspFp1_reverse_1367945_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tatctttttgatttataaagatctgattgaagaatcaacagcaacatgccaggatga
gttAgcgaattacactaacaagtg 
>ECK120009907_pspFp3_reverse_1368040_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
caaagcgagaaaaaatacccataatgttgtcctcttgatttctgcgttcaggattgt
cctGctgaactgttaatacaattt 
>ECK125137426_pssAp4_forward_2722578_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcgctagcccgcaagctcgggtttaacgttgatatccagctcgaagaggggatcgtt
gggCttacgctaaatcttgcccag 
>ECK125137427_pssAp6_forward_2722667_[ICWHO|W|Inferred 
computationally without human 
oversight],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
atcatgagtaaggtactggaaatgttgaccacttaatcgggactggtgttattattg
cccGcttatgtcgtctgcattgca 
>ECK120035100_pstBp_reverse_3908447_[HIPP|W|Human 
inference of promoter position]_Weak 
agaggggcgaggggaccgaccgagcgcctttttgactctgtacacggttaacacttt
gccGgatgcggcgtgaacgcctga 
>ECK125134709_pstBp1_reverse_3908556_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[IMP|W|Inferred from mutant 
phenotype]_Strong 
ttaccctgtgcgtactgctgctgaacattctggcgcgcgttgtttttgcgaagaata
aacAcggttgatattgctgacacg 
>ECK125134707_pstCp_reverse_3910542_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[IMP|W|Inferred from mutant 
phenotype]_Strong 
cggggctaaacaggcgaacgacctggattacgccagcctgccggatagtgtagttga
acaGgttcgcgctgcgtggaagac 
>ECK120010253_pstSp_reverse_3911568_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tcataaaactgtcatattccttacatataactgtcacctgtttgtcctattttgctt
ctcGtagccaacaaacaatgcttt 
>ECK120009901_pthp_reverse_1258542_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
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mapping]_Strong 
tatctgcatttgatacgcagttttttgtcaagcggggccgcaaccagtaaactacgc
gccAgttatgtacacactcaggac 
>ECK120010375_ptrAp_reverse_2959011_[TIM|S|Transcription 
initiation mapping]_Strong 
aatcagtcatgagtgctgtataaaaattgcgcaatctatccgcttactttatgatgc
gcaCcagtcacggactgatggtta 
>ECK120009862_ptsGp2_forward_1157626_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
atccgttgaatgagtttttttaaagctcgtaattaatggctaaaacgagtaaagttc
accGccgaaaattgggcggtgaat 
>ECK120010357_ptsHp2_forward_2533601_[TIM|S|Transcription 
initiation mapping]_Strong 
caaagctgaatcgattttatgatttggttcaattcttcctttagcggcataatgttt
aatGacgtacgaaacgtcagcggt 
>ECK120010356_ptsHp4_forward_2533501_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
tcaaactttcgcccctcctggcattgattcagcctgtcggaactggtatttaaccag
actAattattttgatgcgcgaaat 
>ECK120010161_purAp_forward_4404664_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
ggtcatttttgagtgcaaaaagtgctgtaactctgaaaaagcgatggtagaatccat
tttTaagcaaacggtgattttgaa 
>ECK120011012_purCp_reverse_2597781_[TIM|S|Transcription 
initiation mapping]_Strong 
ttagcaagtaaaaatacagggctggaatcatccggcccttttttctgatatgatacg
caaAcgtgtgcgtctgcaggaaaa 
>ECK120010154_purEp_reverse_553142_[TIM|S|Transcription 
initiation mapping],[IMP|W|Inferred from mutant 
phenotype]_Strong 
gctgatttcacagccacgcaaccgttttccttgctctctttccgtgctattctctgt
gccCtctaaagccgagagttgtgc 
>ECK120011013_purHp_reverse_4207627_[TIM|S|Transcription 
initiation mapping]_Strong 
tcaccattgaaagagaaaaattcgcgagcgttgcgcaaacgttttcgttacaatgcg
ggcGaaaaataaggatgccccgtt 
>ECK120011014_purLp_reverse_2695589_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
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enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
gtgattttatttccacgcaaacggtttcgtcagcgcatcagattctttataatgacg
cccGtttcccccccttgggtacac 
>ECK120011015_purMp_forward_2621153_[TIM|S|Transcription 
initiation mapping]_Strong 
tgcaaaaaggttgtgtaaagcagtctcgcaaacgtttgctttccctgttagaattgc
gccGaattttatttttctaccgca 
>ECK120011016_purRp_forward_1737689_[TIM|S|Transcription 
initiation mapping]_Strong 
ataatgataagtgtttttaccacttccccttttcgtcaagatcggccaaaattccac
gctTacactatttgcgtactggcc 
>ECK125137137_purTp3_forward_1930855_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cggttgagaaatcaacatcagcaataaagacacacgcaaacgttttcgtttatactg
cgcGcggaattaatcaggggatat 
>ECK125136834_purUp3_reverse_1288751_[ICWHO|W|Inferred 
computationally without human 
oversight],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
gcaataattgaacgttcgcgatttttgaaagaaaacggtcaatggtactatattgac
ggtAcacgtccgcagtttggtcgc 
>ECK120010662_putAp_reverse_1078925_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
ttgctacgcatgtcacatttaacatggttgcacaaagttgcaacatcatggatattt
cacGataacgttaagttgcacctt 
>ECK120010626_putPp1_forward_1079168_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
gagtgcaacctgatgaaaaatagtgtcgctgagcactaaaatttaatgtaaatggtg
tgtTaaatcgattgtgaataacca 
>ECK120010315_putPp4_forward_1079210_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
ttaatgtaaatggtgtgttaaatcgattgtgaataaccagcgcttccggcaggatac
ggtCgccctggtaaaacataaact 
>ECK120034249_pykAp1_forward_1937544_[HTTIM|S|High-throug
hput transcription initiation 
mapping],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
ttgataagcagttacttaatttaagtgacgatcgctaaaaacgactgtcactgtcct
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aatCttatacgacatccgaatgag 
>ECK120034250_pykAp2_forward_1937494_[HTTIM|S|High-throug
hput transcription initiation 
mapping],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
attcagagataacttgaagcgggtcaaagaagcgctgaaggaatcgcgttttgataa
gcaGttacttaatttaagtgacga 
>ECK120010529_pykFp_forward_1755467_[HIPP|W|Human 
inference of promoter position]_Weak 
atattttttgaaacgctgtttttgttttccttttggattaatttcagcgtataatgc
gcgCcaattgactcttgaatggtt 
>ECK120034238_pykFp1_forward_1755663_[HTTIM|S|High-throug
hput transcription initiation mapping]_Strong 
gcaccaccactttcgtaataccggattcgctttccggcagtgcgcccagaaagcaag
tttCtcccatccttctcaacttaa 
>ECK120011017_pyrCp_reverse_1122643_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
cgcattcgcgccctttatttttcgtgcaaaggaaaacgtttccgcttatcctttgtg
tccGgcaaaaacatcccttcagcc 
>ECK120011018_pyrDp_forward_1004732_[TIM|S|Transcription 
initiation mapping]_Strong 
acgtttgcgttttttttgccgcaggtcaattcccttttggtccgaactcgcacataa
tacGcccccggtttgcacaccggg 
>ECK120010324_pyrFp_forward_1341870_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
gcctgccaggggagaaatcgcaactgttaattttttatttccacgggtagaatgctc
gccGtttacctgtttcgcgccact 
>ECK120009854_pyrHp_forward_191812_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
atcttgtaaattcagctaacccttgtggggctgcgctgaaaagcgacgtacaatgtc
gctAgtattaattcatttcaatcg 
>ECK120016575_qseBp1_forward_3169801_[TIM|S|Transcription 
initiation mapping]_Strong 
agggaaaaaaataaaatttagtgctgtacagagcgcgttacaacacggtttactggc
agcAaatacggttatcgcagggat 
>ECK120016568_qseBp2_forward_3169749_[TIM|S|Transcription 
initiation mapping]_Strong 
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ctttaatgtctgtttccgagcatttaacaagatagtccttaacaacttcttaaggga
aaaAaataaaatttagtgctgtac 
>ECK125137484_queEp7_reverse_2905606_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcggtaattttatattcgttatcattaaaaactaatacagaaaaaataaatataatt
ttgGtgaatgttttgacatgatta 
>ECK125136890_racRp3_reverse_1420244_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctgtgcctaatgcagtaagggtagggattgcctaatgtaatgcgcataggagaatat
taaGcaatgcttagtggtaaagac 
>ECK125136891_racRp4_reverse_1420449_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctggacatctctcggcaggcaattgacgtacccctttgatccattgatttacgcttg
gagGtgatacacctaaaagcctag 
>ECK125137924_rarDp1_reverse_4004227_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
acacaatgaagaacagctttatattgccagtgccaccgccacctatatggtaggttg
aagAcataaaagcaggtaaactgc 
>ECK125137926_rarDp3_reverse_4004258_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcaataaagtcgccgtcgcccgcgttgaattacacaatgaagaacagctttatattg
ccaGtgccaccgccacctatatgg 
>ECK125136412_rayTp8_forward_247624_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgctttcccgatataaaacaacctcattgccaacctttccttttcttcttaccgttg
agaAaaaggagtcgccatgtctga 
>ECK125137316_rbnp4_forward_2381581_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgcagatcttgccattcaatcataatgctctccttttagatgtatgccttatactag
ccgGaatattttttgaaacgtgat 
>ECK120010256_rbsDp_forward_3933322_[TIM|S|Transcription 
initiation mapping]_Strong 
atcacatttccgtaacgtcacgatggttttcccaactcagtcaggattaaactgtgg
gtcAgcgaaacgtttcgctgatgg 
>ECK120032985_rcnAp_forward_2185827_[TIM|S|Transcription 
initiation mapping]_Strong 
tttctgtttatcacggattgtatgagacatggcaacacctggttaacaagaatatga
aaaAtcatagcactattaatctac 
>ECK120032986_rcnRp_reverse_2185903_[TIM|S|Transcription 
initiation mapping]_Strong 
aagaaccaggcgtttccttgctgaagaagagttgtaaattcggtcatgataataatt
cttAgtattaattcggcaatctga 
>ECK120010578_rcsAp_forward_2023836_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
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initiation mapping]_Strong 
ctcactcacatatcgcaacatttactttactttaagacaattccaggcaaattatac
aacActttacgggatagtaagtcc 
>ECK125109864_rcsBp1_forward_2315695_[TIM|S|Transcription 
initiation mapping]_Strong 
gggtgcaacctgtatcacacccgatgaaagattaattagtcaagattatgatatctt
tttAacggataatccgtctaatct 
>ECK125109865_rcsBp2_forward_2315975_[TIM|S|Transcription 
initiation mapping]_Strong 
tattatgcgctctttgtagacacagtaccggatgatgttaagaggctgtatactgaa
gcaGcaaccagtgactttgctgcg 
>ECK125109863_rcsDp_forward_2313452_[TIM|S|Transcription 
initiation mapping]_Strong 
tagagaatcatcaatcaggtaagagtctggaatttcacactgtaccctttatactgc
cctAtcacttcgcgaagttttaac 
>ECK125136827_rdlAp5_forward_1269323_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcgcgagcgtcatatagccgccttgttgtaatgacaacattttgcggctattcttga
attGttctggttcaagattagccc 
>ECK120009856_rdoAp_forward_4042391_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
aagagtaaaagcttgtaagcggcgccaccaaaatcatcgtgaaatgatatccttcgt
catTcgtaatgttttccggatgat 
>ECK120011019_recAp_reverse_2823819_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
cttgtggcaacaatttctacaaaacacttgatactgtatgagcatacagtataattg
cttCaacagaacatattgactatc 
>ECK120016569_recCp_reverse_2962507_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tgccaactggcaggtcaaccgaatgcagacatcgcaggcgggatgtgtcagcatcag
cgtTacgctagtttcacccggggg 
>ECK120015765_recNp_forward_2751759_[HIPP|W|Human 
inference of promoter position]_Weak 
aattattctaattttacgccagcctctttactgtatataaaaccagtttatactgta
cacAataacagtaatggtttttca 
>ECK125137930_recQp2_forward_4005833_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggattaccctctcagagactaaaagcattgcagtttctcgcgcaggcgctgaaaata
gcgCctgtttttatttcaggcaat 
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>ECK120010374_relAp1_reverse_2913829_[TIM|S|Transcription 
initiation mapping],[HTTIM|S|High-throughput transcription 
initiation mapping]_Strong 
gtgttatgcagcaaattataaaactggaacctattcgtatagtttatgtatcctgta
accCtgcaacgctggctcgggata 
>ECK120029520_relAp2_reverse_2914277_[CV(SM/TIM)|C|cross 
validation(SM/TIM)],[TIM|S|Transcription initiation 
mapping],[SM|S|Site mutation],[HTTIM|S|High-throughput 
transcription initiation mapping]_Confirmed 
ttttcgcattctgaaggcctggatctgtatctcgcccccgatagtgagatactcgaa
accGtctctggtgagatgccctgg 
>ECK120030217_relBp_reverse_1645903_[TIM|S|Transcription 
initiation mapping]_Strong 
cgactactttctgacttccttcgtgacttgccctaagcatgttgtagtgcgatactt
gtaAtgacatttgtaattacaaga 
>ECK125137000_remp2_reverse_1644975_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtttttgtttttattttcaacgcgtttgaagttctggacggtgccggaatagaatca
aaaAtacttaagtagcgcgcaggg 
>ECK120010422_repp_forward_3960647_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
cagccaaccggttagcggcttacacgcggtcacattcaaatgcgattctgctacaat
cctCcccccgttcgaagattgagc 
>ECK120009994_rfaDp1_forward_3793939_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
atccttgcacctctatgtaaagggctgaagggattcggatgtgatggtatgattaca
gacAttcgtgtctgagattgtctc 
>ECK125137938_rfaHp4_reverse_4024873_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atttgttaaattagcgtgaactctgacggtataacgcaaaccggggaatataattaa
cttAgcgtaaagcttttgctatcc 
>ECK125137939_rfaHp5_reverse_4024965_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aagaagtcgcgtaaatcgttatatttcatggcgtccattgtagcctcttaatctgcg
cccAttatacggcgttcatctttg 
>ECK125095189_rfaYp_reverse_3801136_[TIM|S|Transcription 
initiation mapping]_Strong 
aactaaaccgtggcacaaatgggcaatttatccatcggtaaaatactataaaatagc
tttAgaaaattccccctggaaaga 
>ECK125137219_rfbXp6_reverse_2109586_[ICWHO|W|Inferred 
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computationally without human oversight]_Weak 
ctttcgccaaaagatgaaaggctctttacgttagatgagcttatcagattaaaatta
attGcatgaatacgaataaattat 
>ECK125137220_rfbXp7_reverse_2109718_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tttttggttctgtctgatatcgctgaatttcaatataaaactacaaactattatcat
cctGaaagcgattgtggaatatgt 
>ECK125137216_rfcp10_reverse_2107283_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tagcagagaagacaaggttatatttggcgggcgtttggccgagtataaatattatga
tatGcatcaagtgatatctgccgc 
>ECK125137217_rfcp11_reverse_2107444_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tataccagaataattgagcataaacattttgactatgttgagacaaagcatacggtt
gttAcaaaagaatatccattagag 
>ECK125137215_rfcp8_reverse_2107234_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tattatgatatgcatcaagtgatatctgccgctctttatcaagtgaaaaatataatg
agtAcggattaatgatctatcttg 
>ECK125095203_rfep_forward_3967800_[AIPP|W|Automated 
inference of promoter position]_Weak 
aatgccgcgctggcgatgttaggaaaattcctggaatttgctggcatgttatgcaat
ttgCatatcaaatggttaattttt 
>ECK120010264_rhaBp_reverse_4097472_[TIM|S|Transcription 
initiation mapping]_Strong 
gcccattttcctgtcagtaacgagaaggtcgcgaattcaggcgctttttagactggt
cgtAatgaaattcagcaggatcac 
>ECK120010141_rhaSp_forward_4097711_[TIM|S|Transcription 
initiation mapping]_Strong 
tacgtggttttccgtcgaaaatttaaggtaagaacctgacctcgtgattactatttc
gccGtgttgacgacatcaggaggc 
>ECK120010258_rhaTp_reverse_4100566_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
atcgacaacggcggcaacaggcgaaaggttaatcgacagcacgatttttacactcat
ctcGtcggagatgtgacgcgacga 
>ECK125137305_rhmAp3_reverse_2358946_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctgcgcgtgaaagcagaaacgttatttgccagcgatgcggcgggattactgacgctg
gcaGcggtggcggtcatcggttcg 
>ECK125137811_rhsBp10_forward_3619113_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
taaataccctatccgaaccttctcttttgtaacgttctaaatatattcctaaaaatc
ttcAattcattgtgaccacaagtt 
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>ECK125137812_rhsBp11_forward_3619003_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcggcgtgcggcacgggcatttgcagtgcttgccgaaggaagattgagtctattatt
gggTcctttggtgaacgatcaaca 
>ECK125137809_rhsBp8_forward_3619178_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
attgtgaccacaagtttttcttcgctttttcgtatgaagatactgtcattaaaataa
tagAaaaggattttacgatgagcg 
>ECK125136518_rhsDp8_forward_523066_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
actaataaaatcataaatcatatgcgttgaatggatattatccatatagtgaatttg
ttgAtgatgaattcatctgtgcta 
>ECK125136645_rhtAp8_reverse_850304_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aacgggccatttcatgtaacagaacgtttccatacaccgctatccatctaaatttaa
atcActttttcagagaactgcgta 
>ECK120010654_ribAp2_reverse_1339234_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tgaaaacgccagttccaggaaaaattgacagatttgtgccattccgtgaacgatcga
cgcGtcgtgattaggtgaacccct 
>ECK125137038_ribCp5_reverse_1743458_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcgagaatcaccgggattgctaatgctaataacagacgcgcttcactgatatacttc
tgcAcgtgaacaccttttatttgt 
>ECK120016956_ribFp_forward_21383_[TIM|S|Transcription 
initiation mapping],[CV(FP/TIM)|C|cross 
validation(FP/TIM)],[CV(FP/RS-EPT-CBR)|C|cross 
validation(FP/RS-EPT-CBR)],[FP|S|Footprinting],[RS-EPT-CB
R|S|RNA-seq using two enrichment strategies for primary 
transcripts and consistent biological replicates]_Confirmed 
ttctgatttcggtactcaatcgccggttaaccttgaccgctgtacaaggtatactcg
gacGattttcactgttttgagcca 
>ECK120010622_rihBp_reverse_2255252_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
gtttatccgctatgagatttctcatatttagcatacgtacgctgttgttaagattca
atcAtcggcccggtcgaattttct 
>ECK120009923_rimKp_forward_891876_[HIPP|W|Human inference 
of promoter position],[IMP|W|Inferred from mutant 
phenotype]_Weak 
ctggagcgatcatatccgccgaacaatcattaaagaaagccgcccatttattctgga
ttaTttgcacaaacagggttgggc 
>ECK120016963_rimPp_reverse_3318175_[HIPP|W|Human 
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inference of promoter position],[TIM|S|Transcription 
initiation mapping],[HTTIM|S|High-throughput transcription 
initiation mapping],[IEP|W|Inferred from expression 
pattern]_Strong 
ttcaaatccggcccccgcaaccactttcccttagagtcctttttcaaatatactgtg
aagActtcggccttcgtagtggga 
>ECK125137115_rlmAp9_reverse_1907086_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tttatcttcgctcctggcgttcggatatttgcccgccgcgtgattcgcgttacactt
gcgGcctttagtatcctgccggag 
>ECK120010506_rlmEp1_reverse_3327760_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
ggtgctgtttttgtttagtactcagattcatcgtattttttgcttacgttgggattg
aaaAcgggtcattctaccgccatc 
>ECK125136642_rlmFp7_forward_842224_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atatttttacaaaataagacaaatcaatgacatgcataatgctgatttttatgatga
attGccataaaccatagccatgtt 
>ECK125136705_rlmIp4_reverse_1030001_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctgctctccttatccttaatggacgcgttgcaaatccatggaaaactccggacaatg
acgCccatttctttgcatcgacag 
>ECK125136577_rlpAp7_reverse_665213_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgtgctgatggctgggttcgggattgtaatgtcaatccacacccacaggaaaatgtt
gtcGaaaagcgtgtaagaggtgcg 
>ECK125136699_rmfp4_forward_1015532_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtaaatataaccgtctccggtatgttgcctgaggcggtttttttgtctctaacgtgc
ggaAaaatttgttcctcttcacat 
>ECK125136700_rmfp5_forward_1015503_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
taaagcgtctaccttaattataaagatttgtaaatataaccgtctccggtatgttgc
ctgAggcggtttttttgtctctaa 
>ECK120010748_rnbp1_reverse_1349129_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
aaccaatgggctgaccgtcattctgttgagcgcgctaccgttcaggcgatacaatgg
ctgAcccgagcacccgatcgcttt 
>ECK120010749_rnbp2_reverse_1348944_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
aatcgcgttgggtgagacatattaaccttgccgcgtcagacagattcgcgtaaaact
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gtcAgccgctctaatggccaccaa 
>ECK120010724_rncp_reverse_2704223_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
atgagataaatctcccgtggctaacgacatcccccgtcgttgtgtatagaatattcc
cccGaagtttaaggttggcacctc 
>ECK120051391_rndp_reverse_1888061_[TIM|S|Transcription 
initiation mapping]_Strong 
aaaaattttgcgacgagaattacgtgacgaagcgcgcggcaaagtggacaataaagc
ctgAgcgttaagtcagtcgtcaga 
>ECK120029521_rnep1_reverse_1144728_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
gggtgataaatggtaaaagtcatcttgctataacaaggcttgcagtggaataatgag
gccGtttccgtgtccatccttgtt 
>ECK120029522_rnep2_reverse_1144762_[TIM|S|Transcription 
initiation mapping]_Strong 
tcaccagcaagaagtgaaaaaactgtgagtaagcgggtgataaatggtaaaagtcat
cttGctataacaaggcttgcagtg 
>ECK120029523_rnep3_reverse_1144873_[TIM|S|Transcription 
initiation mapping]_Strong 
cgattctaattagccaacaggattcgcgccactcatttttctatgcttatatttact
tttGcaccttattacttcactgcg 
>ECK125136561_rnkp6_reverse_644055_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aattccctgaatgtgacgcaaatcacttcaaagagtgagcaacagtcagtatcatca
tgtGagttaaaccctcgccgcctg 
>ECK125109143_rnlAp2_forward_2765894_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
caggtggctaaatttagcaaatcaatacacttcaggggggtattattgtagagtttc
cccAtatgtttctatgggatccag 
>ECK125109144_rnlBp2_forward_2766860_[TIM|S|Transcription 
initiation mapping]_Strong 
tttgcagctactcttagaccggaacagattaacatcatcagcacagcctatactttt
tttAatgtggaacgtcattctctg 
>ECK125137403_rodZp1_reverse_2642932_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gttagccttagtgaatgtgggctttgtcacgagcacacagacggtcttatactgtat
gatAacggttaacttaacggatgt 
>ECK120010026_rpiBp_forward_4313257_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
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tggatggtgagtgtctttaacgctattgcgctgtcagatgtaactctgtaaaacaga
tcaGgaaggcgtaattcatcgatt 
>ECK120011144_rplMp_reverse_3378672_[AIPP|W|Automated 
inference of promoter position]_Weak 
cggactttgtcgtgtgaacctcaacaattgaagacgtttgggtgttcaccaacgtgt
aacTatttattgggtaagctttta 
>ECK125122035_rplUp_reverse_3333516_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
ttcttcgtgtattgactgtagcacttgtcaaaggcgtgcgttttgcgtaatattcgc
gccCtattgtgaatatttatagcg 
>ECK125203431_rplVp_forward_2282440_[AIPP|W|Automated 
inference of promoter position]_Weak 
attacgcggttaatggtagttttgattgatgtataaggcgattgagtatagaatctc
gccCgcttttgcatacgcaaagca 
>ECK125137690_rpmAp4_reverse_3333225_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcggcgtaatcaaagctgaagttgttgctcacggtcgtggcgagaaagttaaaatcg
ttaAgtttcgtcgtcgtaaacact 
>ECK120029428_rpmIp_reverse_1800427_[TIM|S|Transcription 
initiation mapping],[HTTIM|S|High-throughput transcription 
initiation mapping]_Strong 
tagacttagtcgagatcagccctaacgccgagccgccggtttgtcgtataatggatt
acgGcaaattcctctatgaaaaga 
>ECK120010382_rpoDp1_forward_3212473_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[IMP|W|Inferred from mutant 
phenotype]_Strong 
agagcggcgtttctcgccctgttccgcagctaaaacgcacgaccatgcgtatactta
tagGgttgctggtgcaaaatccag 
>ECK120010383_rpoDp2_forward_3212637_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[IMP|W|Inferred from mutant 
phenotype]_Strong 
acttgtctctcccagccaggtctgaccaccgggcaacttttagagcactatcgtggt
acaAataatgctgccacccttgaa 
>ECK120010579_rpoEp2_reverse_2710087_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tgacaaacaaaaacagatgcgttacggaactttacaaaaacgagacactctaaccct
ttgCttgctcaaattgcagctaat 
>ECK120010514_rpoHp1_reverse_3601003_[HIPP|W|Human 
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inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
acggtacaacatttacgccactttacgcctgaataataaaagcgtgttatactcttt
cccTgcaatgggttccgtagcagg 
>ECK120010155_rpoHp4_reverse_3600863_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
tttattcacaagcttgcattgaacttgtggataaaatcacggtctgataaaacagtg
aatGataacctcgttgctcttaag 
>ECK120010581_rpoNp_forward_3344662_[HIPP|W|Human 
inference of promoter position]_Weak 
cgcctacagaaatcttacaagacgaacacgttaagcgtgtataccttggggaagact
tcaGactctgatagggtagaagtt 
>ECK120010533_rpoSp_reverse_2868118_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
gcctgcacaaaattccaccgttgctgttgcgtcgcaaccgacaattacgtattctga
gtcTtcgggtgaacagagtgctaa 
>ECK120048895_rpoZp_forward_3822077_[TAS|W|Traceable 
author statement],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
atgacgctttaatcagcaaattgttggcagactgaacctgatttcagtatcatgccc
agtCatttcttcacctgtggagct 
>ECK120010744_rpsAp1_forward_961717_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
gaacgtgcgcatcgccgcatgctacagttgcaggagaagggctttagtgttaacttt
gagCgccttttggccgagatcaaa 
>ECK120010310_rpsAp3_forward_961859_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tagtgttggattccaccaccttaagcattgagcaagtgattgaaaaagcgctacaat
acgCgcgccagaaattggctctcg 
>ECK120034397_rpsBp_forward_189712_[TIM|S|Transcription 
initiation mapping],[HTTIM|S|High-throughput transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
tgctgtacacagcgccaacaattattggtgtccacgacgtatttgtggtataaagcg
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cgcCggacttccgatccatttcgt 
>ECK120034372_rpsFp_forward_4425025_[HTTIM|S|High-through
put transcription initiation mapping],[RS-EPT-CBR|S|RNA-seq 
using two enrichment strategies for primary transcripts and 
consistent biological replicates]_Strong 
aggggagatttatttcggctctgcccttgagtttagcgaggcatacaagtactataa
cgcGtcatttttcagccgaccttt 
>ECK125137707_rpsIp2_reverse_3378290_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttgaaatcgcggttaaaggcatgttgccaaaaggcccgctgggtcgtgctatgttcc
gtaAactgaaagtttacgcgggta 
>ECK120010391_rpsJp_reverse_3453442_[FP|S|Footprinting]_S
trong 
aggctgtttactttactagcaatacgcttgcgttcggtggttaagtatgtataatgc
gcgGgcttgtcgtagttgacagca 
>ECK120011146_rpsMp2_reverse_3442565_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[HTTIM|S|High-throughput transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
aaggctgattttttcgcatatttttcttgcaaagttgggttgagctggctagattag
ccaGccaatcttttgtatgtctgt 
>ECK120015469_rpsPp_reverse_2746254_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
tttacagcagagttagcaactgttgattgcaattcccgcaaaaatgagtaaaatttt
cggGcttttaatatgacaccggac 
>ECK120010380_rpsUp1_forward_3210646_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[HTTIM|S|High-throughput transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
atgcgggttgatgtaaaactttgttcgcccctggagaaagcctcgtgtatactcctc
accCttataaaagtccctttcaaa 
>ECK120010381_rpsUp2_forward_3210712_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[IMP|W|Inferred from mutant 
phenotype],[HTTIM|S|High-throughput transcription 
initiation mapping]_Strong 
aaagtccctttcaaaaaaggccgcggtgctttacaaagcagcagcaattgcagtaaa
attCcgcaccattttgaaataagc 
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>ECK120010527_rpsUp3_forward_3210735_[HIPP|W|Human 
inference of promoter position],[IMP|W|Inferred from mutant 
phenotype],[HTTIM|S|High-throughput transcription 
initiation mapping]_Strong 
cggtgctttacaaagcagcagcaattgcagtaaaattccgcaccattttgaaataag
ctgGcgttgatgccagcggcaaac 
>ECK120033629_rrsAp2_forward_4035356_[RS-EPT-CBR|S|RNA-se
q using two enrichment strategies for primary transcripts and 
consistent biological replicates]_Strong 
ccggcagagaaagcaaaaataaatgcttgactctgtagcgggaaggcgtattatgca
cacCccgcgccgctgagaaaaagc 
>ECK120009873_rrsDp2_reverse_3428940_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
agagaaaaaaatcctgaaattcagggttgactctgaaagaggaaagcgtaatatacg
ccaCctcgcgacagtgagctgaaa 
>ECK120010769_rsdp2_reverse_4196859_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tcaattatacgatccatagctcttgcactacctttgcatcactggcatgtttaacat
ggtTtttacatttctcactgagca 
>ECK125138035_rsgAp12_reverse_4391566_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aggttgttttcattggcactcatgctattttccacccattcacagtgactatattga
tccAcaattgcgtgtatcatagat 
>ECK125138116_rsmCp3_reverse_4607725_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtcaggggcgcaaatatagcaaattcgtcgataccgcgccaacatatggctataatc
gccGccagtatcaattgaggagca 
>ECK125137555_rsmEp4_forward_3091068_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atcataacccgtatgtgcaacgcgcttgccaggcgcgaaagagctaacctacactag
cggGattctttttgttaaccccta 
>ECK125141558_rsmGp_reverse_3923756_[AIPP|W|Automated 
inference of promoter position]_Weak 
cgtcacgcctgcggccatctccattctgctggtgtggctgaaaaaacagggtatgct
gcgTcgtagcgcataacgcattaa 
>ECK125137282_rsuAp2_reverse_2280545_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
taatagtatgccatggatctttttcccttgagggatgttattagaccgctatactgg
gcaGacaacagttcagattttcgg 
>ECK125137279_rtnp1_forward_2270678_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgttttcattcatcagagaaaatgatgtttccgcgtcttgatccaggctatagtccg
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gtcAttgttatcttttaaatgttg 
>ECK120033698_rutRp2_forward_1074113_[HIPP|W|Human 
inference of promoter position],[FP|S|Footprinting]_Strong 
ccagtttttaaaaagttaatgttattaatctgttaacattacgttatctaaaatatc
tggTaaaaagtggactaaacggtc 
>ECK125137145_ruvBp3_reverse_1945452_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gaccgacgatgctgaacaagaagcggttgccgcgctggtggcgctgggctataaacc
acaAgaagcaagccgcatggtgag 
>ECK120015432_ruvCp_reverse_1947439_[HIPP|W|Human 
inference of promoter position]_Weak 
gtctgatcgatatgctggaagattgcgacgacgtgcaggaagtttaccataacggtg
aaaTctctgatgaggtcgcagcga 
>ECK125140763_rybAp_reverse_853064_[TIM|S|Transcription 
initiation mapping]_Strong 
aaccagagttgcgaaggtacaaaaaattaacgttttagcaatagctatataatatag
cctGtgctatatctgtatgtaatg 
>ECK125137051_rydBp2_reverse_1764924_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gctgaattaaaagaagaaatctactttgcctggcgtctgggcgtgcattgatcctga
cttAatgccgcaagttcgccaaat 
>ECK120030648_rydCp_reverse_1491506_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
agatggacgtatgggcaaggattatggttttatttatcatacaaataaatataatag
gcgCttccgatgtagacccgtatt 
>ECK120032973_ryfDp_reverse_2734295_[TIM|S|Transcription 
initiation mapping]_Strong 
atcgtcgcgacaagaccaccggtcgtatggcaagtttcatttggctgatataaccta
aagAatcaagacgatccggtacgc 
>ECK120009960_ryhBp_reverse_3581016_[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
aatgcatttttttgcaaaaagtgttggacaagtgcgaatgagaatgattattattgt
ctcGcgatcaggaagaccctcgcg 
>ECK120032974_ryjBp_forward_4527977_[TIM|S|Transcription 
initiation mapping]_Strong 
ccacggcctgacgccagtcggtggctttacgttgtgcctgtacccatttaatatcgt
taaTcatccgtcgttgactccatg 
>ECK120033699_safAp_reverse_1584028_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tgcctacagctgtaagaaactccgctcagtactgaagcaccagtcctatttcctctt
ttcTccagcctgttatattaagca 
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>ECK120033029_sbcDp_reverse_416977_[HIPP|W|Human inference 
of promoter position]_Weak 
tattgatttccgtggcgcagaaaaaagcaaatggcacatctgtttgggtataatcgc
gccCatgctttttcgccagggaac 
>ECK120033031_sdaCp_forward_2928035_[AIPP|W|Automated 
inference of promoter position]_Weak 
gcccttaaattctcttttacttttgatttacagagtaaagcgttgggataatctatc
ttcCaagtagattattgtatttga 
>ECK120010170_sdhCp_forward_754958_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
cgacaaactatatgtaggttaattgtaatgattttgtgaacagcctatactgccgcc
aggTctccggaacaccctgcaatc 
>ECK120010305_sdhDp2_forward_755404_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
aggtttcgagcaagcttccgcgattatgggcagcttcttcgtcaaatttatcatgtg
gggCatccttaccgctctggcgta 
>ECK125140840_sdiAp1_reverse_1996917_[TIM|S|Transcription 
initiation mapping]_Strong 
actcattaataacataagagaatgcgatggcttgcaaaagtaattcattgcctgaat
aatAtaaattatatataaatctta 
>ECK125137169_sdiAp2_reverse_1996897_[TIM|S|Transcription 
initiation mapping],[ICWHO|W|Inferred computationally 
without human oversight]_Strong 
aatgcgatggcttgcaaaagtaattcattgcctgaataatataaattatatataaat
cttAtttatgtgatagtttgaatt 
>ECK125140841_sdiAp3_reverse_1996867_[TIM|S|Transcription 
initiation mapping]_Strong 
cctgaataatataaattatatataaatcttatttatgtgatagtttgaattatcatt
ataAatgatactcactctcagggg 
>ECK125203416_secBp_reverse_3784203_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
acagcacattggcggctgtgatgacttgtatgcattggatgcacgtggtggactgga
tccCctgctgaaataacgtgtgaa 
>ECK120034382_secGp1_reverse_3322587_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
gatacaatgcgataaaattgcccttgcgaaggtcattcgctttggttagtattcaca
cccGcttcagtgggaaagattaaa 
>ECK125137867_selBp5_reverse_3759925_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
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agtcattagccgcccgctggcgtgaattgccagtgccggtgattggtcgtatttatg
acgGacgattgtggctggatttac 
>ECK125136519_selUp4_reverse_531358_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
attgagtctggcatggcgcaaatttggcagcggcaaagcggtagaagatattgtgac
cttGtttacccagcgcaggccgga 
>ECK120010267_serAp1_reverse_3058456_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[IMP|W|Inferred from mutant 
phenotype]_Strong 
tcaacatcgcgacgcaaacgttcatattgccgcaatattattttttgatatgttgaa
aggCggatgcaaatccgcacacaa 
>ECK120009926_serAp2_reverse_3058549_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[IMP|W|Inferred from mutant 
phenotype]_Strong 
gtgtcacgcttttaccaggcaattgtcgattgctctaaataaatcctctaaaccagc
ataTtcatccaagaattacctttg 
>ECK120010763_serCp_forward_957595_[TIM|S|Transcription 
initiation mapping]_Strong 
ttactcattgcgatgtgtgtcactgaatgataaaaccgatagccacaggaataatgt
attAcctgtggtcgcaatcgattg 
>ECK120010606_serTp_reverse_1031719_[HIPP|W|Human 
inference of promoter position],[HTTIM|S|High-throughput 
transcription initiation mapping]_Strong 
tttcaggcaaacaaacaaattaggggtttacacgccgcatcgggatgtttatagtgc
gcgTcattccggaagtgtggccga 
>ECK120010610_serUp_reverse_2043562_[HIPP|W|Human 
inference of promoter position]_Weak 
caaaattgcacggacagggactgttaaaatgccaaatttcctggcatcatggcaacc
atcTgaacggagagatgccggagc 
>ECK120010612_serVp_reverse_2818697_[HIPP|W|Human 
inference of promoter position]_Weak 
ataaaagtgtaggaaaaattgtttgacttataagtctcagaaagtaatatgtgcgcc
acgCagcgacgatgagcgataaac 
>ECK120010605_serWp_reverse_926007_[HIPP|W|Human inference 
of promoter position]_Weak 
caataattatcattaaaattcttcttgaccgttttactccaactccctatagtagcg
cccCgttgccacccatgaggtttg 
>ECK120010607_serXp_reverse_1097676_[HIPP|W|Human 
inference of promoter position]_Weak 
gcgattttttcaaaaagtttgttgacctcaggtcatgatttccctaaattagcgccc
gttCcagcaagacaggaacgacaa 
>ECK125137272_setBp2_forward_2263713_[ICWHO|W|Inferred 
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computationally without human oversight]_Weak 
agtttgatgtgctgcacaattttttgccatttttcctaattgctgatgggaaaatcc
gttAtcagcaatttcatttcagca 
>ECK125137273_setBp3_forward_2263836_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
attcgtggcgcttttgatttcgctgtctgtttattttctgacaagcagcgtaaactc
cgcGtcttcctcttccagtgatcg 
>ECK125137889_setCp10_forward_3836768_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcaaatcaacttgttttatttttactatcaaaaatagctcattgccttactataatt
aatAtataaattcggtaattaatt 
>ECK125137890_setCp12_forward_3836877_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttgctggccctataatattgcgctagcattgctttctggttgtatcagcgatactca
aaaAttcttaatacaatactcatt 
>ECK125137891_setCp13_forward_3836838_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggtaattaattcttaacatgcttttactaataatctcaattgctggccctataatat
tgcGctagcattgctttctggttg 
>ECK125136528_sfmAp4_forward_558062_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aatttaccgcttcaggtctatatttgtgttgaatatattttgcgcggaagtattcat
ctaAcggggctctctattttttag 
>ECK125136529_sfmAp6_forward_558166_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agacattcttagaggataaaaaggaatttactactatcagtgtcttaaataaagtaa
tcgGttatatacggatgtggagtc 
>ECK125136530_sfmCp4_forward_558807_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atgaataatcaaaaccacgttgttttgaattatatatcacgtcttataacaaagtaa
tgtAccggttgtctgaagcggtat 
>ECK120010937_sfsAp_reverse_161515_[HIPP|W|Human inference 
of promoter position]_Weak 
accctttacgcctcctcgtttgcccgtggacgcacacgctacacgccgctaaaacgc
tggGcgctaacgcaataacaagga 
>ECK125137691_sfsBp2_forward_3334796_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aacacttattcagctctataacacctgaaaaatagggatgtgcatctttatatattc
tgaAtattcacactctttacagga 
>ECK125137692_sfsBp3_forward_3334855_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aatattcacactctttacaggaactttttagagcaataggccatcaggagtatagtg
atgCtcgacagaagaagtgttctg 
>ECK120030789_sgrRp_reverse_77338_[AIPP|W|Automated 
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inference of promoter position]_Weak 
aactgacgcatggggcacccccttgcttcatcgttaggaattattgacttaatatag
ggaAaataaaattgctgtcttttg 
>ECK125140845_shiAp_forward_2053566_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
ttgccgctaatcagccataaaatcatttgcagatgcgctctgtcgaggtagtctcat
aagGttcgtttatagatcgacggc 
>ECK125137190_shiAp11_forward_2053534_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctgcgctttcatcttccatcgaatttttcatgttgccgctaatcagccataaaatca
tttGcagatgcgctctgtcgaggt 
>ECK120032972_shoBp_reverse_2700291_[TIM|S|Transcription 
initiation mapping]_Strong 
acaccatgccacagaattcccccattgaaacgagtggtgtcgtcaaagctctggtgt
ggaGtgcagcatgcaccctcaata 
>ECK120035119_sibAp_forward_2153311_[TIM|S|Transcription 
initiation mapping]_Strong 
ctcgcaagaacggagagccgtcgattgacactaagggcggagtgacataatttcagg
agtGagggttagggagaggtttcc 
>ECK120035123_sibBp_forward_2153646_[TIM|S|Transcription 
initiation mapping]_Strong 
atcgcagactacaaagcctgcggattgacaatcttatcgtgaaggcatactttcagg
agtGagggtagagcggggtttccc 
>ECK120035120_sibDp_reverse_3194865_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
agggatatgtgttaatgaaaccttcttgacgctgattttttttcaacctaaagtaaa
ggaAcaagggtgagggaggatttc 
>ECK120035121_sibEp_reverse_3195240_[TIM|S|Transcription 
initiation mapping]_Strong 
tctcgcttcgtacatggcaggcctattgacgctgttgttttttcaacctagagtaaa
ggaAcaagggtaagggaggatttc 
>ECK120009971_sixAp_reverse_2456999_[IDA|S|Inferred from 
direct assay],[TIM|S|Transcription initiation 
mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
cgtggggaaagtttttggaaaacaactgcaactgacctgcaataagaaggtcaaagc
tatAtgaatccgcgctgaatggcg 
>ECK120010164_slpp_forward_3653936_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping],[RS-EPT-CBR|S|RNA-seq using two enrichment 
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strategies for primary transcripts and consistent biological 
replicates]_Strong 
tatcaggcatatcacctcagaatcagatgaaaactataaagaaatatctattatggt
tttAatatttgttgataaggatag 
>ECK125137028_slyAp10_reverse_1721014_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aacaccagatcttgtaagggcaatcctgttgcattgagcataaacttcacaaagtag
attCctttacgaccgaatatattg 
>ECK125137029_slyAp13_reverse_1720849_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atacatttgttttagcaatacaattgctgcacactattctaaaagccgcataatatc
ttaGcaagctaattataaggagat 
>ECK125137746_slyDp6_reverse_3478699_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaatgcccggcctgtcaggcgcaggattcaatggcgatgtggcgcgaaaataatatt
gatAttgttgaatgtgttaagtgc 
>ECK125137444_smpBp5_forward_2754767_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tccggctaatctgaggcataacaatttccatcaacaaaaatccaacaaataatatca
tttAtcctgctgtaaaaaaaacgc 
>ECK125137344_smrBp6_forward_2448436_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cagcgcaacatgtcctgaatggtttgcagctcatttactgcttcatcaacgaaaatt
ttaTccacgtattcctccagggca 
>ECK120011020_sodAp_forward_4100759_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
tacgaaaagtacggcattgataatcattttcaatatcatttaattaactataatgaa
ccaActgcttacgcggcattaaca 
>ECK120010327_sodBp_forward_1735323_[TIM|S|Transcription 
initiation mapping],[IMP|W|Inferred from mutant 
phenotype]_Strong 
ttgttacggcaacagggtaagttcatcttttgtctcaccttttaatttgctacccta
tccAtacgcacaataaggctattg 
>ECK120033253_sohAp_forward_3276972_[HIPP|W|Human 
inference of promoter position],[RS-EPT-CBR|S|RNA-seq using 
two enrichment strategies for primary transcripts and 
consistent biological replicates]_Strong 
agcccccacgtccattaataatgcatttgcattaccttagttcaagcttataatttg
agcAgaaaacaggctgtaaaagga 
>ECK120009846_sohBp1_forward_1329284_[HIPP|W|Human 
inference of promoter position]_Weak 
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aaatggatactttgtcatactttcgctgcaataacatctctgcgagacggcttaaca
tgcCtgttgtaaactgtgagccaa 
>ECK120009847_sohBp2_forward_1329301_[HIPP|W|Human 
inference of promoter position],[RS-EPT-CBR|S|RNA-seq using 
two enrichment strategies for primary transcripts and 
consistent biological replicates]_Strong 
tactttcgctgcaataacatctctgcgagacggcttaacatgcctgttgtaaactgt
gagCcaaagcgttgtttaaccaag 
>ECK125229302_sokBp_forward_1492119_[TIM|S|Transcription 
initiation mapping]_Strong 
ggttgtgcttcatagcctttctccttgccggatggcgggtaagaggctaagatctga
attGctaggttcattcgttggcct 
>ECK120010549_soxRp_forward_4277447_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tctgcctcttttcagtgttcagttcgttaattcatctgttggggagtataattcctc
aagTtaacttgaggtaaagcgatt 
>ECK120010254_speAp_reverse_3086048_[HIPP|W|Human 
inference of promoter position]_Weak 
ttctcgtggtttcgccgaactttcacacttacgttcggttatgtgcttaataatgtt
atgAaaaagaaaccggttgcgcag 
>ECK120010427_spfp_forward_4049899_[IMP|W|Inferred from 
mutant phenotype],[HTTIM|S|High-throughput transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
ctgaaaaaaaattacaaaaagtgctttctgaactgaacaaaaaagagtaaagttagt
cgcGtagggtacagaggtaagatg 
>ECK125137084_sppAp6_forward_1848711_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttgatcaatagttcgagtgcatccatttgattaactcctgtcgtgatatttattcac
aaaAttaacacgagagtggatttt 
>ECK120016587_spyp_reverse_1825688_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
acactttcattgttttaccgttgctctgattaattgacgctaaagtcagtaaagtta
atcTcgtcaacacggcacgctact 
>ECK120010196_srlAp_forward_2825791_[TIM|S|Transcription 
initiation mapping]_Strong 
atctttcattttgcgatcaaaataacacttttaaatctttcaatctgattagattag
gttGccgtttggtaataaaacaat 
>ECK125137424_srmBp4_forward_2712876_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cccgagaagcgatatccatacaaacagatgaagattgcagccgtaacgtctataatc
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agcGccccacacagaggtagaaca 
>ECK120010444_ssbp1_forward_4274092_[TIM|S|Transcription 
initiation mapping]_Strong 
aaccgaggtcacaacatagtaaaagcgctattggtaatggtacaatcgcgcgtttac
actTattcagaacgatttttttca 
>ECK120011021_ssbp3_forward_4274011_[TIM|S|Transcription 
initiation mapping]_Strong 
attgacctgaatgaatatacagtattggaatgcattacccggagtgttgtgtaacaa
tgtCtggccaggtttgtttcccgg 
>ECK125162185_ssnAp_forward_3018950_[TIM|S|Transcription 
initiation mapping]_Strong 
gcgctcagttctgtccgtggaacggtaaaccgtacaaagacaaaatcaccgtcttca
gccTggcgcaagactttgataaca 
>ECK125158028_ssrAp_forward_2755586_[TIM|S|Transcription 
initiation mapping]_Strong 
tttaacgataacgccattgaggctggtcatggcgctcataaatctggtatacttacc
tttAcacattggggctgattctgg 
>ECK125137445_ssrAp2_forward_2755507_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
attggctatcacatccgacacaaatgttgccatcccattgcttaatcgaataaaaat
cagGctacatgggtgctaaatctt 
>ECK120034944_ssrSp1_forward_3055974_[TIM|S|Transcription 
initiation mapping],[HTTIM|S|High-throughput transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
cgaaaaaactaaccaaaactttgaatgacacttttcggtttactgtggtagagtaac
cgtGaagacaaaatttctctgaga 
>ECK125136692_ssuBp3_reverse_994141_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tggcgatgaatgcgcgggagtttttgcaaacggacgtggtggtagtcgctattattc
tttAcgccctgctcggcaaactgg 
>ECK120010638_ssuEp_reverse_997563_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
cagaaaaagatacacaaaatttatatttggaattttcttgtctctccgacagactga
ccgAattgttatcaatgttaacaa 
>ECK120010481_stpAp1_reverse_2798536_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
gactgtaaatagattaaattttgtggaaatataataagtgatcgcttacactacgcg
acgAaatactttttttgttttggc 
>ECK120010482_stpAp2_reverse_2798556_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
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initiation mapping]_Strong 
gctgaaataatctcgcgcaggactgtaaatagattaaattttgtggaaatataataa
gtgAtcgcttacactacgcgacga 
>ECK120009938_sufAp_reverse_1764418_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[IMP|W|Inferred from mutant 
phenotype]_Strong 
acggtaaagcccctgcgtttgctgggttgaactgataatcattatcactaacatgct
gttAtacgctgaaagcgatgaagt 
>ECK125137049_sufEp3_reverse_1759481_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cacaaaacaggcttggcgttattgcttttaatctcggtaaacaccacgcctatgatg
ttgGcagttttctcgataattacg 
>ECK120010143_sulAp_reverse_1020947_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[CV(FP/TIM)|C|cross 
validation(FP/TIM)],[FP|S|Footprinting],[HTTIM|S|High-thr
oughput transcription initiation mapping]_Confirmed 
cgaggctctttccgaaaatagggttgatctttgttgtcactggatgtactgtacatc
catAcagtaactcacaggggctgg 
>ECK120033212_surEp2_reverse_2870686_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
gatcgcaataaacggagtttttggttgtcggcagcccgcagtgcgttgtttaatcag
attGttgctgagcgcctcaaaaaa 
>ECK125199580_sutRp_forward_1506150_[TIM|S|Transcription 
initiation mapping]_Strong 
gtgcgttatagcgtacaggcaccgtagcatttgtccgttataacgcacaagtgataa
actTccgttttgccggaggagtcg 
>ECK125203410_sxyp_forward_1021083_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
gtgacgggaaaacataaattaatcttgccccttaagaataagttgcctattttcgta
gttAacggatccgttaatgtgaat 
>ECK120032969_symEp_reverse_4579917_[TAS|W|Traceable 
author statement],[HIPP|W|Human inference of promoter 
position]_Weak 
ttgcccattttattctatttttagctggactttccccatatttactgatgatatata
cagGtatttagcgcggtgcggatg 
>ECK120032970_symRp_forward_4579835_[TAS|W|Traceable 
author statement],[HIPP|W|Human inference of promoter 
position],[TIM|S|Transcription initiation mapping]_Strong 
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atgacggttatttgccggggagacttctgcttcgaacggttgtgcaatagaatgcgt
gtcAgtcataactgctattctcca 
>ECK125138059_tabAp4_forward_4474834_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ataattcacgcgttaaggctagcggaattgattatcttttcgtataacgatagaaat
gaaAcgttgttttaattaaggagt 
>ECK125137504_tasp4_forward_2971569_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gctggccttaagatttttctctttcccttttcccttccctctgccatttttatattc
cttAtgtcgtgattataaaaagga 
>ECK125137937_tatAp1_forward_4021909_[ICWHO|W|Inferred 
computationally without human 
oversight],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
tggcgcaaaacacgctgattttttcatcgctcaaggcgggccgtgtaacgtataatg
cggCtttgtttaatcatcatctac 
>ECK125136567_tatEp3_forward_658871_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tattatgatgtttttttactcggcgcttgattcaccttgttacagattgctattgtg
tgcGcgcgtcgaatgaccgttaat 
>ECK125137658_tdcGp2_reverse_3259826_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgtgtttatcaccgatctgaatgattttgccaccatcaacgaagtctataagcagtt
cttCgatgagcatcaggcgaccta 
>ECK125137659_tdcRp4_forward_3267221_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tttccagagtatcgttattacaattaaatacctttaaatatcaacaagttaaagtat
aaaAatcagcataaaccctgattt 
>ECK125137661_tdcRp6_forward_3267190_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtgcgaccactcacaaattaactttcaatactttccagagtatcgttattacaatta
aatAcctttaaatatcaacaagtt 
>ECK125136838_tdkp8_forward_1293493_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tacccacttctgtgcatactgttgagctgaaaaactgacgaattatgataaactcca
gccAactttatttcatatcattga 
>ECK125136362_thiQp2_reverse_73085_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
acgtccactggcgcaggcgctggcctttgcatgcgtgctgtcgattggtgattttgg
cgtGgtggcgttgttcggtaacga 
>ECK120010236_thrLp_forward_148_[TIM|S|Transcription 
initiation mapping],[IMP|W|Inferred from mutant 
phenotype],[RS-EPT-CBR|S|RNA-seq using two enrichment 
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strategies for primary transcripts and consistent biological 
replicates]_Strong 
gccgtgagtaaattaaaattttattgacttaggtcactaaatactttaaccaatata
ggcAtagcgcacagacagataaaa 
>ECK120010601_thrUp_forward_4175381_[HIPP|W|Human 
inference of promoter position]_Weak 
aaaacaaattatgcaattttttagttgcatgaactcgcatgtctccatagaatgcgc
gctActtgatgccgacttagctca 
>ECK120010587_thrWp_forward_262841_[HIPP|W|Human inference 
of promoter position]_Weak 
gccatttgattcacaaggccattgacgcatcgcccggttagttttaaccttgtccac
cgtGattcacgttcgtgaacatgt 
>ECK125230252_thyAp_reverse_2965254_[TIM|S|Transcription 
initiation mapping]_Strong 
gttgagtttttccgccagcccgacgcgcagtttaccggtgcctgggtgcagtacatc
agcAtggggcaaattctttccatc 
>ECK120027940_tigp_forward_454994_[AIPP|W|Automated 
inference of promoter position],[RS-EPT-CBR|S|RNA-seq using 
two enrichment strategies for primary transcripts and 
consistent biological replicates]_Strong 
acgcgacagcgcgcaataaccgttctcgactcataaaagtgatgccgctataatgcc
gcgTcctatttgaatgctttcggg 
>ECK120010157_tnaCp_forward_3888411_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
cgattcacatttaaacaatttcagaatagacaaaaactctgagtgtaataatgtagc
ctcGtgtcttgcgaggataagtgc 
>ECK125136616_tolBp6_forward_777537_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aacctgaaggtggcgatcccgcactttgtcaggctgcgttggcagcagctaaacttg
cgaAgatcccgaaaccaccaagcc 
>ECK120029860_tomBp1_reverse_480794_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
attgtaatttttcgtaataatgcgatgaaaacctgcaaagagtggcttatagttaag
ctaAcaaacgagagggcaagtcca 
>ECK120010225_tonBp_forward_1311054_[TIM|S|Transcription 
initiation mapping]_Strong 
ttcactgatcctgatcgtcttgccttattgaatatgattgctatttgcatttaaaat
cgaGacctggtttttctactgaaa 
>ECK120010492_topAp2_forward_1330883_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
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position]_Strong 
cgtcaatctggcaatagatttgcttgacattcgaccaaaattccgtcgtgctatagc
gccTgtaggccaagacctgttaac 
>ECK120010493_topAp3_forward_1330848_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[AIPP|W|Automated inference of promoter 
position]_Strong 
cgtatcggattttatcaggtacagtgtgacgctttcgtcaatctggcaatagatttg
cttGacattcgaccaaaattccgt 
>ECK120010494_topAp4_forward_1330818_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[IMP|W|Inferred from mutant 
phenotype],[AIPP|W|Automated inference of promoter 
position],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
aactttggattttgcatgctaataaagttgcgtatcggattttatcaggtacagtgt
gacGctttcgtcaatctggcaata 
>ECK120010495_topAp5_forward_1330789_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
cacgctggtggcaagagcgccttactggcaactttggattttgcatgctaataaagt
tgcGtatcggattttatcaggtac 
>ECK120010262_torCp_forward_1058056_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
gccgtaagccgttcatcctgaccagtgccgctgttcatatttgctcattaagatcgc
ttcActaaaccataattctacagg 
>ECK120010637_torRp_reverse_1057984_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
aatgagcaaatatgaacagcggcactggtcaggatgaacggcttacggcagaatatg
aacAgatatgaacagaatgagtaa 
>ECK125136720_torSp5_reverse_1056182_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaggctttatgctagatgcattccgctttgcgactcaacctttttcacctaaagtgc
accGaccgtgaatttaaccctgac 
>ECK120034354_tpiAp2_reverse_4111569_[HTTIM|S|High-throug
hput transcription initiation 
mapping],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
ggtttgaataaatgacaaaaagcaaagcctttgtgccgatgaatctctatactgttt
cacAgacctgctgccctgcggggc 
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>ECK120020514_tppBp_forward_1712671_[TIM|S|Transcription 
initiation mapping]_Strong 
tatatgtaacagattattacaaaggacttgtctgaaagtgcaagatagtgaacatta
cctGccgtttcccctcccactata 
>ECK125136833_tprp1_reverse_1287188_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
caccatcactttcaaaagtccctgaacttcccaacgaatccgcaattaaatattctg
cccAtgcggggaaggatgagaagc 
>ECK120010683_tpxp_reverse_1388844_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping],[IMP|W|Inferred from mutant phenotype]_Strong 
ctgcggattaagcgcaaatagcgtttgctgtgttattgacagttagcataaactagg
tgtGacgttaactatatgtaaaca 
>ECK120010263_treBp_reverse_4466210_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tcgctgcgtttcgggaacgttcccgtttttaaatttttccgcgcaatatattctgca
gccAaccaaaaatgtcatctgcca 
>ECK120010485_treRp1_reverse_4467271_[TIM|S|Transcription 
initiation mapping]_Strong 
aacgataaaccagactttacccattgctgaatgcacgggtaacgttaggctcaaata
attAaacaacacgttacaggacaa 
>ECK120009933_treRp4_reverse_4467347_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[IMP|W|Inferred from mutant 
phenotype]_Strong 
gcgccgcaaataataaggagaatccaataatattcgtagcatctatggcgatataat
accTgctgacaactaaaccaacga 
>ECK125136897_trkGp1_forward_1423741_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttcataaggaacagtgaagtaagatctaagaggagttaaattttatacagtataatc
ataAtattgcagcaaggtggttat 
>ECK125136898_trkGp7_forward_1423671_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcagcaatacataaccgagcagtgtttaaagtaaaatcttaactacaatatgattca
tttTgatgattgtttcataaggaa 
>ECK125136848_trpAp4_reverse_1317303_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctcccacgccctggcccatgcgttgaaaatgatgcgcgaaaacccggataaagagca
gctActggtggttaacctttccgg 
>ECK120010323_trpCp_reverse_1319944_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
gcaggcggaacaccggaagaaaaccgtgacattttaacacgtttgttacaaggtaaa
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ggcGacgccgcccatgaagcagcc 
>ECK120010144_trpLp_reverse_1323108_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
tggcaaatattctgaaatgagctgttgacaattaatcatcgaactagttaactagta
cgcAagttcacgtaaaaagggtat 
>ECK120011022_trpRp_forward_4632704_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[CV(FP/TIM)|C|cross 
validation(FP/TIM)],[FP|S|Footprinting]_Confirmed 
gccacggaatggggacgtcgttactgatccgcacgtttatgatatgctatcgtactc
tttAgcgagtacaaccgggggagg 
>ECK120026305_trpSp_reverse_3513697_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
ctacggatataactacggcgaggctatcgatctcagccagcctgatgtaatttatca
gtcTataaatgaccttctgcccgc 
>ECK120010423_trxAp1_forward_3965647_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
gcgaagtcggaaaacttctgttctgttaaatgtgttttgctcatagtgtggtagaat
atcAgcttactattgctttacgaa 
>ECK120010424_trxAp2_forward_3965687_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tcatagtgtggtagaatatcagcttactattgctttacgaaagcgtatccggtgaaa
taaAgtcaacctttagttggttaa 
>ECK120009945_trxCp_forward_2718675_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
atcatacctattgaataaaacagattgttgtctggaacaatgtccccgataatatgt
aacAtattagaaacataccggcgt 
>ECK125137624_tsaDp2_reverse_3210628_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tttgtaaagcaccgcggccttttttgaaagggacttttataagggtgaggagtatac
acgAggctttctccaggggcgaac 
>ECK125137625_tsaDp3_reverse_3210568_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aggctttctccaggggcgaacaaagttttacatcaacccgcattggtcctacactgc
gcgGtaataaagcgaggtaaaaca 
>ECK120015954_tsrp1_forward_4591412_[HIPP|W|Human 
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inference of promoter position]_Weak 
aattgaccgctatcctgtagtgatgttgccagagttacgcgcgcgtaaagtaaggta
aatAactgagtggttattttaggg 
>ECK120010294_tsxp1_reverse_432245_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
ttcgggacgattttgtgcgtcccgcaacatctttccccgtcattttgttactctgct
tacAtcacctggattgatagtaaa 
>ECK120010293_tsxp2_reverse_432091_[IHBCE|W|Inferred by a 
human based on computational evidence],[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
aaatgatagaactgtgaaacgaaacatatttttgtgagcaatgatttttataatagg
ctcCtctgtatacgaaatatttag 
>ECK125136885_ttcAp5_reverse_1411985_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
catgaacgacgaacagatagccatgttgaatgcgcggttatcgtagttgcaaagttt
gccCccaatttgccccatttagta 
>ECK125109141_ttdAp_forward_3206424_[HIPP|W|Human 
inference of promoter position]_Weak 
taattacatattcacggtggcaaaaaatataaaaccacatttttagtggtagtttgt
ggcGgtgaatttttccagacaaat 
>ECK120033678_tufAp1_reverse_3471724_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[IEP|W|Inferred from expression 
pattern]_Strong 
tctgcacttcggttcttaccatgacgttgactcctctgaactggcgtttaaactggc
tgcTtctatcgcctttaaagaagg 
>ECK125135013_tufAp2_reverse_3471583_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
ggaagagaacaccggtgacgttatcggtgacttgagccgtcgtcgtggtatgctcaa
aggTcaggaatctgaagttactgg 
>ECK125137801_tusAp7_reverse_3609020_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aattttcacgcaatcgttaacctagtttgcttacggactcacagggcgtaaactagc
gccGtttttttaagtgatgagaag 
>ECK125095202_tynAp_reverse_1451498_[AIPP|W|Automated 
inference of promoter position]_Weak 
atttcactaagttttgtgacgttgtcacattatgcatgatgtgtacatctattttca
gggCatccactgtatgaaaagctg 
>ECK125162184_tynAp1_reverse_1451409_[TIM|S|Transcription 
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initiation mapping]_Strong 
gccaaacaacctggcaggtgcaggcaatcccctttgcatcagtactgataatgtgaa
cctGactaaaccgcccacagagcg 
>ECK125137947_typAp6_forward_4058380_[ICWHO|W|Inferred 
computationally without human 
oversight],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
gtttgcggaggatgtttgtgatcctgttttgtagtgcgattaatccgtgtacaataa
cgcGctatttctaatgcctgaggc 
>ECK120011029_tyrBp_forward_4267082_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[CV(FP/TIM)|C|cross 
validation(FP/TIM)],[CV(FP/RS-EPT-CBR)|C|cross 
validation(FP/RS-EPT-CBR)],[FP|S|Footprinting],[RS-EPT-CB
R|S|RNA-seq using two enrichment strategies for primary 
transcripts and consistent biological replicates]_Confirmed 
ttgccgttcgctcctgaacatccactcgatcttcgccttcttccggtttattgtgtt
ttaAccacctgcccgtaaacctgg 
>ECK120010158_tyrPp1_forward_1989645_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
ttacaccatatgtaacgtcggtttgacgaagcagccgttatgccttaacctgcgccg
cagAtatcactcataaagatcgtc 
>ECK120010145_tyrRp_forward_1386692_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tgtcaatgattgttgacagaaaccttcctgctatccaaatagtgtcatatcatcata
ttaAttgttcttttttcaggtgaa 
>ECK120010608_tyrTp_reverse_1287665_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[CV(FP/TIM)|C|cross 
validation(FP/TIM)],[FP|S|Footprinting],[IMP|W|Inferred 
from mutant phenotype],[HTTIM|S|High-throughput 
transcription initiation mapping]_Confirmed 
cagttcatttttctcaacgtaacactttacagcggcgcgtcatttgatatgatgcgc
cccGcttcccgataagggagcagg 
>ECK120010086_ubiCp_forward_4252443_[HIPP|W|Human 
inference of promoter position]_Weak 
ttttaccacttcatgcgattgttgcgtttttgttgcgtattagatcacttaatttgc
tttAcatctcccgtaaacactttt 
>ECK125137940_ubiDp8_forward_4024809_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cctgtctttcgaggtgttcctgggcacgttgaagttgcccgcgcttgcagtacagta
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aatAccaggattgcataatgactc 
>ECK125137941_ubiDp9_forward_4024970_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agagttcacgctaatttaacaaatttacagcatcgcaaagatgaacgccgtataatg
ggcGcagattaagaggctacaatg 
>ECK125137935_ubiEp2_forward_4018751_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtcggttccggagcagccgaatgatgaagcttatcaacgcgatgatgaatataatca
gcaGtcgcgctagcccattgggag 
>ECK120010190_ubiGp_forward_2339539_[HIPP|W|Human 
inference of promoter position],[RS-EPT-CBR|S|RNA-seq using 
two enrichment strategies for primary transcripts and 
consistent biological replicates]_Strong 
gcgcagtttgaggtaaacctatacgctttattcacatccaatgcctgatatactcgt
ttgTcttgccaattacggagtaga 
>ECK120010197_udpP_forward_4016391_[TIM|S|Transcription 
initiation mapping]_Strong 
atttgcgtcatggtgatgagtatcacgaaaaaatgttaaacccttcggtaaagtgtc
tttTtgcttcttctgactaaaccg 
>ECK125137209_ugdp9_reverse_2099735_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcttatagactaaatttcactgcttaatattaacttaataaatatcagctattctta
taaAgaaaatctgaattgtttttc 
>ECK120010395_ugpBp1_reverse_3592378_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tatcttacaaatgtaacaaaaaagttatttttctgtaattcgagcatgtcatgttac
cccGcgagcataaaacgcgtgaat 
>ECK120010396_ugpBp2_reverse_3592426_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
ttccctcacccacgccgtcaccgccttgtcatctttctgacaccttactatcttaca
aatGtaacaaaaaagttatttttc 
>ECK120010193_uhpTp_reverse_3847198_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
ccaggttttgcctggacgctatctcaggcctgatttgctgctgatttttacaatgca
tgcCtcacgcaggtattcatttca 
>ECK125137019_uidCp5_reverse_1692988_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgcacatcaattgccttagtaccttgcggatttatgctactggcattcgttattatc
tggTtttatccgctcacggataaa 
>ECK125137020_uidCp6_reverse_1693006_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
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gaagttattatgggcatccgcacatcaattgccttagtaccttgcggatttatgcta
ctgGcattcgttattatctggttt 
>ECK120010065_uidRp_reverse_1697075_[AIPP|W|Automated 
inference of promoter position]_Weak 
gccttcgcactattcaacagcaatgataggcgctcacctgacaacgcggtaaactag
ttaTtcacgctaactataatggtt 
>ECK120010067_ulaAp_forward_4419927_[TIM|S|Transcription 
initiation mapping]_Strong 
gcgtcacatttaatcataaataatcttgttgtgattacttttgaaaattagagtgag
tgcAcaacattccgggtgtgtgga 
>ECK120010238_umuDp_forward_1230738_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
gacaaatattgatagcctgaatcagtattgatctgctggcaagaacagactactgta
tatAaaaacagtataacttcaggc 
>ECK120010532_uppp_reverse_2620909_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
ttttgactaaagtcaacgaaaagaatattgccgccttgaagaaaggaggtataatcc
gtcGattttttttgtggctgcccc 
>ECK120010398_uspAp1_forward_3639983_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tttatctaacgagtaagcaaggcggattgacggatcatccgggtcgctataaggtaa
ggaTggtcttaacactgaatcttt 
>ECK125137157_uspCp2_forward_1979598_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tacatatattaaccacttgtttaatgcggagaatcagtacactattttcttataatt
acaTttgaaattatatgatcaccg 
>ECK125137158_uspCp4_forward_1979668_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tatgatcaccgggagtgattgattaattatctttactaataatcagactaatattta
cctGtttgaccgagttgggattgc 
>ECK125137160_uspCp6_forward_1979619_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
taatgcggagaatcagtacactattttcttataattacatttgaaattatatgatca
ccgGgagtgattgattaattatct 
>ECK120011023_uvrAp_reverse_4273936_[TIM|S|Transcription 
initiation mapping]_Strong 
cactccgggtaatgcattccaatactgtatattcattcaggtcaatttgtgtcataa
ttaAccgtttgtgatcgccggtag 
>ECK120048891_uvrBp1_forward_813493_[TIM|S|Transcription 
initiation mapping]_Strong 
actgtttttttatccagtataatttgttggcataattaagtacgacgagtaaaatta
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catAcctgcccgcccaactccttc 
>ECK120011024_uvrBp2_forward_813462_[TIM|S|Transcription 
initiation mapping]_Strong 
ttacgctgtatcagaaatattatggtgatgaactgtttttttatccagtataatttg
ttgGcataattaagtacgacgagt 
>ECK120010306_uvrBp3_forward_813152_[TIM|S|Transcription 
initiation mapping]_Strong 
aggggctggagacagttatccactattcctgtggataaccatgtgtattagagttag
aaaAcacgaggcaagcgagagaat 
>ECK120010343_uvrCp3_reverse_1994879_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
gaaaaaacagaaagcccatttgccagtttgtctgaacgtgaattgcagattatgctg
atgAtcaccaagggccagaaggtc 
>ECK120010146_uvrDp1_forward_3997907_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
tactgccgcatctggaaatttcccggttggcatctctgacctcgctgatataatcag
caaAtctgtatatatacccagctt 
>ECK120010344_uvrYp2_reverse_1995406_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
aaaatcgaatacccaccatttttaacgtttcaaagttgcaataaaaaccgctaatat
acgAatgactaactatcagtagcg 
>ECK125134713_uxaBp_reverse_1610720_[TIM|S|Transcription 
initiation mapping]_Strong 
catcaggagttgatcaaaacaggggttcggcgtattaaagtttgctaacctgtcgta
ccaAttcaaacaggttgtatgact 
>ECK120010060_uxaBp2_reverse_1610737_[AIPP|W|Automated 
inference of promoter position]_Weak 
taaaactgctcattaatcatcaggagttgatcaaaacaggggttcggcgtattaaag
tttGctaacctgtcgtaccaattc 
>ECK120010059_uxaCp_reverse_3244857_[AIPP|W|Automated 
inference of promoter position]_Weak 
gcaaggccagtactggcgcggcctgcagcgagatttaccactttgagagtaattttt
ttaActacgtttattgatctaact 
>ECK120010620_uxuAp_forward_4551518_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tgtggttaaccaatttcagaattcgggttgacatgtcttaccaaaaggtagaactta
tacGccatctcatccgatgcaacg 
>ECK120010061_uxuRp_forward_4554458_[AIPP|W|Automated 
inference of promoter position]_Weak 
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actgatatttggttgaccagttttcgtttttttgcccacctgtacgtgccaacttcc
agtGctaatggtatagtttgagat 
>ECK120010450_valSp1_reverse_4483927_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
tctgcgaacaagctttgcagattttgccaccgctttcacagaagtggtagacttcgt
tccTtatgaagattctctgaaaca 
>ECK120010596_valUp_forward_2520924_[HIPP|W|Human 
inference of promoter position]_Weak 
aacaatttctttagaaaatgcgttgactcattttgaactctccctataatgcgactc
cacAcagcgggggtgattagctca 
>ECK120010590_valVp_forward_1746415_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
agcgcagaaaattacgttttgcctcttgccaccttcccactctgccgctaatattcg
tccCcgttgtcacctacaacgttg 
>ECK120015161_waaAp1_forward_3808516_[TIM|S|Transcription 
initiation mapping]_Strong 
ttaagtcaaaaacgggaaaagtaatggtaaagccacagctaaatacatagaatcccc
agcAcatccataagtcagctattt 
>ECK120015162_waaAp2_forward_3808256_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
aggctcaacagctacctgaatactgataacgcacttactttgacgtgctagtgtatc
attTctttcgcagcaatccgaccc 
>ECK120015159_waaQp1_reverse_3808238_[TIM|S|Transcription 
initiation mapping],[HTTIM|S|High-throughput transcription 
initiation mapping]_Strong 
attttgtgtataaaaatcattcgggtcggattgctgcgaaagaaatgatacactagc
acgTcaaagtaagtgcgttatcag 
>ECK125137879_waaUp5_reverse_3799424_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ataatttatcagatgatacagctatttcttacgatgtaattccatttattaaacttc
aagAcatcagtgcagaagaatcaa 
>ECK125137880_waaUp6_reverse_3799496_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
taagtagggatttattcaaaatattgccattttttcgttttatgcatgataatgtaa
aagAtattaatatttataatttat 
>ECK120010257_wzap_reverse_2137583_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
atagccaattaccgaattgttatcttgcctgctattccgttagctgtaacacttcct
cctGcattattggaaagccaatat 



24
1		

>ECK125137223_wzxCp5_reverse_2120337_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcataacgaacagtatcgacagctcattgaaggctacatgctgcgccataaggtgaa
accGggcattaccggctgggcgca 
>ECK125137887_xanPp4_forward_3828919_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aatatttagatgaggatgtggcaaacgtttgcttttctctttcggtcagctaaaatg
cccGctttgctaccacgggattgt 
>ECK125137537_xanQp3_forward_3024260_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcttcggcggcctgtttctctgtttgaacgatgactaaatagtgactgcgaaaatga
gatAagccgttctcaaggcgtcct 
>ECK120010710_xapAp_reverse_2524910_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tattgaatgcgtgagaaaagtgtattggtaagagccgggacaacctcgctataaaaa
ggcGttagattccaccctacagaa 
>ECK120010631_xapRp1_reverse_2522505_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
gtgtttatgtatgtcggatatctggtggtgaaatactttatgccatgataatttaat
acgAtgtatttattatatggagca 
>ECK120010632_xapRp2_reverse_2522563_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tacaatcgtgcgcttgcctattcctgtaccaaatgtattaccgggtatattatccat
tgtGtttatgtatgtcggatatct 
>ECK120010731_xseAp_forward_2634197_[HIPP|W|Human 
inference of promoter position],[RS-EPT-CBR|S|RNA-seq using 
two enrichment strategies for primary transcripts and 
consistent biological replicates]_Strong 
catctacccctttttgcaaaaaatgcttgctatccccgaagggcgggttactatcga
ctgAataacctgctgatttagaat 
>ECK120009912_xseBp_reverse_441373_[HIPP|W|Human inference 
of promoter position]_Weak 
cacatcaccttaccattgcgcgttatttgctatttgccctgagtccgttaccatgac
gggGcgaaaaatattgagagtcag 
>ECK125136346_yaaAp5_reverse_6615_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctgctctcgcctgtggttcataccattgccagtgattatctacgccagcgtaaactc
ggcGtgcgcccggtgtttgatcca 
>ECK125136349_yaaIp2_reverse_11938_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
attttttgtgcttttgcgcagaaatttcgcgatatggcaggacaagacgtaaaattg
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acaGcaattttattcatataaaga 
>ECK125136350_yaaIp3_reverse_11913_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttcgcgatatggcaggacaagacgtaaaattgacagcaattttattcatataaagaa
tgaAtcgcagccaaggcattcatc 
>ECK125136351_yaaIp4_reverse_11825_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgtaataaaaagaaaagattacgtgcctgaatcttctctttatcagcagtaaactag
tggGtattcatccccctacctctt 
>ECK125136347_yaaJp4_reverse_8017_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
caaaacctcatgtatgctacgcagaagttatcaagtacctcgtagcgtatatacttc
ttaAacaattggtaacgtttacac 
>ECK125136344_yaaXp4_forward_5030_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctgcccgccgattttgctgcgttgcgtaaattgatgatgaatcatcagtaaaatcta
ttcAttatctcaatcaggccgggt 
>ECK120015468_yacCp_reverse_136940_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
gacacaatttaatcgacaataatggtcgtcgcctcgctcgcagtgtgctaacgttta
tctTctttaagcccctggtagaag 
>ECK125136370_yadDp3_forward_146898_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgccatgtatcgcctgtaacgaattgatatttctctgaacgctgctcggtaaacaat
aaaGaggtggctgacgatagcgcg 
>ECK125136378_yadNp7_reverse_157055_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctaaccaattgcacttgtgaacttatttttacttaattttgaattaagtaaatttaa
tttGttcaaaagcttctaaagtgc 
>ECK125136379_yadNp8_reverse_157031_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atttttacttaattttgaattaagtaaatttaatttgttcaaaagcttctaaagtgc
acaAtaggcgacctaatgaacaat 
>ECK125136383_yadSp5_reverse_177786_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cacgctcgccacaggcgattgtcattacaggcggaccggaccaaattcctaaaatca
aacAatactggggtgaacagctca 
>ECK125136384_yadSp6_reverse_177700_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cccgttattcctctcacgagtgactggtttgaacgtgcaagcccacgtattatcctc
gctGcacaacagctctgtaatgcg 
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>ECK120010497_yadVp1_reverse_156235_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
ttcaccagttaaattgattgaatgaatatacagggaataataatttctattttatat
tatTccctgttttaattaactcta 
>ECK120010499_yadVp3_reverse_156214_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
atgaatatacagggaataataatttctattttatattattccctgttttaattaact
ctaTcagggatggtttatgttttt 
>ECK125136396_yaeQp6_forward_214195_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgtcagcactctgacttaaccgtggatgcaagtctaagcctacgaagataaactctg
tttCgcaaggtgactataccacac 
>ECK125136394_yaeRp3_forward_211858_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gagtcctaaaaatggcgggataacttgccagagcggcttccgggcgagtaacgtgct
gttAacaaataaaggagacgttat 
>ECK125136409_yafKp6_reverse_245993_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
catgtcgaaccggactggatcctgatttacaaacttaccgataaacttttacgattt
gagAgaactggaactcacgcggcg 
>ECK120033681_yafNp_forward_251969_[TIM|S|Transcription 
initiation mapping],[IEP|W|Inferred from expression 
pattern]_Strong 
ttgcttgacccgcaaatggaaagacaactggtgctgggattatgatgtatactatta
tgtAtattctggtgtgcattatta 
>ECK125136402_yafSp2_forward_234784_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcatcattcaaaacccagatgtaattgtcatcaaaggcgggaatactgttaagattc
ataGattacctctcagtgtgaaac 
>ECK125136403_yafTp4_forward_237235_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcagcttaaatatatttctagagaataaatttatattgattaaatgaatgtatattt
caaAttgattttgtttgttattat 
>ECK125136404_yafTp5_forward_237260_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
taaatttatattgattaaatgaatgtatatttcaaattgattttgtttgttattatt
taaGtgaggtatataattagagtc 
>ECK125136405_yafTp6_forward_237278_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atgaatgtatatttcaaattgattttgtttgttattatttaagtgaggtatataatt
agaGtccgttatcaatgctaaata 
>ECK125136422_yagEp3_forward_282223_[ICWHO|W|Inferred 
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computationally without human oversight]_Weak 
cgcactccctcttcccttccgatttacctctccttgttctgcgtcatagtatgatcg
ttaAataaacgaacgctgttctat 
>ECK125136423_yagEp8_forward_282252_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctccttgttctgcgtcatagtatgatcgttaaataaacgaacgctgttctataatgt
agaAcaaaatgattcagcaaggag 
>ECK125136424_yagGp6_forward_285271_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
acggctttgttgtttttgaaatttattaatttaaacaattagttgagatatatcgtt
ggcGtcacaaaagcaaaataacgt 
>ECK125136425_yagGp7_forward_285350_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtaattcggaaataagatatgaccattgctggttaattgaatagctcattacactcc
attAacacgatgttgtaattcggc 
>ECK125136428_yagIp1_reverse_289192_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gagagggagaacaccggctccatttcattgatttttcatcccgaaaaaggtacgttt
tcgCcttaattccagcgtggacat 
>ECK125136429_yagKp6_reverse_293118_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
caggctggggctaccttcgtctcaaatttagatgttggataggtattatataatggc
attGtgtactcttactacctgtat 
>ECK125136430_yagLp7_reverse_294031_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tatccggttgtttgttggattgatatttaccatgtcaatgaaatggtggttatgctg
ccaGtgctccgcaaaacagatgtt 
>ECK125136431_yagNp3_reverse_295660_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaaaaacaacgttgatatgcgttgattccattaaaaatcaacatattacaaaatatc
atcAactattgatcaagatagatt 
>ECK120030665_yahAp1_forward_332039_[IDA|S|Inferred from 
direct assay],[HTTIM|S|High-throughput transcription 
initiation mapping]_Strong 
ctatgtgtttatgagggagaggtattttcagttgatctggattgttaaattcatata
atgCgcctttgctcatgaatggat 
>ECK120030666_yahAp2_forward_331873_[IDA|S|Inferred from 
direct assay]_Strong 
tttattgaatgttttaaatattgtttttattggcattgctataatattggttatcat
ttgCtgaatggattcagtcttaat 
>ECK125136460_yahCp5_reverse_335068_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atttgtttctttgacccgataccctttcactcaatcaggttttatttctctatagtc
tgcAcatgtaagagtagctttcgt 
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>ECK125136461_yahMp4_forward_345252_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atgcagatgttttgtgaatgtgttggttgacattcatatgaaaaaaatcataattcc
atcAtgtttgtgtggggtcttttc 
>ECK125136481_yaiIp6_forward_405708_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctcactcctgccgtgaaattcattgttttgataatcgctggcagaagcataaacaga
actAtgccggaaggcaaaagcgcg 
>ECK125136465_yaiOp4_reverse_380957_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gataaattaggttgttatatcgggcagcgttcacgccttggcgtacaagttattatt
ttgCctgggcgaattatttccccg 
>ECK125136470_yaiSp12_reverse_384701_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcgaacccacgggtctgaaagcccttgcttttcagttattagcaacatttaacattt
ataAattaacatctggctgcgcca 
>ECK125136472_yaiSp14_reverse_384830_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gaacatattttttaaatgcaattaattgacaaactaaatcacatctaaatacaatgt
ataAaacaaaataactatacatac 
>ECK125136476_yaiVp4_forward_394461_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gttaaatatacctggtaatattcttcactccgaagaaatactggtaatttaatctaa
ataAtgcccgtcaaggatttgacg 
>ECK125136477_yaiYp5_reverse_399460_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgtaattgttaataaatttaacttaaggttgccattttgtgactcacaacgaagatt
cacGcttcgggaatattcccaaca 
>ECK125136478_yaiYp6_reverse_399547_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tacaggcagattcatggcagctccgttaacgaaaaacaacatccttgcatattctgc
aacAaccgtctgtggtgtagacaa 
>ECK125136479_yaiZp6_forward_399444_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tatggcaagtctgacaggtcatttagattgtcaatatcagaatcatggtaaattgat
gttGggaatattcccgaagcgtga 
>ECK125136485_yajDp5_forward_430530_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gccgtaatcaagttcccgttgatgttgaaaatcccggtcagaagatcgggatttttt
ttgAtgtatggagattgcgaaaat 
>ECK125203430_yajGp_reverse_454210_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
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replicates]_Strong 
catgatgaatttacatgccttacccacttcccctcgccgttggcaatgttatgatgg
cggGaatttttaccaaacacgctt 
>ECK125136502_ybaNp6_forward_490873_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gataagacctcaatgaaaatgataattgttatgctaaagtagccactctgtaagctg
acaAcactcaatatgcaacgaatc 
>ECK120034940_ybaOp_forward_468352_[AIPP|W|Automated 
inference of promoter position]_Weak 
tgccgtggtgtttaaaccgcacagaataaattgtcgtgatttcacctttaaaataaa
attAaaagagaaaaaaattctctg 
>ECK125136510_ybaPp3_reverse_508262_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atgcagcaactctgctaactcattgattttcaaatcgagcggttccagatattcata
gagAagaatatctccgggtgtcgt 
>ECK125136513_ybaQp3_forward_508174_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcggtgagggatggcgcaaatggagttggagacttgtttaatgtgtttgtatgattc
agtAtgttcttgcatcgctattca 
>ECK125136493_ybaVp3_forward_463752_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cccagaacaacgcacaaatcgtctttgaagctctgatgagtaacctgcgtaaagagg
cgaAaatcaaaattggcgatgcgc 
>ECK125136516_ybbLp6_forward_515892_[ICWHO|W|Inferred 
computationally without human 
oversight],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
attatacctgattactgaaagagagttcccccttattcctgcgaaggataaactgtt
tttAgtaaaaatcagaaaaaggga 
>ECK125136517_ybbOp4_reverse_519329_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctgaaccattgttaatgcaaatacgtctgcctgcaaactatggtcgccgttataatg
aagCctttagcgccatttacccca 
>ECK125136523_ybcIp5_reverse_556632_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttgcaggtcacagcgtacaggttgttgcctgatccctttcccggcctgtatcaacag
gccGgttctcttttcagacttttg 
>ECK125136524_ybcJp3_reverse_556967_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaagttgtgggcgacgtcgtgtttgaagacgcggctaaacgcgcctcatacattacg
cctGttcccggcggcgttggcccg 
>ECK125136525_ybcJp4_reverse_556891_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
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gcccgatgacggttgccacgctgattgaaaacacgctacaggcgtgcgttgaatatc
atgAtccacaggatgagtaacatg 
>ECK125136527_ybcJp7_reverse_557025_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctggatcaaagaaggcgcaattgtgattgatgtcggcatcaaccgtctggaaaatgg
caaAgttgtgggcgacgtcgtgtt 
>ECK125136535_ybcKp5_forward_568810_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgctttcaagattatggcgtaagaaaattgcaatacgattattgttgtatattcaag
ataAtgtgaccttaattgtctttt 
>ECK125136536_ybcKp7_forward_568751_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttatatgagcctcgttttatgctttttgttaatgtctttattttttatgtattcttt
tgtGctttcaagattatggcgtaa 
>ECK125136537_ybcLp2_forward_570847_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgggggtacaattgtgattgcttttgcatgaacattgcgcctttatgcataatgaga
taaAggaatatcaaataaaataac 
>ECK125136539_ybcNp5_forward_572319_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttaagaaggagcaattctatcgattttgattttgggaaatcaacacggcataattat
gtcAccggagcctgaacaactccg 
>ECK125136544_ybcWp7_forward_579844_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gatgtatgtaaggccaacgtgctcaaaccttcatacagaaagatttgaagtaatatt
ttaAccgctagatgaagagcaagc 
>ECK125136557_ybdHp7_reverse_633524_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tttattgtacctgacgaagttgcgtgttgaaggcactataacacgatgctagtattt
ggcAatcaagacgtttagatgtct 
>ECK125136547_ybdJp2_reverse_606405_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctaacggaagataccttgcgattgctggaaaaaatcgccccttccgcacataaaatt
ggtGcatcgagcgcgattgaggcc 
>ECK125136549_ybdJp4_reverse_606223_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gatctgggccggtgactaagccgggaattgccttacagaagaatatccctgacaatg
gtgTtttaacttacatttaacaat 
>ECK125095188_ybdNp_reverse_636686_[AIPP|W|Automated 
inference of promoter position]_Weak 
atttattgaccgtctaaatgagagtttttgatatataactacagacagctactataa
cttTcatctatttattcacagcgc 
>ECK125136560_ybdRp6_forward_641922_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
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atacataaccctttctccctgttaatcatgaacaaatcattcgccatgattataata
tttAtccctgatatttgtctggtt 
>ECK125136568_ybeFp4_reverse_661460_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gccttgctccgtaactcaccccattgattaacctattgaaatagttgattatggtga
gcaAaagcgttccgttccaattag 
>ECK125136569_ybeFp5_reverse_661545_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtcattactcataatatctgctaatgctttacatctccttcgcgtttgtatattttc
tttAtcacttgcagaaatgcggtg 
>ECK125136571_ybeFp7_reverse_661386_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
caattagacataagattattgtaattttttaaatattatttttccatgaataaaatt
ggaGtaagtgcgtggatagtaata 
>ECK125136584_ybeQp11_reverse_676700_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tccatcggagtggaaagtgcaaacaatattttttgcgactccatgtccatataattt
atcCttaaatattcattaaatgaa 
>ECK125136585_ybeQp12_reverse_676611_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcattgcgaggctcgtttatttatacttttctgacgcgacataatacgcataaaata
aggCttacgcaaaaatggaacaca 
>ECK125136581_ybeQp5_reverse_676572_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cataatacgcataaaataaggcttacgcaaaaatggaacacataaaaatataatatg
tttTatctgcaaccataaggaaat 
>ECK125136582_ybeQp8_reverse_676639_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttaaatattcattaaatgaatattagccgcattgcgaggctcgtttatttatacttt
tctGacgcgacataatacgcataa 
>ECK125136586_ybeRp5_forward_676590_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
acttgacgtgaaaatcattatcatttccttatggttgcagataaaacatattatatt
tttAtgtgttccatttttgcgtaa 
>ECK125136589_ybeTp8_reverse_679416_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctacttttttattattgatgagtataaacttgacgctttcaaaataaaaagaaaatc
gaaGcattcacacatgaataaaaa 
>ECK125136613_ybgCp5_forward_774709_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tttttacgctcccttaacttgccctcattcccaaacctcaatcgcgcgcgtatagta
gcaGcgtttaaaagctctaacttt 
>ECK125136608_ybgOp3_reverse_749185_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
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caggtcagccagcagggcaaccaactgacactgaaaaatcctaccgcgtattatctg
accAttgcctatctggggagaaat 
>ECK125136621_ybgSp5_reverse_785373_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gattctctgctgcgtttcataacctggctgaaatcttaaaccaatgccttatattca
cctGcaaatgcactgttggaagag 
>ECK125136622_ybgSp7_reverse_785465_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggaattagcaagaaaaacgccagattgtcgcgaaaaacgagatctctcctacaattt
ctaActgtaactcctttgtttgtt 
>ECK125136626_ybhAp10_reverse_798537_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgtttgcttcatgaatgctcctttgcatttagcaactgactgtaacagctaaaatta
gtcGcttttggcggtgaatgctga 
>ECK125136625_ybhAp6_reverse_798592_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
catgattcagattccagacgtgaatttgctggctctcagggctggcgatataaactg
tttGcttcatgaatgctcctttgc 
>ECK125136632_ybhBp2_reverse_808035_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tctggatccggccttttggcaaactgatttacctgatgccgccctatattattctcc
cgcAacagttgcagcgtctgaccg 
>ECK125136628_ybhDp2_reverse_800709_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atttttttcataataatgccctcaatttaaaaacataacttattgcgatatggttac
attAagggcaaagcatctctaatg 
>ECK125136629_ybhDp5_forward_800620_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ataattcatgcttcattattactccggaaaatggaagcgacgattttgggtggctgg
ccgTtaaaaattttaactgcattt 
>ECK125136630_ybhHp7_forward_800694_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgcatttagccaacttaaattaatgaaaaaatgttattaatcgttgagctaaagtca
ttaGagatgctttgcccttaatgt 
>ECK125203420_ybhLp_forward_819858_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
agtacatacgtttacgctgcgtcgatgcacagcctcatcattttgcagtatccttaa
gatAttccttatatcttcaggaga 
>ECK125136634_ybhMp7_forward_820778_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaaagtattttgtatgcgtggttttaaatttattgatggtgaatattaatatttttt
ctaAggataactaaaagaatggaa 
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>ECK125136643_ybiOp2_reverse_845509_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggaggcacaccagattcctctcatttaaaatcgcccctcctccagcatctatactta
tctTtttgctctattttctcactg 
>ECK125136652_ybiUp6_reverse_859106_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cctgtacatcacatcaaatcattaaacttgcattaacttatttataacttatattgt
cacAtgcaaatcagaatggtttcg 
>ECK125136654_ybiVp5_reverse_860088_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ccgggctaaatcattcacatcatcaatttcatccttactttcattcgaaatataatt
tgtGctctgcgtcacattgttatt 
>ECK120009922_ybjCp_forward_890892_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
ttaattgctaaaagctataactgttaaacacaatacagtgaaaagttttagactgaa
ggcTcactttgcagagggaagcgt 
>ECK125136659_ybjLp10_reverse_889941_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tataggccaacgcaattcatatagccgttgatacctaatgtgattacactagtaaaa
tatAttgttactttactatcgttt 
>ECK125136661_ybjMp4_forward_889940_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tttttaccagaattcagggcgcagattcattcagcgcacctaaacgatagtaaagta
acaAtatattttactagtgtaatc 
>ECK125136662_ybjMp8_forward_889885_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctaacttcttgtttactagtaagctgttgaaagaaatggtaatttacgataatgttt
tttAccagaattcagggcgcagat 
>ECK125136664_ybjOp5_forward_897947_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaaacagcggatacgcgacatccagcgtgcaagacgtggctgaagacactaaaattt
gccAacctggctacataatgccgc 
>ECK125136665_ybjSp3_reverse_906898_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtatgccggggctgttttactggttattgatgatccccgcgcatctgtttatttttc
gcgGaatggcaaaacaaatcgcca 
>ECK125136676_ycaDp6_forward_945839_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ccgctgggatatcgcgtattttcacccattgacaatgtttttggcggtggcatgatg
cgcAtgaaatttgaacttcctcac 
>ECK125136690_ycaIp7_forward_964238_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggaactggaagctgcctcgcagagttttgaacagttttcaccctttcgttaaattct
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tctGaatatgcctcggggaacgca 
>ECK125136681_ycaKp3_forward_949547_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctaactcatcgcccgctgcacgaaagctttgattacgggccacggcaaagaaagtgg
caaAgtcagacatattcatccgca 
>ECK125136683_ycaKp5_forward_949643_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cattaactcatcctgaatcatcacgtttacaggattatgccgcctgcgtaaagtgcg
ctcCagaacttaacgtggaggtaa 
>ECK125136686_ycaLp6_forward_960255_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tagcgtcgcttgtcaatgtaagttgttgatacataatatttatatatgattaatcaa
cggAtgattcacatgaagaatact 
>ECK125136688_ycaLp9_forward_960238_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtcattttgattaatggtagcgtcgcttgtcaatgtaagttgttgatacataatatt
tatAtatgattaatcaacggatga 
>ECK125136677_ycaMp2_forward_947120_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcttttttgtttcttctatctgacttgctttattccaaattttattcgtttaaaaat
aaaAtgtgcagcaggttataattt 
>ECK125136678_ycaMp3_forward_947145_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgctttattccaaattttattcgtttaaaaataaaatgtgcagcaggttataatttt
gcaTttcgctatttccgcacttct 
>ECK120030645_ycaRp_forward_970642_[HIPP|W|Human inference 
of promoter position],[TIM|S|Transcription initiation 
mapping]_Strong 
tgattgccgcaccggctgggaaatagaccccgtcgcataaatgattatgataagatt
tatGcattcataacccgatccatc 
>ECK125136697_ycbWp4_forward_1005890_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctggttgttttatattcatcgctgttgcttatttagacattttgtacttttattgtt
gagGttattaagcgaagcgacaat 
>ECK125136698_ycbWp6_forward_1005850_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aattcctctttataagataatcagggctttattttcagccctggttgttttatattc
atcGctgttgcttatttagacatt 
>ECK125136701_ycbZp4_reverse_1018460_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
accgctttcaagattttcaagttgttgatatttcatagcgatctcaatgttaccgtg
taaCtctttacagaatatcagctt 
>ECK120029861_yccAp_reverse_1031443_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
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initiation mapping]_Strong 
gtaaagatgggtaaaacttctgggtgcccttacgcattatcattatgctgcttaatt
aatTacatctgtcatagagagtga 
>ECK125136702_yccSp2_reverse_1023994_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atcgcacaatgtatttcaatcattggcattcctgtcggcattgcgaactttaaaatt
gccGctattgcactatggccggtt 
>ECK125136704_yccTp5_reverse_1027797_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaatatgtctatatgttagtaagtatgattaaagaaaaattttgacacattattatt
cggGcggtcttttgacaggagcta 
>ECK125136706_yccXp4_forward_1030061_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcgtcattgtccggagttttccatggatttgcaacgcgtccattaaggataaggaga
gcaGcaatgtcgaaagtctgcata 
>ECK125136707_yccXp5_forward_1029980_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgaagtaatgatttttcgcgccctttggctaacactaaacgtacactcataatttac
tttTctgtcgatgcaaagaaatgg 
>ECK120035124_ycdTp_forward_1092841_[TIM|S|Transcription 
initiation mapping]_Strong 
ttgtttgtgggcggaatttcatattgacaacagtacagttcttatatctattaataa
tagAaagggatctacaacctacag 
>ECK125136733_ycdZp4_forward_1100252_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
taagtgtgatctacgtcactcataactgcaacggataatttgttgttgcataaaatg
tgtGctcgatctcattcatggccg 
>ECK125136751_yceFp6_forward_1146761_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aacccgcaatgtgtgcgaattattggcaaaaggcaaccacaggctgcctttttcttt
gacTctatgacgttacaaagttaa 
>ECK125136752_yceFp7_reverse_1146628_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcgttcagtgctgataacaaacatcaacctgcaaaacgaagcgcatagtttaaaatg
gctAtcatcaatacgctatatctg 
>ECK125136747_yceHp4_forward_1126077_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cggtgatttactggcgcgactgggttttgaaaaagaaggctatgcgaaagactatct
gttGattgatggacaatggcgcga 
>ECK125136743_yceOp8_reverse_1119623_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgcctgtacggcgctgcctgcacctatgataattcgcctgacgaagattttattatc
gatAccctacccggccacgataat 
>ECK125136750_yceQp6_forward_1144380_[ICWHO|W|Inferred 
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computationally without human oversight]_Weak 
aacgcgcaactcttcctgctgagttgcgttgattaacattcttttcatcgtaactta
ctcAttattcttacattgacgact 
>ECK125136774_ycfDp4_reverse_1188267_[ICWHO|W|Inferred 
computationally without human 
oversight],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
aaagatgaataaatatgcccatacttcacgcattacgttaagcatccgttataatcg
gttGcagataccagcctgtggatg 
>ECK125136761_ycfJp3_forward_1167407_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gagtattaaccgcgttatccgtccgcgtttgaagttgcattaatcgacgtacactgg
cggAtgtggcataaacgcctcatc 
>ECK120029862_ycfSp_reverse_1170417_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
ttacaaattctttgcacttccctgcactatccgacactgtcaccatccataattcag
gctTatctgtttattacaataacc 
>ECK125136811_ycgJp5_forward_1226478_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcattaaagaacagatacccgttatcttaatatccgccacagaattgctctatcata
gaaAccgcagaagacgtctgatac 
>ECK125136813_ycgNp3_forward_1228808_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ccgcctgaaagcggcggcaaaacttgcatcgctgtgccagactggttataaggtgcg
tttTaacgtaatggcggaacacct 
>ECK125136814_ycgNp5_forward_1228750_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gctgacagtcactttcgatgggcattctttgacaactcgcgttttgtaatacttttt
gccGcctgaaagcggcggcaaaac 
>ECK125136825_ycgVp10_reverse_1256111_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agggaataactcgatataaactcacctttgtaagggggatgttaaatatatattaat
tccTgtgttcctgattttgcccgg 
>ECK125136802_ycgXp4_reverse_1213284_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tctttcatgccccctaatttcacctttatcccgccccttagacagaatgttataatc
tgaAcccacaacagcgtttgtacc 
>ECK125136803_ycgXp5_reverse_1213212_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtttgtaccggagctggtccgttgcaaaatgctcaccgggagaattcagatattccc
tctAtcacactctgtacatatcac 
>ECK120009902_ychFp_reverse_1257882_[HIPP|W|Human 
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inference of promoter position],[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
ttaaagcgcaataagtcgttgtctgcggcatttttgccgagtgccgtgtataatagg
caaAgttatttccatttctgcaat 
>ECK120033032_ychHp_forward_1258738_[AIPP|W|Automated 
inference of promoter position],[HTTIM|S|High-throughput 
transcription initiation mapping],[RS-EPT-CBR|S|RNA-seq 
using two enrichment strategies for primary transcripts and 
consistent biological replicates]_Strong 
agggttgtaattgtgatcacgcccgcacataacccactgggtgttgtctatacttta
cacAtaaggaagaggggtattccc 
>ECK120022125_ychOp_forward_1273760_[AIPP|W|Automated 
inference of promoter position]_Weak 
cgcgagaaaatacgacaaaagttgccagtaatcgttattctttaaggctatggtttt
tcaTtattaccggaagttaccgac 
>ECK120010693_ychQp_forward_1266899_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
catttatcctcgcggggtatcatgacgtcgaaacctgccgtgactatggtgataacg
agcGcgtaacgctcggccgctatt 
>ECK125122033_yciCp_reverse_1313698_[HIPP|W|Human 
inference of promoter position]_Weak 
tgcttttccatacaagacctgatgctgccacccgaggcttaaccagggtacaattgc
ccgCtaattaacacctgcataaaa 
>ECK125122032_yciEp_reverse_1315396_[HIPP|W|Human 
inference of promoter position]_Weak 
agcacagaaagtcgagcattatgagattgccagttacgggacattagcgacgctggc
tgaAcaattaggttaccgtaaagc 
>ECK125136855_yciNp10_reverse_1330689_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggcgctcttgccaccagcgtggtatatttgtctgcaagccatgcctggcgtagacta
atgTccttgtttaaggagtaaata 
>ECK125136840_yciUp4_reverse_1307359_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggtcgatggcgaactaagtctggttggcacagttaaccttgatatgcgtagtctgtg
gctAaatttcgagattaccctggc 
>ECK125199578_yciWp_reverse_1350132_[AIPP|W|Automated 
inference of promoter position]_Weak 
ctgatatttgttatcgccgatccgtctttctccccttcccgccttgcgtcaggataa
cgaTttcctttacgaccaaggagc 
>ECK125136871_ycjMp3_forward_1370185_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
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ctgcgtgactaaaacccttgtgctcaattgacagtttattttctgcggagtagtctc
tcgTttcatgggaccgctaccacg 
>ECK125136873_ycjWp2_reverse_1383991_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aggccattgattatcaactgcccgtgttgtcatcgaccggcgaactccataagatgt
gcaGcattcacgttcggacggagt 
>ECK125136889_ydaEp5_reverse_1418219_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggcaccagacaccgcatcaacaaagttcatttgtaaaaatggagataattatgattg
cacAtcacttcggaactgatgaaa 
>ECK125136895_ydaSp4_forward_1420260_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggcctgctctatcgctcggcctaagtctttaccactaagcattgcttaatattctcc
tatGcgcattacattaggcaatcc 
>ECK125136896_ydaSp6_forward_1420343_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
acccttactgcattaggcacagcctattgacaattgcgttaggcgtcgcctaatatt
tctGtgtgtttttggagttcattc 
>ECK125136912_ydbCp1_forward_1474188_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atccagtaatcttgtttacaccttcgcattatttatctcttttcgtttctatactga
tttTtcttaatccgttttattaca 
>ECK125136911_ydbHp9_forward_1442900_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcataagactttctccagtgatgttgaatcacatttaagctactaaaaatattttac
aaaAtttcaaatttaattgaaagc 
>ECK125136918_ydcFp3_forward_1487202_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcggttaaggacatacgatttcctcctttcagagtgctccgcttctcactattatct
cacGcagtattcttaagggaacga 
>ECK125136927_ydcIp4_reverse_1495117_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttgctgtaacataattgctttaattgttaataatattttgcaatcaagttatcataa
tcaAacaacttcacttgtcagcga 
>ECK125136928_ydcJp10_forward_1495133_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agcgatgttaaaaacgaagcggtgtcgctgacaagtgaagttgtttgattatgataa
cttGattgcaaaatattattaaca 
>ECK125136935_ydcLp1_forward_1502369_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
attgacttagcccctttttcggcattgactatgtcgtctgaaaaggggctgaaaaat
ttaTtttcaccaacactttttttg 
>ECK125136936_ydcLp4_forward_1502345_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 



25
6		

cttactgaaatttaagtactgatgattgacttagcccctttttcggcattgactatg
tcgTctgaaaaggggctgaaaaat 
>ECK125136937_ydcLp5_forward_1502446_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tttgccacaacacgaagcggcgctttttgctataacttagaaagtaatataatcatc
tcaGgaaactattcatgcgtacca 
>ECK125136941_ydcPp2_forward_1506754_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tacccgcgcagttaagcgggaaaactatttcgcaacgtcgcgcttgtggctaaaata
gccGccatttttcagctactggat 
>ECK125136942_ydcSp7_forward_1511515_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aatagcagtcatatttcctaactccttgactatactccagaagataaccttacagac
ggcAtaatgcgcggtagctcacaa 
>ECK125136943_ydcSp9_forward_1511453_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttcaagaacggctgtaatagcgtttaatttaattcctcttagattgggtaatatgaa
tttCgaatagcagtcatatttcct 
>ECK125136948_ydcXp7_forward_1517236_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttctactggaaacattcatttttgccaccttttatcattgcccctatgtgtatagta
cggGttaagaaaatccgcaataat 
>ECK125136950_ydcYp3_forward_1517610_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttcactgttttaaatcttactcactggcttgacggcaccacgcagacttatatcatt
tggAtgaatcgataaatttcacaa 
>ECK125136960_yddJp5_reverse_1544825_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atttcctgacttatcttccatctatcaaaagtttaagactggacaataataaaataa
cccAcattgatactaataatacat 
>ECK125136961_yddJp6_reverse_1544851_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
caaccagttgaaatatataaatcttgatttcctgacttatcttccatctatcaaaag
tttAagactggacaataataaaat 
>ECK125136968_yddWp6_reverse_1568852_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgctccctttttcgtgcttgctgtcgtattgacttaacggggataagtacgagaatg
agcGcacatctgtttaccggaaac 
>ECK125136984_ydeEp1_forward_1621304_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aataagtcgctatacttcggatttttgccatgctatttctttacatctctaaaacaa
aacAtaacgaaacgcactgccgga 
>ECK125136985_ydeEp4_forward_1621264_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
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ttgattcgttagtcgccggttacgacggcattaatgcgcaaataagtcgctatactt
cggAtttttgccatgctatttctt 
>ECK125136987_ydeIp5_reverse_1624559_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tatttgacagctagttggctgattttaaatgccttataacaattggcaatattctta
tttGgcaattataaaaatagcaac 
>ECK125095187_ydeJp_forward_1624688_[AIPP|W|Automated 
inference of promoter position]_Weak 
atttaactcactaaagttaagaagattgaaaagtcttaaacatattttcagaataat
cggAtttatatgtttgaaaattat 
>ECK125136974_ydeNp_reverse_1582554_[TIM|S|Transcription 
initiation mapping],[ICWHO|W|Inferred computationally 
without human oversight]_Strong 
atctctttatgtgactaacttcacttacatccacttatttctcttcgtaaaattact
ttgGaattaagtacaataagaaga 
>ECK125136973_ydeNp3_reverse_1582729_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cataacctgttgcatgattatttatgatctcaattctgcattttgtcagtaaaatgc
aatAatttattaaatatcaataaa 
>ECK120033717_ydePp_reverse_1586664_[IHBCE|W|Inferred by a 
human based on computational evidence],[TIM|S|Transcription 
initiation mapping]_Strong 
gcgcacaattgaagccagagtcttattttttatattgaaaaatatgttaatttaaac
actAtgagagatgatgcttaactt 
>ECK125137002_ydfAp8_forward_1648436_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atgttagctatagcatacaaaatcacttgaccgatatgttagtcatggctaatcttg
tttGcatcaacacaccgcacggtg 
>ECK125137017_ydgCp3_reverse_1682062_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgcgctgtttttacttactatcaatcgtttctaaacaagttttcatcaggtattcta
ctgAtgacttgttatggaagtgtt 
>ECK125137022_ydgJp6_reverse_1704399_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tttgcgatatttagcttttgtcgttggaaaattcgctatttttttgacttaagttaa
acaAcatcccttattgctggcagg 
>ECK125137036_ydhCp5_forward_1739849_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctgaccacatagtctgcctgcaaaatttttgaaaccagtcatcaaatattaccgttt
cacAacactaatttcactccctac 
>ECK125137037_ydhCp6_forward_1739878_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgaaaccagtcatcaaatattaccgtttcacaacactaatttcactccctacacttt
gcgGcggtgtttaattgagagatt 
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>ECK125137032_ydhFp3_reverse_1725655_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
catcagacgaaccggagcaaccatcactcttttgaacctaatcttgcgtatactcct
ctcAtatctgataagaggaagcga 
>ECK125137033_ydhLp3_reverse_1725932_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtgcaagcaaagttgctactttggacattaacagcttcaataatggtaataatctta
tctGaggagggcgaagtggcggag 
>ECK125095200_ydhOp_forward_1734357_[AIPP|W|Automated 
inference of promoter position]_Weak 
atttttttgcgctcgccaacgaaacgtattttttaacaataaaagctattaactttc
tctTcttctatgcattagaatcat 
>ECK125137045_ydhZp5_reverse_1755167_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgttatttgtctgattttgtttgatttttgtttaattggttagattgatatatgctg
ataGttggcatgataaataggtat 
>ECK125137060_ydiEp5_forward_1789603_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tactgcttgctctggtcagccataatattgataataagaatcattgttatatcaatt
attAttaatttttatgcgttatac 
>ECK125137053_ydiHp3_reverse_1765147_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aagtgtgacgcatattgcttttggtcattatctgcacagtaaacggtggtatactgt
gcaGgtcttgtctaaaagcgagga 
>ECK125137056_ydiNp6_forward_1772409_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggaaaatcgcgatcaaaaacaaactatgacatgcaatattcctggaaacataaactt
tatGccatgtacccagggaaaatc 
>ECK125137065_ydiYp11_reverse_1806250_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aacaatatgatttattggagctttatttaaaattttgcagataaatatatataaata
aaaAtctgttttcgccacatgctt 
>ECK125137066_ydiYp12_reverse_1806170_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tattcaaaaaatgaaataagaatacattgctaagttattcgcgcctttttataattc
gttAcctttccagggacgctaatc 
>ECK125137086_ydjEp6_reverse_1854041_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tggtaatttaagcacacgttgtcaatattatttgttcctgcgccttgaaataaaatg
atgAtaaagatgcggcaagtgaat 
>ECK125137088_ydjFp7_reverse_1854886_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaatctgtgattcaaacaggttattttgaaagtaaacatcggttatgcgataatcgc
gctAatgtgatgtaaaaagataca 
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>ECK120015516_ydjMp_forward_1810170_[AIPP|W|Automated 
inference of promoter position]_Weak 
gattaatcgtcaatttaagagaaagagttacaccgtcaccacttccgtgcactgtat
aaaAatcctatactgtacgtatcg 
>ECK125137073_ydjOp10_reverse_1813255_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tctattgctataaataagtgatcttttttctttaattgtttatttattttaaaatgg
ttaAgttttgctaatcatgatgag 
>ECK125137071_ydjOp7_reverse_1813188_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctaatcatgatgagctatttttgatagttcatcctgtggcgtcgctcttaaacttat
attGtaaatgacttagatttaaat 
>ECK125137072_ydjOp9_reverse_1813153_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtggcgtcgctcttaaacttatattgtaaatgacttagatttaaatgagataataat
tttGttaacaatatgaggcgggag 
>ECK125095204_yeaEp_reverse_1865724_[AIPP|W|Automated 
inference of promoter position]_Weak 
cgatggtggataaatcctggactggcctgatttctaccgggatcacctacaaattct
gatAatgcatctttccagggcatt 
>ECK125137091_yeaIp5_forward_1870364_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
catacattagcttacaatcgctttaaatatgacagcataacctttacataatttagt
tccAgaaaacaatcattcggaaaa 
>ECK125137093_yeaJp6_forward_1871937_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agccatgctttttgcgtggcttttgcatacaatttattactattacccctaaatttc
cccTccccagcggcgcagagatga 
>ECK125137095_yeaMp6_reverse_1875598_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tacaaacgaggctgtaccttaccgtttttattgttatgttgaatcaagctaaaatga
caaAttatcgctaagttcggacaa 
>ECK125137098_yeaOp3_forward_1876822_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aactggtctgtaccacttatgggtgttgccatactttcactactgatggcgattttc
ggaCtttgcgccgggagagacaaa 
>ECK125137101_yeaPp3_forward_1877666_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cattcactcaaaacatattacgtcttgtttcatctttgttgatgatgttttatcatg
cctGcaaagattaaataatcagca 
>ECK120033252_yeaRp_reverse_1879994_[TIM|S|Transcription 
initiation mapping]_Strong 
gctaaaaagtaaccaataaatggtatttaaaatgcaaattatcaggcgtaccctgaa
acgGctggaataaaccgttttcag 
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>ECK120015435_yebBp1_forward_1946110_[HIPP|W|Human 
inference of promoter position]_Weak 
atgaagaaaacttgcgaggtgtctcgatgaactgaaaaatggcacagtataatttat
tctAcaggttatattggaagcaaa 
>ECK120015431_yebCp_reverse_1948185_[HIPP|W|Human 
inference of promoter position]_Weak 
gcggcgctcactaagtcctggagcaaccggcaggcgattgaacagtttgtaattaac
gctGcctgaacaggcagggctatc 
>ECK120029864_yebEp_reverse_1929732_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tgcgcatcttttgtctcgatatacattttctgacatcctcatccgctatgctacagg
cacTaaaaatggttattgaggagc 
>ECK120035103_yebGp_reverse_1930765_[HIPP|W|Human 
inference of promoter position]_Weak 
gtctttattgctgatgttgatttctcaaccgaaaagaaatatactgtataaaatcac
agtTattatgagaggctgcaaatg 
>ECK125137139_yebKp2_forward_1936590_[ICWHO|W|Inferred 
computationally without human 
oversight],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
aaataacaacttttttatctgcttttgtcattaacacggcacacaggcgtaatatct
gacAaaactgcatttcgatttctt 
>ECK125137121_yebQp4_forward_1910157_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
catttatcacctcattgcgagtgttttataaaaatcagaactgttttttattataat
ttcGcaccagggtggtcgcaatcc 
>ECK125137124_yebSp5_forward_1916119_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aactggtttctcccgccatcagcgcgttaaagtcgcgatttaaatccgcgtaaaatt
ctgTtttgttcattatataatcac 
>ECK125137125_yebSp6_forward_1916181_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttgttcattatataatcacttggttgtcttacctggatctgccagcctattaaaata
agcAttaaatgcgttaatgctcaa 
>ECK125137129_yebVp6_forward_1921725_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcgcacaaaaaaagcgcactttttgactggcacattcggctgcctcaactaggctga
aaaAtggtgcgatcggactggtcg 
>ECK125137131_yebWp6_forward_1922084_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agaacccgtcggcatggcgggttatttgtcctggttattcccccgttgtaaaatctc
tccTaaacttaacggtacggcacc 
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>ECK125137148_yecDp7_forward_1950760_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgaaatcagactctacgccagtttgctataaaggtgttgcccgaactcataaaaatt
aacAaaatttgtcgttccgccatc 
>ECK125137149_yecDp8_forward_1950636_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aagtcgcagcgttagctgtatgtcacaactgaatgaaaaaaggcggctattatactg
gaaAttctgccgcaccgtaagagc 
>ECK125137165_yecHp3_reverse_1989564_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
taacggctgcttcgtcaaaccgacgttacatatggtgtaaatataaatgtacaataa
aaaGcattcagtcctgcgctggcg 
>ECK125137151_yecMp2_reverse_1959984_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atgaagcgagcaaaaattgcccgcaccagttaaagaaattagggcgggagtatactg
caaAtggctgttttcgtcagcaac 
>ECK125137152_yecMp3_reverse_1959872_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcatcagaagcggcgtgaaatcagcggttggttggcacagggcaacagggtaaatta
acgCttttactgaaagacgaagag 
>ECK125137154_yecTp3_forward_1961931_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaaatggacatgccattgttttctcactgttggataagaggccagaagcgtaatatc
cggCcccagggaaacgataacggt 
>ECK125137172_yedDp5_reverse_2008261_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ccagaatttaatcaaccaggcgtgtttgaattgctgccatgacatgaatgtagcctc
tgaActcagaaggtttgaaacaag 
>ECK125137177_yedIp2_reverse_2029461_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ataaaaaggtggttcatagtaaacgtgaaaatcattctgctggcgagagatataatt
gcaCttgattgttaaaaaaatgtt 
>ECK125137178_yedIp3_reverse_2029370_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcaagtatcagagctgccgtttttgcttcatacttacacccttcaacaataaaaatg
agaGggaatgcttttggccgggag 
>ECK125137180_yedJp4_reverse_2033223_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cccgatgcccccgtgtcgggatttgaaagcgatttaggctctaccgcgggaaagtgg
ttaGgggcactggtcggattttta 
>ECK125137182_yedXp_forward_2038840_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cattcctgggtcctttgattatcttcaataagtagaatcttcatgaaaataatatgc
catAaatcatatgttatagaaaca 
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>ECK125137191_yeeNp4_forward_2056792_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
attatggctttagaatatttttatttctaatagacgagatttttcctgttatgatat
aatAtgctgaattaacacatgtta 
>ECK125137192_yeeNp7_forward_2056754_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ccgccaacaatataagtttttataaaattaaatataagattatggctttagaatatt
tttAtttctaatagacgagatttt 
>ECK125137195_yeeOp7_reverse_2059722_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtttgccgtttctatcaacagtttgttgcatttgcagacaatttgttggcgaaaatc
tttGcagctttgctgattctccct 
>ECK125137200_yeeXp4_reverse_2079417_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atgatagtgaaaagggataaaagcattgtcatctgcggcagctatgagtaatgttgg
cccTaacgaatagcggttgcttaa 
>ECK125137203_yeeZp5_reverse_2089211_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tctggtatacgcggttaccgacgattcactgctcattgcagcatgtcgttatcatta
ttgAacagattcattcatagaatg 
>ECK120035130_yefMp_reverse_2089733_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
ccttgatctacaaactaattaataaatagttaattaacgctcatcattgtacaatga
actGtacaaaagaggagattgaca 
>ECK125137224_yegDp2_forward_2147644_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
acgctgcgctttgctttcatattccggttgtcgcgacggcaacatttcgctaaagtc
acgCcccttcttcaccggcatggg 
>ECK125137225_yegIp7_reverse_2151077_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aagttaatcattatcaggccgaaattgaattgtatcctgataaaattgcattatcat
tttTattcttgagtgggttttccc 
>ECK125137226_yegIp8_reverse_2150999_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ccccatatagaaataattttaatggttagttgttattattcattgaaatataatata
actAcccgcgaaatattatgaaaa 
>ECK125137228_yegJp7_forward_2151016_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgatgtaaatacttttatatttgttttcataatatttcgcgggtagttatattatat
ttcAatgaataataacaactaacc 
>ECK125137230_yegQp1_forward_2165591_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
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cgggcgtgggttgttggcgtccggcgctttaccagagccccccacagcgctacaatg
cccGcccttaaagtgggggcactc 
>ECK120048892_yegRp_reverse_2168349_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
ttgtacagaacatttattataatcctattcaattataataatcatgccattattata
tttAaacactagagagtgtcgttg 
>ECK125137233_yegSp6_forward_2168543_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tattgaagatgccactgtttagttgaatattaggtatatgctcttttttgaaattta
tcgGtggcagccgttagtattcgc 
>ECK125137234_yegSp7_forward_2168565_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttgaatattaggtatatgctcttttttgaaatttatcggtggcagccgttagtattc
gctGtccccattgcaagctcctgg 
>ECK125137240_yehAp6_reverse_2188472_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
accgccatcggttaatgtggcaattgataagcaacaaggactttcatgcacaatcac
cttCggtaaagagattgatgaaag 
>ECK125137242_yehEp7_reverse_2192880_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttcgtccgaaactctacaaagtcgattgatcatacaggcaatgcttcattatcatcc
ttcGtggctgtgtagtggatgtac 
>ECK125137246_yehKp1_forward_2203784_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
acctgggtgagtaccggctggtccttaagttttcacccggttttaaccactacaatg
ttgAtagcaaagcgctaatgagct 
>ECK125137247_yehLp3_forward_2204402_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tggattataaatctcattatcttaattgcaacggggtccagccgtggttataattcg
ttcGttggaacacgatgttgcaca 
>ECK125137266_yeiEp6_reverse_2249656_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaccctctcctttaaccgggcataaggttacgactaactggtttaaaaataaaattg
attAtatatttataattaatcttt 
>ECK125137267_yeiEp7_reverse_2249638_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggcataaggttacgactaactggtttaaaaataaaattgattatatatttataatta
atcTttataagtggtaagcgacta 
>ECK125137277_yeiQp6_forward_2266214_[ICWHO|W|Inferred 
computationally without human 
oversight],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
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tcatcgcattaacaatccagaccaatttcaattgctgtcatataactttacactgtc
gttGttaattaatcgttactaaga 
>ECK120034266_yeiTp_forward_2233989_[HTTIM|S|High-through
put transcription initiation mapping]_Strong 
atcttttcacagtttaaattcccccgcacgcttagccttaatatcagtacattatta
tttActaaacgctcgccttaatta 
>ECK125137274_yeiWp6_reverse_2265420_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
taccttttttaatttcgttcgctcttggcatcgaaaaattcctgtagtcgaaaatgt
caaAaatatcgcgacaaagtactc 
>ECK120030649_yejAp_forward_2272312_[AIPP|W|Automated 
inference of promoter position]_Weak 
gctaaagaaaccgtatacgccgcagtggtaaggtgtgcttacgtcccttattattca
tagTgaaagcatgccggattgcgg 
>ECK125137302_yfaEp1_forward_2348341_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctgaataaagacattctctgccagtacgttgaatacatcaccaatatccgtatgcag
gcaGtcggtttggatctgccgttc 
>ECK125137300_yfaLp7_reverse_2344284_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atataactgatatccctgaaggttattaacttgaattatgacgcactgatattattc
atcAaataataacaaaatagccat 
>ECK125137301_yfaLp8_reverse_2344207_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ccattgcaccgggttgaacaatttacaaaagaaagatattccatatcgtataatgcg
attAaatacgccgtcttatagaaa 
>ECK125137306_yfaZp4_reverse_2364372_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
taaagtgtgtttattttttcggcatttaattatttaagaagtatttagttacaataa
gtgActagatcctttttttcgctc 
>ECK125137307_yfaZp5_reverse_2364317_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aagtgactagatcctttttttcgctcattgaatcctctgtgccaggcagtacaatcc
cgcAgctttgggaattttgattaa 
>ECK125137318_yfbKp3_reverse_2385784_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gggttgcgttgttgaatcattatttgctatgggtttcgatattgtattttattaaga
ttaGcaggattatacaaagagtat 
>ECK125137324_yfbLp10_forward_2385805_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
caggcaccagacataaaatatactctttgtataatcctgctaatcttaataaaatac
aatAtcgaaacccatagcaaataa 
>ECK125137321_yfbLp5_forward_2385750_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
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cataagcaacatgattatatttttatttcgcatataaaatccttttaaataaactca
ggcAccagacataaaatatactct 
>ECK125137323_yfbLp9_forward_2385769_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tttttatttcgcatataaaatccttttaaataaactcaggcaccagacataaaatat
actCtttgtataatcctgctaatc 
>ECK125137326_yfbNp8_reverse_2388554_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tattcatcaaacgaatgacattgtttgaattcattagcagataaatagtgacaattc
catAcgtattattagtttcaagag 
>ECK125137328_yfbOp5_forward_2388458_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agtttacgaatttcacttaaccattccatgtcaaacccctttaaatatttatgatat
taaAtataacaacgtctggataac 
>ECK125137329_yfbOp6_forward_2388539_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gacccggcctgactgaatatctcacgttttcctgcttaacattcatgttatgatgct
cttGaaactaataatacgtatgga 
>ECK125137335_yfbRp4_forward_2408835_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtaatcttaatttcactgccggagattgcatccggcagcgttatcccgccacaatga
cctGatgatgtcatcatacgtaag 
>ECK125137341_yfcJp2_reverse_2440241_[ICWHO|W|Inferred 
computationally without human 
oversight],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
acctgatggttccctttttcacatcattgacaatcgccgccagttccaggcaaactt
cccGctttgtcgatttccttctga 
>ECK125137342_yfcLp5_reverse_2444251_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaatggcattccggaacgtccggcacgcttcattaaagcactacaaaattattatca
cacGccggaacttacggcggaaca 
>ECK125137345_yfcVp6_reverse_2455821_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aatctttcccctatcaatatattaattaaatctacatttactcattagtaaaattaa
attGaatcaggggagtgaaaacat 
>ECK125137346_yfcVp7_reverse_2455668_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gctgggtataaacattggctattgactgaatcaatgtattgcaatgtttatatttta
attAtttatagtttaaggacaaat 
>ECK125137350_yfdFp7_forward_2462984_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
taggttctaaataaatgagcgttttttgatagtctatttcattaggtaatatatatt
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tgtAacaaatcaatcaaaatggaa 
>ECK125137356_yfdPp6_forward_2473536_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcagattttgatgcgtcagattttgacgggtcagagtctgacagttgagaaaatgcc
gctGcctgaagcttcgcaacgtta 
>ECK120033723_yfdXp_reverse_2494433_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
ttcaaaatgaccgttgctctctgatttctcatttcatgctcacccaatatgatggcg
gcgTtttctaaaactgttaaagaa 
>ECK125137362_yfdYp5_reverse_2495333_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gttttcattgatgcttagcaaaaattgccagaggttaaggattgtcttactattaaa
gtgActgaagttacaggtttttta 
>ECK125137367_yfeAp5_reverse_2517869_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaaatcggcaacaggctggccccctgtttgcttcgcgatgcgaataaacttattatt
tgtGtgcctgaaaaccccgatcag 
>ECK125137372_yfeCp3_forward_2518384_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gaaaaatcaggcaaatgaacaattttggaaaaccgctcgcattcagtagttattcat
gtcAcggtttcctgtaaagtggtg 
>ECK125137365_yfeOp1_forward_2509453_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgcccacatcaccgactaatgcatactttgtcattcttcaactgctccgctaaagtc
aaaAtaattctttctcacactgta 
>ECK125137380_yfeXp3_reverse_2550554_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gaaaaaacacgtaaaatagcgctcaacaatgccacggattgcgtggcattattattt
tcaGgaggaacaatgtctcaggtt 
>ECK125137385_yffOp7_forward_2561993_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgaaatcataagaattgctagagatttggaagcgccagttgacgctccgttagattg
ctaAcgccaaaattagcgctgaat 
>ECK125137389_yffSp4_forward_2564400_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttggtaggtagagtatttgaaaaacgtaattgattgcgaatagcaacaactaaacaa
ccaAtacacccggcccctcgccgg 
>ECK125137396_yfgGp5_forward_2629252_[ICWHO|W|Inferred 
computationally without human 
oversight],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
tgacgcttttttacataacgaagaattgaccattttgtcctgttgtgccttaatgta
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agtAccgtccacagcgtgggacat 
>ECK125137397_yfgGp6_forward_2629186_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
catcattattacatcatcattgtaaataattaaattaacttccataacattaaaata
tgtAtccactgacgcttttttaca 
>ECK125137399_yfgHp10_forward_2629672_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cctgtttggctgcgaaataaatataaaattaatatatatgttgtaatgatatatttt
tatAaattattccctgcgtgaatt 
>ECK125137419_yfhHp5_forward_2698707_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atggctaactggaatttttaattcatggcaattagcggcaatggaatataaaattca
ctcGcgtgtgtctcatattgcctg 
>ECK125137423_yfiCp3_reverse_2712805_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gacgttacggctgcaatcttcatctgtttgtatggatatcgcttctcgggtattgtt
ctcAcccggtgctatcgccgtttt 
>ECK125137425_yfiEp7_reverse_2715344_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tggtagacagtacccgacacggaacatttaaaaaaatgaatgtttttatattctaga
ttcGatattttcgataggtttggg 
>ECK125137434_yfiLp10_forward_2741355_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tctgtatagataaatttacactccctttgaaaacaatccgctatgctttgaaaaagg
agaAagaaatgatgaaaaagttta 
>ECK125137433_yfiLp9_forward_2741315_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tatttacacaggcaatttagtcgcgctttcaacccttacctctgtatagataaattt
acaCtccctttgaaaacaatccgc 
>ECK125137428_yfiMp2_forward_2724033_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agcactatcgcgatctgcaaagtattgccgattatccggtgaaggttcgtaaactca
tccGccgtttgcgccgtatccgca 
>ECK125203421_yfiRp_forward_2741824_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
cattgtgttttatttctcacattgatgacggtcgcatgaaaaaatgatattttaatg
agcAttctgaaaaaatatcgatgc 
>ECK125137436_yfiRp5_forward_2741762_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gccagcacaatacgattaaattaattaaaaccccacaaataaattaaacataagatt
ttaCtcattgtgttttatttctca 
>ECK125137446_yfjHp2_reverse_2758663_[ICWHO|W|Inferred 
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computationally without human oversight]_Weak 
tagatggtggcccgtgccatacctgttttttggataaccgctggtaaccgtagtatt
ctaAcggccgatcgattgttcatt 
>ECK125137448_yfjIp3_forward_2758978_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gccattaatagcggaatagccatatttgctaaacaatttcttaatttaattaaataa
gagGcattgcatgttcaatggtcg 
>ECK125137450_yfjIp9_forward_2758855_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctgtcggatggattgaggccgagattgatgagtggttatcacaacgctgtaaactta
tttGagggtgttacatgaattcat 
>ECK125137452_yfjJp6_forward_2760507_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cccagttcggataaaagcttgtcatcttgataggtaatatataggtacatagacaca
tcaGaacgatcacttactccaata 
>ECK125137453_yfjMp3_reverse_2765985_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ccagcccttgaccctggcataggaccaattgattggattgaatagtttttattttca
atgAattgtctggattcagtctcg 
>ECK125137455_yfjPp6_forward_2767644_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agaaagattctgcaatctatgtgcattgaaaaaatcttcagatagatatcattctcc
tgaAcaatccgatgaacggcagaa 
>ECK125137457_yfjWp5_forward_2773285_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctgtatcgagtaatgaaattggttgctagaaagtcgatgatttgttgcgtatgatta
aaaAtcaaccttaaaggctttata 
>ECK125137465_ygaZp8_forward_2809595_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gttaagaagcccatcagtctgataaggttaagatattcattcagtctatttataata
ttaAcaatcgttaagcgtacactc 
>ECK125137475_ygbEp3_reverse_2873392_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttagtaacaaatttggtacagcaattattagatctgttgagacagaacgatattatc
agaTcctgagacaccaccgggttt 
>ECK125137468_ygbIp5_reverse_2861441_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgacagtgctgctcccattcccattgaccctaagccaacgataccgacatgaaactc
agaTcccgttttcatctgctctcc 
>ECK125137469_ygbIp6_reverse_2861362_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ccttgttaatttaagtgatattttgtttgatattgtgaatataagcgctggaagata
acgGtatggtgatctgattcacat 
>ECK125137485_ygcGp6_forward_2905666_[ICWHO|W|Inferred 
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computationally without human oversight]_Weak 
ccaaaattatatttattttttctgtattagtttttaatgataacgaatataaaatta
ccgAtgccgccgtcaatttattta 
>ECK125137492_ygdDp2_reverse_2941721_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agtaaaaatgctttttatctggtttgtcatgacagtcaggcagaactgggtaaaata
gccGcctttcgccaatggatcctg 
>ECK125137502_ygdQp3_forward_2970392_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtcattttctgatccagtagccatcgctttgacctgccgctttccgggcatataatt
accGcttcatttttttggcagggc 
>ECK125137524_ygeHp10_forward_2991879_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
acctcttatgttttcttaaatcagcatcttaaaacagttaagagcatactataaatc
attAtttttcaatgcgttagagaa 
>ECK125137525_ygeIp6_forward_2993581_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aacaacagagataaaaatatctaagatattcaccttattgcaagatatttaaaatgc
tctAgagttaaaagtatgatgtaa 
>ECK125137527_ygeIp8_forward_2993603_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aagatattcaccttattgcaagatatttaaaatgctctagagttaaaagtatgatgt
aaaGaccattggcctggacaatta 
>ECK125160781_ygfBp_reverse_3055473_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
tgatgagaagagacaagcccttttctggtccaccagggcccaaagtggtagcatatc
atgAatattcctccctttgacgac 
>ECK125137550_yggIp3_forward_3089659_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ccaaacacgtttcgctggaacatattgaacgtaatctgatgaaaggtcgtaaactgc
gcgAaataggcgctcacgattaat 
>ECK125137551_yggIp4_forward_3089752_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cctcccatcgcggaggaagccacctcttgcagtcatcttttcttcgctctatcctct
gccGctatgaaaacatcccgtctc 
>ECK125137560_yggLp2_reverse_3102250_[ICWHO|W|Inferred 
computationally without human 
oversight],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
ggaaccttatgcggaacatatgcttgaagtgatgtcttctattgacggttataaaaa
cctGtcagagagcaatgattacgt 
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>ECK125137558_yggMp3_reverse_3099593_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tttttcacttcagactcacgtccattgccaattttaattaccctaatgataatcacc
ggaAtaaattattccgcgtgaggt 
>ECK125137589_yghAp5_forward_3149483_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
caagcagccagcgagaagcatacattgcattttcaagaaaacgttccatacattcct
gtcGtgtagttaaaacgggcaaca 
>ECK125137564_yghDp2_reverse_3111211_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cttcacctccagctacgggccgcgaactttgccagtttcgacaaactgcgtagtgta
ctgGcaaccgattatgttgtgcaa 
>ECK125137568_yghJp5_reverse_3119259_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgaaatgttgttaattttttgtttgttgaaatttcgtaaaaatagccagatagacat
cgtAtaggggttattcttataaat 
>ECK125137569_yghJp6_reverse_3119320_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tatctgttgcttttgcaatcttaatcgttaaaactaccaacaaatttatatagttac
gttGtgaaatgttgttaatttttt 
>ECK125137575_yghQp6_reverse_3132449_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cacagaaggcggtttctctggttgccatcgtttctgaccgccgaagtttaacttaag
gctGgcgggatactttttactatc 
>ECK125137582_yghTp10_forward_3134016_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
acgaaaaacccggcagtaaataatgtattgaatattacgtggtccgtgctcagaata
tccGttcaaccttattgtgacaat 
>ECK125137583_yghTp11_forward_3133982_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgtggaattaattattgacatattacgttgattcacgaaaaacccggcagtaaataa
tgtAttgaatattacgtggtccgt 
>ECK125137580_yghTp7_forward_3134084_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttattgtgacaatggttaattgtgacattgacctgaattacgctttcataaaaacat
attAaccaaataaatatttttaat 
>ECK125137585_yghWp6_reverse_3146753_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaaatagcgtgcgcaaaagtcgttctttgcctaaaatatcgctatatatgacaatat
ataGcgaatgaggtgaacgatgaa 
>ECK125137613_ygiLp4_forward_3185311_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agtataattgcaatgtattttttaagttttacttaatcgatatttagataaactaat
tttAtaaaaaacacaaaataaaat 
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>ECK125137614_ygiLp5_forward_3185342_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cttaatcgatatttagataaactaattttataaaaaacacaaaataaaatatcatat
ttcAatgattagtagtccttaaat 
>ECK125137609_ygiNp2_forward_3173078_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gccgacatttatcgctaatgacgtgataaaaatgcctgatgttccccgctatactga
agaAtatcgcaagcatcttgtgga 
>ECK125137593_ygiQp5_reverse_3161182_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgaggagggcgagtatggaatacctttcgatttctctttcgttccggcttataatcc
ccgGcctttgattatttttttatc 
>ECK125137597_ygiSp4_reverse_3167731_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgcgataagtttgagcgaacaatgccacaggcgtattgttgttgggcttataatttc
tccGgtaaggaataccatgtatac 
>ECK125137600_ygiVp2_reverse_3169287_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agtcgataaagactggaattctgttgaaattgacgtcaaacagatccgcaaagtaaa
tccGtaattgttaccgctcccggg 
>ECK125137605_ygiZp3_reverse_3172253_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tttttttggggattgaaaatatggctttgaataagtaaaagatgaaagtatcaacgt
gtcAtgttgataattataaatgga 
>ECK125137629_ygjHp3_reverse_3221255_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tttagcctacaggattgagaaaaacttttgctatagtttagtaaaattttaccctaa
gggAggaagcaatggaaaccgtgg 
>ECK125137637_ygjQp5_forward_3236513_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
acaaaatctgaaaatgatgtcaggcgttatcttttctttctttagcgcctaaaatcg
accTcccccctttcgttaaggata 
>ECK125137642_ygjVp4_reverse_3241819_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agcgtaacgacttccgcgaactggcgatcttcaaaagcggcgtaacgctataaagtc
gaaAtgagttgttaataaaaaacg 
>ECK125137664_yhaBp3_forward_3267816_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
taacgccgggtaaatgagcgttttttgatagtgcgaaagaaccctgcgaggaaaata
agcAtctattattgtttgtcatga 
>ECK125137648_yhaHp8_forward_3252263_[ICWHO|W|Inferred 
computationally without human 
oversight],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
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replicates]_Strong 
actttattaattccttgaacgaatatttactgccatttcattcacgtctattcttaa
tttGctgctttaaaaacaagtgat 
>ECK125137650_yhaIp10_forward_3252761_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ccggcttttatcattatgttgatgaatgaataatttactaatgtttatttaaaatat
ttcAatgtcgttatataaattacc 
>ECK125137651_yhaIp11_forward_3252783_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgaatgaataatttactaatgtttatttaaaatatttcaatgtcgttatataaatta
cctAtaaaaaataaccatgtattt 
>ECK125137653_yhaJp4_reverse_3254280_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tggcagttcgggtagtaatcataattcttgacctctctttacttccttttatggtaa
gggGctggacgctacattgttagc 
>ECK125137680_yhbQp2_forward_3299939_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttgccagccaacggctgatggcgatgagtgtttccattgctgttctcttttatactg
tggGcctgaccttaacatgcgacg 
>ECK125137682_yhbUp5_forward_3301437_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
caatacaactttaactgccttaaatcaaaaattgtcgcagcaaggttaactaaaatc
ccaGttcgttaacatttttgcgtt 
>ECK125137686_yhbXp6_reverse_3321651_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtttcgttctgatatggatcagagttgaaaaacatgtctgatataaaattaaacatt
gttGataattgtttatattggttg 
>ECK125137699_yhcAp9_forward_3362094_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcatcgcaaacagtgcataacatatattaacaatatgtttctgcgttatttatcatt
attAcaggagttttaatttaaatg 
>ECK125137696_yhcCp6_forward_3354218_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
caatcaaaattaccgaaatttcatgcataatcacataaatcacttttgcttatcttg
tgtCagatttttttatctcctgat 
>ECK125137697_yhcCp8_forward_3354235_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atttcatgcataatcacataaatcacttttgcttatcttgtgtcagatttttttatc
tccTgatggattttaggcaaaaac 
>ECK125137702_yhcFp4_forward_3366843_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atgcaaaatggtcaagaagtggtaattgatagcggtaaaagcgttagcctcacactg
acaAtggctccagcttttaaggat 
>ECK125137710_yhcNp5_forward_3385406_[ICWHO|W|Inferred 
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computationally without human oversight]_Weak 
aaaactagaattaacgataaataaccgtatttttaattcttttttgttattaaaatt
cacAtttttaacacttagtatcaa 
>ECK125137711_yhcNp6_forward_3385481_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tatcaactgaaacagttagcgcggtattaattagctcaataattagtgtatacttga
tttTgtgatatgggtcacgaaaca 
>ECK125137726_yhdHp6_forward_3403446_[ICWHO|W|Inferred 
computationally without human 
oversight],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
tctcgcaatttattgcgcttcatcggctttgcttttccattagcgagtatagtcttc
agaAattattttccaatccatcat 
>ECK120016965_yhdTp_forward_3407351_[TIM|S|Transcription 
initiation mapping]_Strong 
gattttccggccttttttattactggggatcgacaacccccataaggtacaatcccc
gctTtcttcacccatcagggacaa 
>ECK120010574_yhfAp_reverse_3485951_[TIM|S|Transcription 
initiation mapping]_Strong 
gcacggtaatgtgacgtcctttgcatacatgcagtacatcaatgtattactgtagca
tccTgactgttttagcatagcttt 
>ECK125137749_yhfLp4_forward_3499438_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
taacgagcagtctgcttatattcatataatcaatgaatattaattaatatataatac
ataGggaatgtaaatgaacaaatt 
>ECK125137750_yhfLp5_forward_3499311_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
attcagcaaataaaacatagccccttaataaatattatctgctaatgggttatattc
accGttacagcgacttacaaaatt 
>ECK125137751_yhfLp7_forward_3499413_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
caattaaatattcctgtatcgttcttaacgagcagtctgcttatattcatataatca
atgAatattaattaatatataata 
>ECK125137768_yhgEp6_reverse_3532588_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtgtggaaaatgttctcaaaaggttaaatcttggtttatatggcgggaatattgtga
gtgGaatcgcattcctgaatgaaa 
>ECK125137769_yhgEp7_reverse_3532485_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agtatcgattcaccacgctaactttttttgattattttctgaaaaaagcaaaatact
actGcccggatgcgataattaacc 
>ECK125137770_yhgEp9_reverse_3532538_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
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attgtgagtggaatcgcattcctgaatgaaattgatgcaaattcaaccggtaaagta
tcgAttcaccacgctaactttttt 
>ECK125137787_yhhAp4_forward_3586919_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aagcctggtatataactctgaattaatcatcgttttgtcgggaagcgagtaaactta
aagGatatcttcagaggaggatac 
>ECK125137814_yhhIp6_forward_3624173_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttatactcgggcaaatataaatttgcaaaaaatgcgaagataatgtttttaatattt
tgaAcaatatggcattgaatgata 
>ECK125137798_yhhMp4_reverse_3605634_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cagtttagtggcgagggtggacggatgacaacaccataactggcagggtatgcttat
ttcCgcattttccgatgagggata 
>ECK125137799_yhhNp4_forward_3605575_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atcagctttttcccgtcgctgttgcataaaacgaaacgatgcggcgacgacaattaa
gccAatgataacaataaagaaaag 
>ECK125137800_yhhNp6_forward_3605698_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ataagcataccctgccagttatggtgttgtcatccgtccaccctcgccactaaactg
gaaGcaagaccgtaggcattccgc 
>ECK125137802_yhhQp5_forward_3609119_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggttaacgattgcgtgaaaattaaccattgcattgtcaacgtaaagcagtatcatgc
ggcGgctcgaaaaaagggtaagca 
>ECK120015393_yhhYp_forward_3581111_[AIPP|W|Automated 
inference of promoter position]_Weak 
caacactttttgcaaaaaaatgcatttgactcgcatttgaaagtcaatgatgttgaa
aggGacatttaccccaaagaggac 
>ECK125137783_yhhZp5_forward_3581758_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tttgcccaatacatatattgagatttaactcataattacttcctaaagtgtaatatt
ttaTtttttaatatatacgcctac 
>ECK125137784_yhhZp7_forward_3581841_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tttcctggagtaaataaataacaattaacaagcataatattgccattgataaaatag
catGccataaaaggacttttcagg 
>ECK125137824_yhiDp8_reverse_3656039_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaggtggcgataccgttactttaaatgaaaccgatctcactcaaattcctaaagtga
tcgAatactgtaagaaaaacccgc 
>ECK125137816_yhiJp6_reverse_3632595_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
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aggtgtatgtcataagataaaatgttaactatgtattcctcgcggtaaataatatga
ggtAaaatatgaaaattggaactg 
>ECK125137817_yhiMp9_forward_3634783_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
accccgctatagttatgctatgcatttgtctttaatgatatctcgtcattatattaa
cagGatgaaattatcattaatgca 
>ECK125137820_yhiNp6_reverse_3637500_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttttttgatttgccccctgtatggatttcactcaaaaaataattatcttatataatt
cagGcaaatacttccttttagtaa 
>ECK120030787_yhjAp_reverse_3669261_[TIM|S|Transcription 
initiation mapping]_Strong 
tcatgtaattgattgattcctatcaaaaagcgtatctccctgttttttatgatggct
ttgTctcgcagagacgtttgcagc 
>ECK125137825_yhjBp4_reverse_3672045_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ccaatataaggaaatcctcaaaattgttttaaatagtgccctcgacatgtaatttca
ggcGtttagctgtaactatttata 
>ECK125137826_yhjDp5_forward_3673330_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttatgcagtggctggctggcgtaatgaaagagtacctggactgaccgactatacttt
ttaAgaatgaccacgacagaagga 
>ECK125137827_yhjEp8_forward_3674637_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ccagttggtaacttttatttaacctgaaaccagttttatccactatttataaaatta
tgtGaagcatttcatagaagaaaa 
>ECK125137828_yhjEp9_forward_3674757_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgaccatttccgcgatttgttacacattgaaatatcacttttgctgtgcgtaatatg
gctAttcgttagccaaaaaataag 
>ECK125137829_yhjKp2_reverse_3685648_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gactggtaagttttcagatagcgcctctcttaatgccgctgcgatcgggtatactcg
ggcGgcaatctgggatttccgggg 
>ECK125145772_yhjXp_reverse_3712043_[TIM|S|Transcription 
initiation mapping]_Strong 
gatggcatttcatgccgtttttccccaggcataaagtgcacttcgttatggttgtcg
gcaGagatttttcctttttattac 
>ECK125137838_yhjXp5_reverse_3712060_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcatttcattccgttctgatggcatttcatgccgtttttccccaggcataaagtgca
cttCgttatggttgtcggcagaga 
>ECK125137840_yhjYp9_reverse_3712983_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
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tgacgcatcggtgaaaaagtcaatatttaatacagggctactatgcccgatatcctt
catAcaatgacaataatattgccg 
>ECK125137853_yiaBp5_reverse_3727767_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atcatttgttaatggcatttttcagttttgtctttcgttggttactcgtaatgtatc
gctGgtagatatggagatcgttat 
>ECK125137854_yiaBp6_reverse_3727827_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ataattcacatctatatatctcagtaattaattaatatttagtatgaatttattctg
aaaAtcatttgttaatggcatttt 
>ECK125137845_yiaDp3_forward_3716479_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgtattgagcagttaaatattacttacaaatttccgagtattcccaggaataatctt
catGttcacgcggcataatctccc 
>ECK120010706_yiaJp_reverse_3742618_[TIM|S|Transcription 
initiation mapping]_Strong 
aaacttgatttcaaatatatcgatcactttttaacaaggcaatctgattgatgaatt
tcaAaagacataaaaatcaattgg 
>ECK125137857_yiaTp3_reverse_3751962_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
actcccggtacttaagttgtaattttgtcatcgcaacagcccaattatatataattt
tatAtattactatataaatatgaa 
>ECK125137858_yiaTp4_reverse_3751875_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
accggagaaattgtaagcattattatgccgactcttttttatcttattttaaaatgg
aatAccggacatgttaattaatcg 
>ECK125137860_yiaTp8_reverse_3751905_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tatatattactatataaatatgaatcttgcaccggagaaattgtaagcattattatg
ccgActcttttttatcttatttta 
>ECK125137863_yiaUp11_forward_3751896_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaataacgccacaatattgcgattaattaacatgtccggtattccattttaaaataa
gatAaaaaagagtcggcataataa 
>ECK125137862_yiaUp9_forward_3751975_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aatgcttacaatttctccggtgcaagattcatatttatatagtaatatataaaatta
tatAtaattgggctgttgcgatga 
>ECK125137864_yiaYp4_reverse_3757880_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atacaatgtgctttttattagattaattttgataatcaataatactgatcatatttt
cgaAtgaaaatcctcagtaagctg 
>ECK125137865_yiaYp6_reverse_3757928_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
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attaatacaaaattcttatgaatttaaaaaaagcacattgtttaatgaatacaatgt
gctTtttattagattaattttgat 
>ECK125137877_yibBp8_reverse_3793729_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ccgatgtatgataaataacggaagcatttgaatggataatatacagtatacattcta
ttaAtatttatgatataattcttt 
>ECK120033027_yibDp1_reverse_3790149_[AIPP|W|Automated 
inference of promoter position]_Weak 
ctgctctcattatctctctaccctgaagtgactctctcacctgtaaaaataatatct
cacAggcttaatagtttcttaata 
>ECK125137871_yibLp6_forward_3776597_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgaattgcgcagtttttgagcatgttaatgattacgttacagaactattacaatgtc
attAgttgtgaacaaagcacctgg 
>ECK125203417_yibNp_reverse_3785195_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
acaacctcatactcaagagtcaaaatttgcgtaattttactacagctgaatcgataa
aatAgcctctgaagatcaaaatat 
>ECK125137875_yibNp7_reverse_3785056_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaattgcattccagttaacgcgctggctgtatttgccgcaccgcgcaggtatactcc
tttCctggtttttttaatcactac 
>ECK125137869_yibTp5_reverse_3776420_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gaggattcagcacgttttccttaatgtcatctttaccgggaacctaaactaaaattg
gcgGccgcgcattcccggcgcggg 
>ECK125137896_yicOp10_reverse_3843921_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gttaatagaattattcatatttttctcattttgattttatcaatttgattattattt
atcAtaaagaaacgtcgcgagatt 
>ECK125137901_yidEp6_reverse_3866390_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ccgccattctggtggggctttttttgtcttacttactcaacaatgcgttaaatttcg
actGtttaagatatttcggcacgt 
>ECK125137902_yidRp2_reverse_3869412_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atccagcgcgatcacctgcattttgcctgctaactttcgtgccaacgccgatcctgc
cggGccgaggccaataatcgccac 
>ECK125137906_yieHp6_forward_3896762_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tacttatacggcaacgattgcgttgcgcaaatcggctctacgaaaacgttaaactga
ttaAaaaggaaaggcatgtcccgg 
>ECK125137909_yieKp3_reverse_3899399_[ICWHO|W|Inferred 
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computationally without human oversight]_Weak 
ggatgtctggcgaccagcctatgcagcctttgtacagaaattatttaaataaaataa
ggcAttaagatgaaattaatcatt 
>ECK125137919_yifBp8_reverse_3950027_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgccagaacaactcaacttcacttgcacaaataaacaggaatcagccactaaaattc
acgAattagcgggctacagcagcg 
>ECK120048896_yifLp_forward_3994492_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
acttcataaagagtcgctaaacgcttgcttttacgtcttctcctgcgatgatagaaa
gcaGaaagcgatgaactttacagg 
>ECK125137922_yigFp4_reverse_4002875_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atcatcacaatgatagccgaagattttgcctgttcaggcaatggttcgatgattttt
ttgAtttgttatttttccactttc 
>ECK125137923_yigFp5_reverse_4002842_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcaggcaatggttcgatgatttttttgatttgttatttttccactttcagtatgcta
atgCttgcacctactgattcatca 
>ECK125137944_yihFp6_forward_4044131_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gaatattcacgggctttttttattatttaataaatataaatacattctgataatgca
tccTgccgctggacattatttcag 
>ECK125109810_yihIp_forward_4051308_[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
aaggcgacagagtaatctgtcgccttttttctttgcttgctttctgttagattccgc
cgcAaatctatactgaataaaacg 
>ECK125137950_yihLp4_forward_4060419_[ICWHO|W|Inferred 
computationally without human 
oversight],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
tatctgcaaagtcatacgccgttaattgctttcttttttggcgtaagcgtaagatgc
ttcAtctggtttaaaccaaaagga 
>ECK125137956_yihQp6_reverse_4069433_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttacggacagagaaaataacttgtattgattagcagtcaaaatcattgaagaacatt
tcaCtcgctaaaggcaacattatg 
>ECK125137957_yihQp8_reverse_4069363_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcaacattatgtatcttcaatttattaagttaaaaacagctcagcttctgtaaagtt
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tttAtatatcagttttatgagaat 
>ECK125137958_yihVp3_forward_4073661_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttttgtcatttatgacatgctttgcttgtctgtttttgatcgtatttgtaatttatc
gtcAaaaaattgacagccgtcact 
>ECK125137959_yihVp4_forward_4073712_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tttatcgtcaaaaaattgacagccgtcactttttaaacaattggtgaaattaaaatg
aacGcatcccaaaatgtttaagga 
>ECK125137961_yiiEp5_forward_4079180_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cgataactaaaccatttttgagtaataaatgaaacaactgcaacactcttattattt
ctgGaaaacgcctcgcaaaaacaa 
>ECK125137962_yiiEp7_forward_4079096_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
acgtttttcggctacaccattcagattatgcaaataaatatctctgaatataatata
ttcAtagcacccataattcatcct 
>ECK125137963_yiiFp7_forward_4079597_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaacagatgcccttattctggtattaatacaaggctgttttacttgaacttataata
actGcaactgttacatcatatctg 
>ECK125137964_yiiFp8_forward_4079562_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aggaatgacaaaaatttttcattcttgaatataaaaaacagatgcccttattctggt
attAatacaaggctgttttacttg 
>ECK125137966_yiiGp7_forward_4086886_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
catccgcagcgtttgagcaattaattaaaataagtcctgcgaaatatattaaattgc
aggActtattcatttcgtgaattt 
>ECK125137969_yiiMp4_forward_4102784_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gctattgagttcctgcctggatacttaccgcgaaaacagcacgcctgacataaaata
aatAtggtctaatggggaaatttc 
>ECK125137970_yiiMp5_forward_4102753_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
acagccggatgaactaacgttcgtccggtttgctattgagttcctgcctggatactt
accGcgaaaacagcacgcctgaca 
>ECK125137974_yiiQp4_reverse_4112312_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agaaatcacggcgtccaatacgccctttaaatgagaataaccattgctgtatggtca
tgtAagttccttgatggttgtctt 
>ECK125137978_yijFp5_reverse_4137864_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
caaactcccggcttgtccgggagtttgaacgcaaaattgcctgatgcgctacgctta
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tcaGgcctacgcaatctctgcaat 
>ECK125137984_yijPp9_reverse_4150311_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
caatatatttctgtctgcattttattcaaattctgaatataccttcagatatcctta
aggAattgtcgttacattcggcga 
>ECK120010063_yjaBp_reverse_4214156_[AIPP|W|Automated 
inference of promoter position]_Weak 
aaaatttgccaatgtcgagcctgcatgttgaaggtgagaaagtttcaaggaaaagac
tacGttagaatataagaatgacta 
>ECK120029972_yjbEp1_forward_4235858_[TIM|S|Transcription 
initiation mapping]_Strong 
catcgctaattccccgcgccgtaattcgcatgctttagttgtgtatactcgatcccg
cccGaaatgtttttgggtaaatct 
>ECK125138001_yjbLp5_forward_4260159_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgttttgtaggtaaggtgttatgttgccttgtcgtaccattatcaacacgataataa
ttaAtaattcatttttaaataaat 
>ECK125138004_yjcDp5_forward_4278466_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ataacgtttcgctggcaggggattgtccgccacgcatcttgacgaaaattaaactct
cagGggatgttttcttatgtctac 
>ECK125138005_yjcDp6_forward_4278318_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aagagaaaaaagcagcaaacttcggttgaaaaagccgctatgatcgccggataatcg
tttGctttttttaccacccgtttt 
>ECK125138009_yjcFp6_reverse_4283106_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctcattaaaaaatgagcgatttttgacagtcgtagaaaatgataatgcagagaatat
gccTtttctttcttgttaattata 
>ECK125138013_yjcOp2_reverse_4297151_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctttctacagcctcctttcggaggctgtttttttatccattcgaactctttatactg
gttActccctacccaatcgtatta 
>ECK125138024_yjdKp3_forward_4352390_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcgggagtatgatgatattcgcagttgatgggagagtacagagtcacgatatttttc
attCtctccgcgatgtgatgcagg 
>ECK125138025_yjdLp1_reverse_4356462_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aggctgatggccgctataccgttaaggtattgaaagaagaaagcaaaaaataattag
ctcGtacaagggaagtggcttgcc 
>ECK125138026_yjdLp2_reverse_4356413_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ataattagctcgtacaagggaagtggcttgccacttcccttttttgctcataaggag
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aacAcatgaaaacaccctcacagc 
>ECK125138027_yjdLp3_reverse_4356517_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gaaatcggcgctcactatccgggctttgaaaccgatattcacggtgcataccgtcag
gctGatggccgctataccgttaag 
>ECK125138021_yjdMp5_reverse_4326836_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aagattattttctttttgcgtttcctttcaaatgaaaacgatcgtcgtctaaaatca
gcaGtacccccgacaaactcaggg 
>ECK120010774_yjeFp1_forward_4393677_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[HTTIM|S|High-throughput transcription 
initiation mapping]_Strong 
tttcagctaacgggcgctcgagaataggcgcagaatcgacaaacggtctaaaattca
gcgAaacacaatgttgctgaatca 
>ECK120010775_yjeFp2_forward_4393937_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[HTTIM|S|High-throughput transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
cgagcgcgcagcataccgtgacgtgccatccagtccatttcgccgtggtattgtttg
tccAgccatgcttgcagtttgggc 
>ECK120010776_yjeFp3_forward_4394035_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[HTTIM|S|High-throughput transcription 
initiation mapping]_Strong 
ggtatcggtaatacctacctgctgaaagcccagttccagcccccactgtttaatttt
ttgCgctaactgattgagatcgag 
>ECK125138029_yjeJp6_reverse_4374403_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
taaactgggaagtttaatctttgcccgttgcataacctttaattattcatatgcatt
gctGttgttactttttatatagct 
>ECK120049216_yjeVp_forward_4392736_[TIM|S|Transcription 
initiation mapping]_Strong 
aatatccacagcgacgcgatgcgttattgctggtttttgttgtctctgacaaactct
tgtAaacagagttatccacagcct 
>ECK125138040_yjfYp2_reverse_4424828_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gaaatggtcaccatcaacttctttatcattgattaaaattaaatcagaagatcatca
cagAggagagcacacaaagtcagc 
>ECK125138042_yjfZp8_reverse_4427517_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gttatatccataatgagcgatttttgatattaatatctttcaccatccgctattttc
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accActtcagaaaacaaacttatt 
>ECK125138055_yjgAp8_reverse_4458015_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggcaacttccgcaccgtccgatttgcctgaggccaactccagcgcagtggaaactgc
ttcTtccagaatcttgcgctgcgc 
>ECK125138069_yjgBp5_reverse_4496266_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gctaagtgctgaaattttcagcattgcatacagcgatgtgtaacctttgtcacactc
cagGcaccccgccctgccatgctc 
>ECK125138061_yjgLp2_forward_4475401_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtttacggcgagtttgtgaaaagagcgttttttgatatttttttgtgagtaaaattt
gtaAtgcttagacgttcttattca 
>ECK125138062_yjgMp10_reverse_4479671_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ataaaaattccctgaattaaaaaatccattgatataacttatatatacagacagtaa
aatGttctgccacgttacaatact 
>ECK125138063_yjgNp3_forward_4479686_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tttttgccagcctattactgataagagtattgtaacgtggcagaacattttactgtc
tgtAtatataagttatatcaatgg 
>ECK125138064_yjgNp6_forward_4479566_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
attacaggtgattgcggcgcaatgttattcatagtttaacccaataaaaataaagta
attAtacatttgtttaataccact 
>ECK125138065_yjgNp7_forward_4479664_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agcgacttataaagtaataaagtttttgccagcctattactgataagagtattgtaa
cgtGgcagaacattttactgtctg 
>ECK125138068_yjgRp3_reverse_4490085_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tttaggttattttctcttcattacacgtattctctttgccggacgttgcctatactc
cagGcaggaaactggaggatatct 
>ECK125138076_yjhBp4_forward_4504005_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ataacaatcaatagtactggcgtatttgaagacaatataattatttctggatattgt
tgaGgctccctaatatttacttta 
>ECK125138088_yjhGp3_reverse_4524140_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gagacatattgcttaccaccgattcttgaagcatctgaagaagcaaaagataaagtc
cacGtgctgcttaccgcgcagggc 
>ECK125138087_yjhUp9_reverse_4520401_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcaaatggtatgctggtttatttcatgtaaaagaataaaatatctgtataaaatcat
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gccActggcaatctgcatcaactc 
>ECK125138094_yjiKp6_reverse_4563635_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgcacattacggggtttctccgcgttaaggattcattaaggtcgctacgtatacttc
tcgAtatcttattgatttgcctta 
>ECK125138099_yjiSp3_forward_4571705_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgctgttttaacctgtctgtatgttaaataaaagtaatatttgaatctgtattgtga
actGccagaaggtggatgatgaag 
>ECK125138113_yjjAp8_reverse_4600210_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
taccgtagccgggtaacaggtaaagagtattaatccccgtttctggcggtatactgc
gacAcaattccaccttgagtaatg 
>ECK125138119_yjjJp2_forward_4621657_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gagtaattgtgtttcgctgcaaggcgattgccttgtgaagccggagcgggagactgc
tccGgctttttagtatctattcat 
>ECK125138120_yjjJp4_forward_4621716_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cggctttttagtatctattcatttttctctccagcttgaatattttcgctatacttt
tcaGtgaaatgtgttaataaatct 
>ECK125138106_yjjLp5_reverse_4594737_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aacctgccgttaatgtcaaccttgcgtaatgcacaattacgtaaacaattaaaatta
taaAtacaggagtccggcgtggaa 
>ECK120034380_yjjQp_forward_4603319_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
gatattttaaatgtctccaggctatttcaccaggttatcatttgatgctaaccttct
gacAcatgcagtggagttgttgtg 
>ECK125138124_yjjXp5_reverse_4633773_[ICWHO|W|Inferred 
computationally without human 
oversight],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
gcgtttcaccgtggcggactaggtatacctgtaacatgctttttttccgtatactgc
tgtAacgttaattttctgagtaat 
>ECK125138126_yjjYp6_forward_4640358_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggtctgcatgtttgctacctaaattgccaactaaatcgaaacaggaagtacaaaagt
cccTgacctgcctgatgcatgctg 
>ECK125138127_yjtDp6_forward_4640898_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gggctttttctgcgacttacgttaagaatttgtaaattcgcaccgcgtaataagttg
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acaGtgatcacccggttcgcggtt 
>ECK125136448_ykgBp10_reverse_318334_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctggaaagtcacatcgatgcgaattgataataattcaaccgcaacagcagtattgta
taaAtaaggatgttcacaatggaa 
>ECK125136445_ykgBp4_reverse_318397_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agcatcaccgacagttctggaggataccattgctgatatagccagaaaatataatgc
ttcAtcctggaaagtcacatcgat 
>ECK125136446_ykgBp7_reverse_318484_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgcaacactattatctggcgttatggcattttccaccaatgcagatgataaaataat
tctGaaacatatcagcgtctcgtc 
>ECK125136447_ykgBp9_reverse_318525_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcattgatggtattttatatgtttaaaaaatctgttttatttgcaacactattatct
ggcGttatggcattttccaccaat 
>ECK125136450_ykgCp4_reverse_320170_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ccatatcagactcctgagtggtttttgattacaaacaccaacaatcttagtaaataa
ctaAtctaataccatcaaatagtt 
>ECK125136452_ykgDp2_forward_320193_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaacaaaaatcatgattaactatttgatggtattagattagttatttactaagattg
ttgGtgtttgtaatcaaaaaccac 
>ECK125136453_ykgDp3_forward_320116_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agcaaataacatttcttcacaacgcttgatattttgtcttatcgtctgatattttct
tttTcttaatcagaatcacaaaac 
>ECK125136454_ykgEp7_forward_321511_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atttgacgtttggatgaaagattatcatttgtcatacaaatgaggggtggtatgttg
ctaGccaattaaaaaagaacgcca 
>ECK125136455_ykgEp8_forward_321484_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gccgaaagaaataaaattagttattgcatttgacgtttggatgaaagattatcattt
gtcAtacaaatgaggggtggtatg 
>ECK120034388_ykgMp_reverse_312805_[AIPP|W|Automated 
inference of promoter position]_Weak 
ccacaaagagtcacagggattgagtgttgaaatgatccggatgagcatgtatcttta
tggTtatgttataacataacaggt 
>ECK125095433_ykgRp_reverse_313285_[TIM|S|Transcription 
initiation mapping]_Strong 
ctattcaaatttgtgatacatgtcaaaaaattggttgaccaaactcgttatttatat
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aagGgcacttacgaagtgcactct 
>ECK125136657_yliEp6_forward_872969_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaagccgcagcaagggacaatttttgcagcggcacagcgttcagatagttattttgt
taaAtgtattaacatgctgagttt 
>ECK125136719_ymcEp3_forward_1051830_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tttgggcgctaagtgtattttttgtaaatcgacgatgatcacctttgataacgtcgc
gctGcaaatacgcactgaccatgc 
>ECK125136735_ymdAp5_forward_1105225_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cccattgctttgacgaagttgagtttaaatatttccccggacgatcgggtgaaaata
gttGttactgtttctgatggacag 
>ECK125136736_ymdAp7_forward_1105330_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ccgccctcttcagaaaagtcttaatttgttgaaatatcgagcataagatgaatctgg
agaGaatggtctgctgcgaatcag 
>ECK125136738_ymdBp3_forward_1105714_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atagcctcagtaaaagtgcagtatcttgataaacagaaaaagctggctgtaatgaac
atcGaatataactaagtttctgaa 
>ECK125136778_ymfDp5_reverse_1197625_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tctttgctgtctttattcttttttgtaattttatcattctcagtgagtggtattatc
tttGctttgacagttaagcccaga 
>ECK125136779_ymfDp6_reverse_1197589_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttctcagtgagtggtattatctttgctttgacagttaagcccagaactgaaagtcaa
gtcGgaaaaatcccggacgataaa 
>ECK125136780_ymfDp7_reverse_1197661_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttttgcaaacaaatggatatttttcatgttgaaggttctttgctgtctttattcttt
tttGtaattttatcattctcagtg 
>ECK125136788_ymfJp10_reverse_1202184_[ICWHO|W|Inferred 
computationally without human 
oversight],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
cctgcttcggcaggtttttttatacttgacaatgtacctttgagatacataatgtac
ccaAgagaaacaacaaacaggcag 
>ECK125136785_ymfJp6_reverse_1202213_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaaatcaaagcctaatcaatgtttatgaacctgcttcggcaggtttttttatacttg
acaAtgtacctttgagatacataa 
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>ECK125136808_ymgFp10_forward_1218953_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gctaattagctcgttgcctcttgttactattgttcattattttgtttgctataattg
tttGaaagttttgacaggattgcc 
>ECK125203422_ymiAp_forward_1335090_[TIM|S|Transcription 
initiation mapping]_Strong 
actggagacgattcgtaaattcgctggatttttgactaaagtttctttaggatttgt
ctcAtcgtatgattaattacacca 
>ECK125136858_ymiAp7_forward_1335056_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aatatctatttcaggtcaaaagattgaattattcactggagacgattcgtaaattcg
ctgGatttttgactaaagtttctt 
>ECK125136903_ynaKp10_forward_1425219_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atgtgcatagctatgattcttggtcgccttgaaatttatcctgttattatattgttt
tcaGgttttttttggcgctcctaa 
>ECK125136900_ynaKp4_forward_1425313_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tataattgtgagtttaatattatgttgactcactcattgatccaatacctaacttta
ccaGcaacacctccgtccccagta 
>ECK125136901_ynaKp6_forward_1425249_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gaaatttatcctgttattatattgttttcaggttttttttggcgctcctaatatatg
gctGatttataattgtgagtttaa 
>ECK125136914_ynbAp5_forward_1477471_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
acgggaacaagcgatgagaaaacttgatgagttgtattgatccacaacgtaatgttt
tttAactatctgattaattgggga 
>ECK125136946_yncLp4_reverse_1517246_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agaaaaaatcatcaaacagcaacttgcccttatccatcttcagaatgagtattattg
cggAttttcttaacccgtactata 
>ECK125136977_yneEp7_reverse_1609140_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gaccgggtttcttatttcaccatattagttacaacatcctatatgcctttatcatta
acaGgtgccacatgcagcgcctgc 
>ECK125136980_yneJp5_forward_1614780_[ICWHO|W|Inferred 
computationally without human 
oversight],[RS-EPT-CBR|S|RNA-seq using two enrichment 
strategies for primary transcripts and consistent biological 
replicates]_Strong 
tgagtcatggtatgaagatacgcagatttactcttgctttaaaatgaataatattaa
gccActtattcacgaatcgagaat 
>ECK125136982_yneKp5_forward_1615731_[ICWHO|W|Inferred 
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computationally without human oversight]_Weak 
cagggatatcaatgagctatttttgatagttcttgcggttaatatgctctatatagt
gatGttccgatgacttatgactat 
>ECK125108720_yneMp_forward_1622588_[TIM|S|Transcription 
initiation mapping]_Strong 
gaacacaataaagatttaattcagccttcgtttaggttacctctgctaatatctttc
tcaTtgagatgaaaattaaggtaa 
>ECK125137004_ynfAp5_reverse_1655690_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaacgtaccaggagggtgtttatattgatgatattatgtcgccctataactatacat
gatGtcaataagagacaaagatga 
>ECK120010974_ynfEp_forward_1658003_[FP|S|Footprinting],[
AIPP|W|Automated inference of promoter position]_Strong 
tcatacccttctattgatatggattaataattcttaacccaaaatgggtagactccc
tctAttgttagcgcgctaaatatt 
>ECK125137008_ynfKp5_reverse_1667240_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggccaggaaagcataacttagactttcaaggttaattattttcctggtttatatttg
tgaAgcataacggtggagttagtg 
>ECK125137009_ynfKp6_reverse_1667335_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaaagacgcgatgtataacggttctttgttgattcgtctgttgcagggttaacattt
tttAactgttctaccaaaatttgc 
>ECK125137010_ynfLp6_reverse_1669652_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gtagtacggctcacttgaaatccttgctaaatatgcctgtagatcaggcttatacat
aggGtaggaaaatcgaattgttct 
>ECK125137011_ynfMp4_forward_1669630_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agatgacgaagttcaatattcatatttaaaacatcttatttgagattattaatatat
tagAcagaacaattcgattttcct 
>ECK125136994_ynfNp5_reverse_1638197_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gaaaatgaaggctccttcgggagcttttttgcttggtgtctattcgatggatactca
catActacggtaacatcatgaaaa 
>ECK125136995_ynfNp6_reverse_1638299_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ctttcggggcaaaatgtatcttttgtaaatcaatgatgattacatttgataatattt
cacAatacttaaatgccagccgtc 
>ECK125137068_yniAp5_forward_1807775_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgtggtgtgcgttagctcgtgtttttacaccgcattcttgcgctaaccttatgatct
ggcAgacaacatgggagagacatc 
>ECK125137082_ynjIp4_reverse_1844902_[ICWHO|W|Inferred 
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computationally without human oversight]_Weak 
gaaatatccagcggatcaagaaaattcgttggatattttttttgcatggataaaatt
atcGcctctaaagtatgtaataac 
>ECK125137108_yoaBp4_forward_1893359_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ggtgacggcgacctcacattgtggcagtctttgcagcacgaaaatggaagtataatg
aggAcaaaatgatgactatcgttc 
>ECK125137110_yoaCp6_reverse_1894100_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ccagggctttatctattacagcaggcatattcttatccttaaaattaaccatgttat
cgaTaaggctatatatgaccttaa 
>ECK120034389_yoaEp_reverse_1901772_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
ttcgtttgcaaaggaaggtaaatctttgccaaatcagaggcgtctctgatatgttta
actCccgtttaacaaccatggagt 
>ECK125137100_yoaFp10_reverse_1877722_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
accagactttccagtgactgttctttggcaagggattgcgagacgcgggcgataatc
tgaTctgacacggaacaactccag 
>ECK125137135_yobBp5_forward_1925364_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgtcacgtttaccttacgagcccaaacttaaataaaacttatacagagttacacttt
cttAcataacgcctgctaaattat 
>ECK125095434_yobFp1_reverse_1907793_[TIM|S|Transcription 
initiation mapping]_Strong 
atgtaataacttctcccactggcctggaacaactgaacttattgaactatgttagaa
aatAcgccagtttaagtatctgcc 
>ECK125137117_yobHp4_forward_1908900_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tattcgtgctttttcggaatgagtcgcttgcttcagcgcatattgccgctacgatta
agcGaacataaaaagagaagaggt 
>ECK125137175_yodCp6_reverse_2028504_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cagtagtggcgatgatattaccgactgttttaaatctgattcttggatttatcatcg
gcgGcatcgtggtgctgggagtga 
>ECK125137258_yohJp4_forward_2230493_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcggattaaaggtctgcaaagagggattgctgcaaactgcaatccctctctatgctt
gatGtatgcctgagttcgctgcgc 
>ECK125137250_yohOp6_forward_2215586_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
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acctccgcccaacagcagcaactcaccagttggcaagaacaaggccatgatattttc
ccaCtcggcatttaatgattcgtt 
>ECK120048893_yojIp_reverse_2308641_[HIPP|W|Human 
inference of promoter position]_Weak 
aaaaagaataaaaataagaattattattgctgtgcgcgcgaagatgtttaaactgcg
ggcTgtaattcattgtccgggttt 
>ECK125137390_ypfGp3_reverse_2582893_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aagacggtgttattgcttaactatttgcaaacgtcacatttaatggactgaaaaata
acaAtaatatttcgttgtttatta 
>ECK125137442_ypjDp5_forward_2747930_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aaggcgtctttgttgttatgcaacggttggagcagcgttcacctgacgctatactgc
ttcTctttcttattgctcaaactg 
>ECK125137489_yqcAp5_reverse_2923050_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cacctggatgcaggcgttatcacaatttggctggcgcggtctgcttcctgaaaatga
aagGgttgagttcagtgcgccatc 
>ECK125137483_yqcEp6_forward_2900472_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cagtgtgatattcgtattgtcaaataattttaaaaagcagaagcgtgattactctca
cacAacacctctgctttccatgtt 
>ECK125137535_yqeCp7_reverse_3015167_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atcattttccattgccccattcttgatgataatccggcagcggtaattatacagtcg
atgGctgacatagtggttccatta 
>ECK125137514_yqeHp4_forward_2987513_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
caaaattacaaaatcatggtgtattgacatcatcaataaccaatgaaattatgcaat
tatAtacggatagggaggttctta 
>ECK125137517_yqeIp5_forward_2988436_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
caacattaaagcctcatttcaatcatcatgataaatataaaattaatatatatttat
gccGtaaataccaatatacttagc 
>ECK125137522_yqeKp11_reverse_2990368_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttttagtattgatggaaggtgattattgaacagtaacatcgagtcacggtaaaaatg
tgaGgtatacaatggacattgaat 
>ECK125137544_yqfAp9_reverse_3043256_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tttaaattgaactcacgcctgttagttgaaatttcgcatttaatttcatgattttta
ggaGattagtctcaaatcagaatt 
>ECK125137588_yqhAp8_reverse_3149498_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
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gtttaacgtatatgttgatttgctgttgcgtgctgtttactcaattgcgatatactg
ttgCccgttttaactacacgacag 
>ECK125109861_yqhDp_forward_3155302_[TIM|S|Transcription 
initiation mapping]_Strong 
ggcaagacattggcagaaatgagcattgagagccagggcgctggcgatcacaatgaa
aaaCatcaggcagatcgttctctg 
>ECK125137615_yqiJp7_forward_3192054_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcagtattccccaatcagtgtagtgcctttaaacataacgtgcgtaaatatattgtc
cccGatcacactttttagtgaaaa 
>ECK120029867_yqjAp1_forward_3247548_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
taaagtgtcagcctgtgtaaatcctctcgccaccctcccctgcattcagcaaaatca
gacTccacggacatgtaattttga 
>ECK125137643_yqjFp2_forward_3250466_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tatccctcaaattttttgaagatttttgacagttttccttgctaacaatcatcattc
accAcgtttatgattctctccatc 
>ECK125137646_yqjGp2_forward_3250974_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcgcgtatagcatcgaccgcctgctgaataaaaagtggtaagcacgcgctatactta
acgAtaaaaaacgaggaggaagct 
>ECK125134706_yqjHp_reverse_3216538_[IHBCE|W|Inferred by a 
human based on computational evidence],[HIPP|W|Human 
inference of promoter position]_Weak 
tagacatatcagttctacaaatcgcttgcatttatcatgattaacaatcattatcat
ttgCgagttttatttagatatatc 
>ECK125137671_yraHp10_forward_3287362_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
taatcttaaagttcagtctatttaatgttcaatgaaatatttctgcctgtataatct
ttaAagatgttgaacatatattca 
>ECK125137672_yraHp11_forward_3287278_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gcaaagtcaggcatttatactcttttgaatacatagaaaattgatatcaatataatg
aaaAtatcaaatatttgcatataa 
>ECK125137666_yraHp5_forward_3287405_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tgcctgtataatctttaaagatgttgaacatatattcacattaaatatgattatgta
cttGttacaaggataaggttatat 
>ECK125137676_yraQp3_reverse_3298174_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
gaattacgcaaaagagctgaataattattcccaagaattgatagtgagcgtaatatt
cacGcgctcaattatcataactta 
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>ECK125137679_yraRp6_reverse_3298923_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcttactcatgcttcctccgcgttgttgcattggatgaggcgaatttcccacaatcg
gggAtaattacctcatggtctatt 
>ECK120030204_yrbGp_forward_3340211_[TIM|S|Transcription 
initiation mapping]_Strong 
cgtggttagcgaaagctggcatttgttttactttttagccgcataaagtcaaaatta
agcAtccgttacggctttctgaaa 
>ECK120051397_yrbNp_reverse_3308086_[TIM|S|Transcription 
initiation mapping]_Strong 
cggttgccaacaacgttcataactttgttgagcaccgatacgcattgttggaattat
cgcTcctgggccaggaccaagatg 
>ECK125137763_yrfFp10_forward_3526425_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
atgctcaagttaaactccacgcttgccgatagccaaccgcagaatcatgtattgtgt
ccgGtgcgactgaccacgcctgac 
>ECK125137764_yrfFp11_forward_3526319_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tcaaatcaaattaaaagtcaataggttgaaataactccaggaatttgctgatattcc
gccTtcagagggtttgctatgatc 
>ECK125137785_yrhBp7_forward_3584734_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tctttgacgaagatgaacgcgtctttgctcaatgtatcacacaggaataataatata
acaCtcaacaataatatttattat 
>ECK125138043_ytfFp5_reverse_4433148_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
acgttagccgaaagcgtaagccatctttttaatgttaataactagttaattaaagtg
gcaTcctcccgcatcctctctgat 
>ECK125138045_ytfHp5_forward_4434082_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
catgggaagtctccatcgttttgtcttgtgtttaaatacgctaacacctaaacttac
tttTagtaagtacgtacaaaaagg 
>ECK125138049_ytfIp10_forward_4437671_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agttacattttaataatgagcgttttttgatagtttacttctatagtgagatattta
atgGcgacataaagtaaccaaata 
>ECK125138048_ytfIp9_forward_4437702_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
agtttacttctatagtgagatatttaatggcgacataaagtaaccaaataaaataag
gttGtcatatgttacccaggatca 
>ECK125138051_ytfLp3_reverse_4441321_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
tttcagctgtctgaattttaaccctctggcggctttacagtaccttacgctatacta
gccActgaaaatgccggttcactt 
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>ECK125137546_zapAp3_forward_3055551_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
ttgggccctggtggaccagaaaagggcttgtctcttctcatcagggtagctatagtg
tcgCcccttcgcagaccatgggtc 
>ECK120015956_zinTp_forward_2041346_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping]_Strong 
tgctctcgtttcctaagagttgttgcattttgctatatgttacaatataacattaca
catCatatacattaactctggagg 
>ECK125137378_zipAp9_reverse_2531407_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
accataatcaggatgagctccttttgaccaatcccaggaaaattctgcgtattttac
cggGtaattgcgcaatggacagtt 
>ECK125136617_zitBp1_reverse_784848_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
cggagtctctcccttttaatttttcacttctaaaagcagtatgatgtcataaagtta
agtGagaataattaagggatgact 
>ECK120010036_zntAp_forward_3606422_[HIPP|W|Human 
inference of promoter position],[TIM|S|Transcription 
initiation mapping],[RS-EPT-CBR|S|RNA-seq using two 
enrichment strategies for primary transcripts and consistent 
biological replicates]_Strong 
ctcgctgtatctctgataaaacttgactctggagtcgactccagagtgtatccttcg
gttAatgagaaaaaacttaaccgg 
>ECK125137741_zntRp2_reverse_3439168_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
attgaagctgcgacaagctggattgagtaccgattttttacgcggcgattatgctga
caaGttgttggacaaaatcaacga 
>ECK120010035_znuCp_forward_1942634_[TIM|S|Transcription 
initiation mapping]_Strong 
tatgtaacataatgcgaccaataatcgtaatgaatatgagaagtgtgatattataac
attTcatgactactgcaagactaa 
>ECK125137999_zurp6_reverse_4260141_[ICWHO|W|Inferred 
computationally without human oversight]_Weak 
aatagcgagttaacttgaagcaatttatttaaaaatgaattattaattattatcgtg
ttgAtaatggtacgacaaggcaac 
>ECK120010259_zwfp_reverse_1936376_[TIM|S|Transcription 
initiation mapping]_Strong 
tcgcacgggtggataagcgtttacagttttcgcaagctcgtaaaagcagtacagtgc
accGtaagaaaattacaagtatac 
(7) List	of	2,860	samples	in	 𝕊!	
>Escherichia coli K-12 reverse 3292866_3292947 
CGCAGCGGGTTTACCCTCTGACCGTTTCTGTTACGAAGGCTTTTTACCTGCCAAATC
AAAAGGCCGCCGTGATGCGCTAAA 
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>Escherichia coli K-12 reverse 2846911_2846992 
TGCTGCTTGGTCTGTGGGTTGCCGCACAGGTTGCCGGTTCCACCAACATCAGCAACA
TCACCGACACCGTTTATCACTGGC 
>Escherichia coli K-12 2486131_2486212 
GAATCCAACTTATGTTGTAAACTGGCAAGGTAATGTCATTAGTCATAATAGTGCTTT
TGAACATTATTTCACTGCGGATTA 
>Escherichia coli K-12 reverse 4517935_4518016 
TGGACCTGTTTCGCCGAAACGCGCTGGAAAAAGCGTATCTGGAGATGCTGGCGCTTA
TGCCGGAGGGGGGAGCGCCTTCAC 
>Escherichia coli K-12 reverse 1102832_1102913 
CCGCGACATTGAAAACTGGCCTCATATCAACGGCGTTTTTTATTCCATGGAGGATCA
AGAACGTGTTGTCAATGGGTTGCA 
>Escherichia coli K-12 reverse 2027131_2027212 
CGCCATCGATAAAAACCTCGATGGTGAGTATCAGCTCTATGACAGTAAGCTGAGATT
TTTGACCTCTTCCAATCCTGACCA 
>Escherichia coli K-12 4048320_4048401 
TTGCCGGGCGTCACGATATGGACAGCCTCGCGGAACGTTGGTTGAAGCACAAAACCA
TCACTTTTGAAGAGATTGCTGGTA 
>Escherichia coli K-12 2748318_2748399 
AGCTACGCCTGGGATGCTGGTGCACATTGGCTTATCGCTCTTTTCCTATGCCACGCT
AATTATCGCCGCCCTGTACGCGCT 
>Escherichia coli K-12 reverse 4206698_4206779 
CAACCCAGGTTCAGGGTAAAGCCCTCTCTTATAACAACATCGCCGATACCGATGCGG
CGCTGGAGTGCGTGAAAGAGTTCG 
>Escherichia coli K-12 reverse 1970144_1970225 
CCATGCAGCAGGCTTTGCGTGGGACGGTAAGTGATGTGCGTAAGGGAAGCCAGGAGA
TGCACATTGGTATCGCGGAGATTG 
>Escherichia coli K-12 679822_679903 
CGCTATGTGCTGTGGGGAAGGGGGAATCAAAGCCTGGGATTATGTTCGAATGGGGTT
TCTGTCACGGGTCGGTGTGCTCAA 
>Escherichia coli K-12 3155897_3155978 
CACCCTGCCGCCGCGTCAGGTGGCTAACGGCGTAGTGGACGCCTTTGTACACACCGT
GGAACAGTATGTTACCAAACCGGT 
>Escherichia coli K-12 1602218_1602299 
ATCGCTCTCTGCCAGCCAAAAATTATGGCTGGAGTTACCTGGTAACCGCCCACAACA
TGCCGCCGGAACGCCGGTGCTGAC 
>Escherichia coli K-12 1424471_1424552 
CGAGAGTATCGGATATTTTAATAACTATTTGGTTGAGCTGGTGGCTGGTTCTTTTTC
CCTGCTATCGGCTTTCAACTTCAC 
>Escherichia coli K-12 reverse 2557959_2558040 
ACAAATTCAACATCCCAACTCAGGGCTGTGTACTGGCGCACGTCACCACCCAGATCG
AAGCGATCCGTCGTGGCGCACCGG 
>Escherichia coli K-12 1286757_1286838 
GTCGTTGCCTGCGGCAACGCTCTCTCGCTGGCGCTCAAGTCGAACCTTGGTCGAAGC
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TTCTCATCCTTCCCCGCTTGGGCA 
>Escherichia coli K-12 reverse 3369873_3369954 
TTGGCGGCGGTGTAGTGAGCGGCTGCAAACTGCTTACCGGCCCTGGCGGTCTGGCGG
GGCATATCGGGCATACGCTTGCCG 
>Escherichia coli K-12 reverse 3374054_3374135 
GTGGGATTGCCCATTTCGAACAATTACGTCTGTTCTTTGAATCCAGTCTGGTGCGCT
ATGCGGCTGAACATGCCACCGATG 
>Escherichia coli K-12 reverse 2130230_2130311 
GCATCAAACAGTTTGGTATCAAAACGCCTAAAACAGATGCTATGATTCTCGCAGGGA
TAATATTATCCGGATCGTTTTCAG 
>Escherichia coli K-12 2024240_2024321 
TGATGAATATCTATTGGTCAGAAAAAATTTATTGATCAGTTCTAAATCGATTAAACC
GGAATCTCTCGACGATATCCTTGG 
>Escherichia coli K-12 3740292_3740373 
TACTGACGAAGAGTTGCTGAAGCTTGACGCGCTGGCGAATCAACACGGCATTCCGCT
GGTGATTGATAACGCTTATGGCGT 
>Escherichia coli K-12 905289_905370 
AAAAATCGGCCGGAGTGAAATATTTTGCCCCGTTTGAACCGGCACAGATTCAGGCGC
TTATTCCACTGGCGAAAGATATTA 
>Escherichia coli K-12 738433_738514 
GCATTCTTATGACAAGAGTCGCCGTAAGGGAGCGATTCATGTCATTAGTGCGTTCTC
AACAATGCACAGTCTGGTCATCGG 
>Escherichia coli K-12 1463975_1464056 
CGTCGCAAAAACTGGCCGATGTACAGACACTTTTGCATGAAGCGGGTGTGGCGGATA
ACGTGATTTGTTTTGAAGCGCAAA 
>Escherichia coli K-12 reverse 64565_64646 
CGCGAATGCATCGCGCTGGTTATGTCGCGCCTAATCTCGGCGAAGTGCCGCCGCACG
CCAGCCCTGGCGGCTACGTGATGG 
>Escherichia coli K-12 reverse 3644122_3644203 
TGAGTTGCAGCCGTGGGATATCGCTTACTACAGCGAAAAACAAAAACAGCACCTCTA
CAGCATCAGTGACGAACAGCTGCG 
>Escherichia coli K-12 2538077_2538158 
AAGAATCTCCTTTTGGCAGCGATGAAGGTGCTGATGCTCTAAACGTTCTTGAAAATA
GCCTCCGTAAAGAGCCGGATCTGG 
>Escherichia coli K-12 reverse 2088677_2088758 
AGAAACCACCCCGCGTAATCCAGTAACCAACAGTGGACGAGTATTAGAAGAACTCGA
AGACTGGCTGCACAATTTACCCGG 
>Escherichia coli K-12 reverse 2896126_2896207 
TGGATCTGATAATTACCGGCTGCCAAAGCAGCGAAGGGCAGAATGGGCAAACGCCAT
TTTTGCTGGCGGAAATGCTGGGCT 
>Escherichia coli K-12 reverse 2175651_2175732 
ACGTACGCATCAAAAGGCCTTTATTGCCCGTGGGCTGACAGAGGCGTTAACACGTGT
GATTGCCATCGTGGTGCAGCCGGG 
>Escherichia coli K-12 reverse 4117628_4117709 
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GTGTTGATCTGGCTGGCACTTTCTCTACTTACCCTAATCCTCATATCAATTTTGTGC
AGGCTTTCGCAGTTGAGATGGTGA 
>Escherichia coli K-12 reverse 4441818_4441899 
TGCCGAAGCGGTACGCATTGTTTACGATCCTTCCGTCATCAGCTATGAGCAGTTGCT
ACAGGTATTTTGGGAGAATCACGA 
>Escherichia coli K-12 251386_251467 
GATTACGCCGGCAGAAGTTCCGGCATTTTTACAAACCTTACCGCTGGCAAAAATCCC
CGGCGTCGGCAAAGTCTCAGCGGC 
>Escherichia coli K-12 892379_892460 
TGGTGGTCAAGTTGGTTGAAGGCACGCAGGGAATTGGCGTCGTGCTGGCGGAGACGC
GTCAGGCGGCGGAAAGCGTGATTG 
>Escherichia coli K-12 1448229_1448310 
GACGTCACATCCTCATGTTGCGAAAATCAGTTTTACCGGTTCAACCGCGACGGGAAA
AGGTATTGCCAGAACTGCTGCTGA 
>Escherichia coli K-12 1211589_1211670 
GTTAAATATTGAAACGGGCGTATAACACGCCCGTTGTTTTATTTATGTGGATATTAT
TAATAGCATATCGAGCATATTTAT 
>Escherichia coli K-12 2925733_2925814 
TGGCGTTATATCGTCTTGATGAACTGGAAGGCCAGCCGATAGGTCATTTTAATGGCA
CTTGCATTGATGACCAGGATATCA 
>Escherichia coli K-12 2478476_2478557 
ACCCACAGAGTTTGCAGATCTCAAAGTTCGCGATGAAAAAACACTACCGTCATTAGG
CGCAACGTTATTCACCATACTGCT 
>Escherichia coli K-12 reverse 4345204_4345285 
GGCTGGGGTTGAGTCGTAATCCGTATGACAAGCTGGGGCACTTTTTCCAGGGGCTGG
TGCCTGCACTGGTGGCACGAGAAA 
>Escherichia coli K-12 2752586_2752667 
CGGCGTACTTGATATGCTGGAAGAAGCTACCATCCAGATTGCTGAAGCCAGCGATGA
ACTGCGCCACTACTGCGATCGTCT 
>Escherichia coli K-12 reverse 333928_334009 
TAATAATCAGGCCAATATCGCCATCGGCGCACCCGATACACTACTGGACGGCGGCGG
TATTGATTACACTGAAATTGGCGC 
>Escherichia coli K-12 658385_658466 
TTCAGGAATCACGCCGTGTTGATGCTGGTAATGAAATCGCTCCGTTACTGGAGGTGG
AAGGGATGAAGGTCGGTCTGATGA 
>Escherichia coli K-12 reverse 2954193_2954274 
TTCCGTTTACCTTTCGAACCGCGACAGTGTTTTTGAAACTCTGGAAGCGCAGGAAAT
GCTTTGGTTGTTGCAGGCGGTGAT 
>Escherichia coli K-12 reverse 1191262_1191343 
CGCCCACATCGCCGCTTACCCGGAAGTTGACTGGCATCAGTTCAGCGAAGAGTTCGT
CACCTCGCTGGGTATTCAGTGGAA 
>Escherichia coli K-12 4075022_4075103 
TAATCATTTGCGGATAATCACCAACAGCCTGCGTGTGGCGCATATTCTTTACCACAA
CCCGCGCTTTGAAGTGATGGTGCC 
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>Escherichia coli K-12 2789434_2789515 
GCGCCAGCCGCACCGCGTGATGGAGCTACACAACGACGGCACGTATGTCGAAGAGAT
AACCGATTACGTGCTGATGATGAA 
>Escherichia coli K-12 1465074_1465155 
TATTTTGTCCCTTTAATTATAAAGCAGAGTTATGTTTAAGCTCTGCTTTATTTATTT
GAGTATTAATTCATACCGTTTTTT 
>Escherichia coli K-12 reverse 2618386_2618467 
TTGAGTGTATTGCAGGCGATGAGTTGTGGGAGATGGCGATTTTCGATCTCTACAATC
GAATTCTGGAATCGGGCAAAACAC 
>Escherichia coli K-12 2210061_2210142 
GCACGGTCGTTGGCTCTGGCATTGCCGGAGAAGCAAAGCTTGATCATCTGCGGCTGG
TGTCTTTAGGTATGCGTTGCTGGC 
>Escherichia coli K-12 reverse 1114838_1114919 
TTGCATCAGAGAAAAATTCCAGCCGGTCAGCAAAAAAGAGATGCTGCACATGCGGGA
AGTGGTGACATCACTTAAAAACCC 
>Escherichia coli K-12 3932211_3932292 
TTGCCTCGCAGGCGGTTATCTCTGGCGTCTTCTCATTGACGCGTCAGGCGGTACGTC
TGGGATATTTGTCGCCGATGCGCA 
>Escherichia coli K-12 1179956_1180037 
TGCATGGGGAACTGCTGAAAGTGCGTTGTTCACAAAGTGGTCAGGTTCTCGACTGGA
CAGGAGACGTTACCCCAGAAGATA 
>Escherichia coli K-12 reverse 518705_518786 
CACACCAGCTCACCATGCGCCTGTTACCCGCGATGTTACCGCACGGTGAAGGGCGTA
TTGTGATGACATCATCGGTGATGG 
>Escherichia coli K-12 4161408_4161489 
TATGGAGTTCATCGGTAATAATCCTAACGCCTTCCGGTTATTATTGCGGGAACGCTC
CGGCACCTCCGCTGCGTTTCGTGC 
>Escherichia coli K-12 reverse 3833339_3833420 
GCTATGGCAGTGGGATAAATGGCAGCCAGGTCTGGCGATTTATGACTTTACCAATCC
GGATGCCTGCAAATGGTACGCCGA 
>Escherichia coli K-12 reverse 4590165_4590246 
GCTGATCTCTTCCGGTACGACGCCAAAACTGCTGGCTAATGAAACCGACGCGCGTTT
CATCGGCTACGGCGCAATGCTGAT 
>Escherichia coli K-12 4344820_4344901 
ATGCGATATGTTTATCAGGCCACGTCTTAATGTAATGCTTTGGATTTGCAAATTTTG
TAGACCGGATAAGGAATTCACGCC 
>Escherichia coli K-12 3504378_3504459 
ACGGGTCAGCGCCGCGCCGTTTTGCGAAAAGCTGAACATCCCCGGAAACAGCGAAGT
GTTCCATCTCTGCCGGGTGATGTA 
>Escherichia coli K-12 1327250_1327331 
CCGTGAAGTTGAACGTGAATATGCCGTGCGTGTATTTGGTCAGGTTGACGACGCGAA
ACTGCGTGATTTGAGTCGTGGCGT 
>Escherichia coli K-12 1408502_1408583 
CGATGCGTTGACCGATCATTCCAGTGAATTTATCGAGCAGCTGCACGATAAAATTAT
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CGACCTTGAAGATAATCTCCTTGA 
>Escherichia coli K-12 3279515_3279596 
TGGAAGCCCATCGTCACGCCTTTGAAAAGCAAGGTTTGAATGCCATCTGGCCACGCA
TCATTGCCCTGGTGGTTCAACCCG 
>Escherichia coli K-12 3748869_3748950 
GCCACGCAATGGCACAACGCTGCGGGGGTGAAATTCAGATAGAGCTGTTCGGTAACT
GGACGCTGGACGACGCCCGCGACT 
>Escherichia coli K-12 3465842_3465923 
GCCCGACAAACTCACCTTACCGCTGCTCTGGCTTGGCTTGGTATTTAATGCGCAGTA
TGGATTAATTGATTTACATGATGC 
>Escherichia coli K-12 reverse 1831333_1831414 
ACCCATCCAGGGGGAAGGCGGTGTGGTGCCAGCCAGCAACGCGTTTTTACAAGGTCT
GCGTGAATTGTGTAACCGCCACAA 
>Escherichia coli K-12 1010878_1010959 
AAAGATGCAGGTGGAAGAGGCCAGCCGCTCCGGTAAAATCGTTTTCGAAATGGAAGA
CGTTTGCTACCAGGTTAACGGTAA 
>Escherichia coli K-12 reverse 4339348_4339429 
CCATGCGCGGCGAACCTGGCGATCACAACGGTCCTACCGTTTTCGCCACCCACTCCA
CCCACAAACTGCTGAATGCGCTGT 
>Escherichia coli K-12 3746548_3746629 
ACTCGCGCGCACCGGTTAAAACCCCCGCCGACCTGAAAGGGCTGAAAATCCGCACCA
ACAATAGCCCGATGAATATCGCCG 
>Escherichia coli K-12 reverse 3898993_3899074 
CGAGCATGATCAGAAACTGGCGCGTGAAGGCGGACTGGATTTGGTGGTGCTGGGATT
AGGTGCAGATGGTCATTTTTGTGG 
>Escherichia coli K-12 reverse 1944812_1944893 
TACCCTGATTGGTGCAACCACGCGCGCAGGTTCGCTGACATCACCGTTGCGCGACCG
TTTTGGTATTGTGCAACGTCTGGA 
>Escherichia coli K-12 3967007_3967088 
CAACCACCCGGATTGTGTGCTGATGGTTCTGCTGATCGACGAACGTCCGGAAGAAGT
AACCGAGATGCAGCGTCTGGTAAA 
>Escherichia coli K-12 reverse 1752740_1752821 
AGCAAACTTTGTCCATACCACCATCTTCCCGAACGGGCCGAAAGATTTTGAAGATAA
AGACGATGGTCGTGTGATTGGTAA 
>Escherichia coli K-12 reverse 130294_130375 
CACTATTCAGCAGCATCGACTGGGACGACGACGATCATGACCATCATCATCATGACA
ATGATGATTATCATCACCACGATG 
>Escherichia coli K-12 3406552_3406633 
TCAGGTACTGGCTGACGGTCAGGGCAACGCTATCTATCTGGCGGAACGTGACTGCTC
CATGCAACGCCGCCACCAGAAAGT 
>Escherichia coli K-12 3483674_3483755 
TGCTGGCCTGTTTGCTGGCAAAGGAAGGCAATGATCTCCCGGTTGATGCGGCGGTGA
TTGTCTCTGCGCCGTTTATGCTGG 
>Escherichia coli K-12 reverse 3377062_3377143 
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GGTAGCTCGCGGTGAAAGCCGTCTGTACATGCATCGCATCGAAAAAGACTGGTACAC
GCTGATGAACACCATCATCAACGG 
>Escherichia coli K-12 reverse 3535153_3535234 
GGTGCGTTCCGTTACCCGTGCCTTTAACCATATGGCGGCTGGTGTTAAGCAACTGGC
GGATGACCGCACGCTGCTGATGGC 
>Escherichia coli K-12 reverse 4174512_4174593 
AGGCTTCCCGGAATCGTATGATATGCATCGCCTGGTGAAGTTTGTTTCCGATCTCAA
ATCCGGCGTGCCAAACGTTACAGC 
>Escherichia coli K-12 4494865_4494946 
CTGTTCATCATTAAAAAAACAGTATCGTGATATTTTACGCAAGGGTAGCCCCCATGT
TCATTTCCTCTGGTTAGATGGCGA 
>Escherichia coli K-12 reverse 2262891_2262972 
GAAAGAGGCGGGGGCAGTTGACGCCACTTTCGTCACCAAAGCCATCAATGAACAACC
GCTGAATCTCGGACAGGGTATCTG 
>Escherichia coli K-12 1731356_1731437 
TTGAACCAGAAAAGTTGCTGCAAATTGTCCGCGAGGCGGTAGGCAGCTCGGCACTTT
TCGCCGCCCGTTTTCGCGAATGCG 
>Escherichia coli K-12 1894453_1894534 
AATGGGTCAGGACGCTTTTAATCACATATAAAAAGCGTCCTTTTTCTCACAATCAAA
TGATCATCGGCTTCTATAACGAAA 
>Escherichia coli K-12 1373623_1373704 
CTACGGCATTGTTAACTACCTCGGCGTCGATCTTCTGCATCTCTATGAGCAGGCACC
GCTGTGGTTCGATAATCCGGGCAG 
>Escherichia coli K-12 1479977_1480058 
TCGTTTATATGCTAACAAATCGCAAAAATTTGATTATCAGCATGAAGACTGCACAGG
ACCATCAGCGGATCGATGGCGGCT 
>Escherichia coli K-12 138695_138776 
ATCTGCCTGATGCGCTACGCTTATCAGGCCTACGCTAGCTGTGCAATCCATTGATTT
TGCACAATTTTGTAGGCTGGATAA 
>Escherichia coli K-12 2894444_2894525 
GGACGGCATTATCAGTACCAAAGCCTCAATGTTGAAAGCGGCAAGAGCGGAAGGTTT
TTTCTGTATTCATCGCCTGTTTAT 
>Escherichia coli K-12 reverse 4081503_4081584 
GTAAGATCGTCGTCAACGAGGAAGTAGGTGACACCGGGCGTTATAACTTCGGTCAGA
AATGCGTTTTCTGGGCGGCGATTA 
>Escherichia coli K-12 reverse 1559423_1559504 
GCTGTCGATTCCTTCGTTGGTACTGACAATGGCACTGGCTGCCGCTCTCGGGCCGAG
TTTGTTTAACGCCATGCTGGCTAT 
>Escherichia coli K-12 reverse 4084258_4084339 
AAACTACTGGGGCAACTACCCGAAATTCTTCGTCTCTATGATGAAGGCCTTCTTTGG
TGATAAAGCGACGGCGGAAAATAG 
>Escherichia coli K-12 812569_812650 
CGCCGGATTACGCGCGCTTGAACAACAGGCTGACTGGGTGTTAGTGGAAGGTGCTGG
CGGCTGGTTTACGCCGCTTTCTGA 
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>Escherichia coli K-12 reverse 2361781_2361862 
GGAGTCATCAGCCACTATCAGCGTGCGTTCCCATGAAGGAAAAAGCCTTTCGCTTTA
TCGCTCCGGAATAGGTAAATGCCT 
>Escherichia coli K-12 reverse 3440495_3440576 
ATGTGCCGGCTTCTACCCGAATTCATTCGGAAGAAGATGAGCGCCCAATCGGCCGTC
TGCTGGTCGACGCATGCTACAGCC 
>Escherichia coli K-12 3180040_3180121 
GGCACCAGCCCAGGCTGGCATGGCACCAGAAAACCAGGCGCAGGCCCAGCAATCCAG
CGGGAGTTTCTGGATGCCGCTGAT 
>Escherichia coli K-12 reverse 1350606_1350687 
CATCAGCTCCTACAGCTTCGTTGCAATGGCAAAAGCTTGCCGCTCCATGCTGAATCC
GGGTTCTGCCCTGCTGACCCTTTC 
>Escherichia coli K-12 reverse 953998_954079 
TTTTAATGTGGCTTTCCGGCGAGTATATGACCGCAAATGGTCAATGGGGACTAAACG
TCCTACAAACCGCCGACCACAAAG 
>Escherichia coli K-12 4546375_4546456 
TCGGGAAAAACATGGGGGCACTGGGCGCTCTGTCTGTGGATATGACGCAGGCTAATT
CCACACTTCCCGATGACAGTCAGC 
>Escherichia coli K-12 3103500_3103581 
AATTATGGAGTTTGAGCGAGCAGGTGACGCCCGCGGTTGGCGTGGAACGGTTTAATC
AGGCGATGATGGATTTGGGTGCGA 
>Escherichia coli K-12 reverse 2237209_2237290 
TGTCGGGGCGTCGCCAATTTCTGGTTTTGACAGTGGCTTCTCTACCTTTGCTCAGGG
CTTTGTCGCGCTGGGGAGTTTCCG 
>Escherichia coli K-12 3894896_3894977 
AATATAACTACTCGGTACCGGGTGGGCTGAAAAATGCCATCGACTGGCTTTCCCGCC
TGCCGGATCAACCGCTGGCCGGTA 
>Escherichia coli K-12 1806795_1806876 
AGGTGTGAAGCTGGAAAAATTAACCCAACTGATTTCCGCTGCGCAAAAACAAGGGAT
CCGCTGCATCGTCGACAGTTCTGG 
>Escherichia coli K-12 reverse 3917794_3917875 
GCAATGTTGTTGCCCAGGTCACCGGCATGGGGGATAACCCTTCCCTGTCCGAACTGA
TCGGTCCGGTAAAAGTGATGTTGC 
>Escherichia coli K-12 4450401_4450482 
GCAAACCATGCAACGTGGTGGAGCTGCAGGGCACCGTTGGGGCCAGCGTCGCCATTG
ACCGTAAGAAAGGCTTTGCCGAAG 
>Escherichia coli K-12 4331214_4331295 
ACCGTGAAGGTTTGCAGGATGGCCCGAAAGTCTCGTTTAAAGAGATTGCCACTAAAT
ACTGGCGCAGCCTGTTGACATGTA 
>Escherichia coli K-12 1727168_1727249 
CGCGCGTGAAGCCGGTTTTGATCTGGTAGAGCTCCACTCTGCTCACGGTTATTTGCT
GCATCAGTTCCTTTCTCCTTCTTC 
>Escherichia coli K-12 reverse 4054534_4054615 
CCATTCGTCAGGGGCGTTTTGAACAGGCCGATGGCGGTACATTATTCCTCGACGAAA
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TTGGTGATATGCCGCTGGATGTGC 
>Escherichia coli K-12 reverse 808573_808654 
GTCATGAAATCGCGGCGGTGATCATTGAGCCGATTGTCCAGGGCGCAGGCGGGATGC
GCATGTACCATCCGGAATGGTTAA 
>Escherichia coli K-12 reverse 2577198_2577279 
ATGGCGATCAGGATCTGAGCTTTGGTCCGGAATACATCATTCCAAAACCGTTTGATC
CGCGCTTGATCGTTAAGATCGCTC 
>Escherichia coli K-12 reverse 2256671_2256752 
GGGCGTACCAATTGACTACCTGTTAGCGGCATCGCTGATGGCGATCCCTGGCGGGAT
TTTGTTTGCACGTATTCTTAGCCC 
>Escherichia coli K-12 reverse 2615311_2615392 
TCTATCTGGTGCTGGTGCCATTGATGGTCTTCTTCCTGCTGAAAGACAAAGAGCAGA
TGCTGAACGCCGTTCGCCGGGTGC 
>Escherichia coli K-12 reverse 3850392_3850473 
GCTGGTTGAGCAGGCGCTTAACGCGGGGGCACGCGGCTTTCTTTCCAAACGCTGTAG
CCCGGATGAACTCATTGCTGCGGT 
>Escherichia coli K-12 reverse 3882988_3883069 
AGTTTAAACGCTACTACCGTTCCGTAGATGCACTGCTGATCGACGATATTCAGTTTT
TTGCTAATAAAGAACGATCTCAGG 
>Escherichia coli K-12 reverse 1535372_1535453 
CGATTATCAACGCGCTTCATCTCACTGAGGACGATATTCTGCCAGGCTTGCCAATTC
AGGTGGCAACAACAGGACACTCAA 
>Escherichia coli K-12 reverse 4307295_4307376 
GGATGGGGTTCGCAGTGTGGATGAACGGTGCGCCGTGGACGGGTGCACACGGTGTGG
CAGGCGAACTGGGTCATATCCCCC 
>Escherichia coli K-12 reverse 1724355_1724436 
GCCAGCCAGCCACCAAAGATGGCAAAGCCAGCGCCGCGGAATCCGCAGGCGGGCATC
TTGATCCACAAAATACCGGTAAAC 
>Escherichia coli K-12 reverse 3100166_3100247 
AGCCTCCGCCAACCGTGGCGTGCTGGTAGTGATGAATGACACCGTGCTTGATGGCCG
TGACGTCACCAAAACCAACACCAC 
>Escherichia coli K-12 reverse 239765_239846 
TGAGCATCTACATTATAAAGCGGGCAATGCGCGAGTGATTGTGGAATGGCGCGGCTG
GCGTATTTTGCCGCTGGTGTGCTA 
>Escherichia coli K-12 344544_344625 
GGTATATGACCAGGATGATGCGTTTCTTGATATTAAAGCAAACGTGCAGGCTGGACG
CTTTACCGGGCTTAAGAAATTAGT 
>Escherichia coli K-12 3093179_3093260 
TCGCGGGTTTATTTTGCATACTCCGCCCTCCAATTTTGCTTCCAGCATTCGCATTTC
AGACAACACGGTAATGACCACTTC 
>Escherichia coli K-12 805842_805923 
ATCGCATCGAATCTGTAGGCCAGATAAGGCATTTTCGCAGCATCCGGCACTTATTGT
CGGATGCGATGCTTGCGCATCTTA 
>Escherichia coli K-12 reverse 3263017_3263098 
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GCTGCTGAATCTGGCGGAAGATGACTCCGGCCTGGTTGTGGCGCATCTTGGCAATGG
CGCGTCAATCTGCGCGGTTCGCAA 
>Escherichia coli K-12 reverse 1261362_1261443 
ACGTATTTGGTAGCCCGATCCTGCTGGAAGACATGCTGCAGCTGAATCTGGATAACC
CAATTGTGGTTTCTCCGGACATCG 
>Escherichia coli K-12 reverse 2740576_2740657 
TCGTACAACGGAATCGCAAACTCACCGTGAAATGGCCTCCGGGCTTTCCATGCCGGT
TGGTTTTAAAAACGGCACCGACGG 
>Escherichia coli K-12 reverse 3142098_3142179 
AATGGCTGACACGCGGTAAAGGTGCGGTGAACTACCTGAGCGTGCCGGAATTCCCGA
CCGACAGTAAAAACGGCAGCTTCC 
>Escherichia coli K-12 reverse 3876507_3876588 
CAGCTACTACACGGTGCATGAATCCTTCGTTGCCACCATTCCGCTGGTGTTCTGCGA
AGCGGAGAAAATGGACCCCAATAC 
>Escherichia coli K-12 4031787_4031868 
TACCGACGTACCTTACAGCAACATTGTGGCGCTTAACGAACACGCTGCGGTACTGCA
TTACACCAAACTGGACCATCAGGC 
>Escherichia coli K-12 1363447_1363528 
CGATATCGACGCCATTGCCTTTACCGGTTCAACCCGTACCGGGAAACAGCTGCTGAA
AGATGCGGGCGACAGCAACATGAA 
>Escherichia coli K-12 1292398_1292479 
TGAGCAATCGACGCCGTTTTTTTATAGCTTATTCTTATTAAATTGTCTTAAACCGGA
CAATAAAAAATCCCGCCGCTGGCG 
>Escherichia coli K-12 471487_471568 
GTATGCGTTTATCAGCTATCTTGGGCGACTTAACGAACCATTAATCGAACTGACCAC
GCAACAGGCGATGCTGCAACAGGC 
>Escherichia coli K-12 4612908_4612989 
ACCTGGCTTTTATCGTAGCGGAGTGTCGCTGGAAGGCATTAACTACCTGGATGGCGG
GATCAGTGATGCGATTCCGGTTAA 
>Escherichia coli K-12 2078289_2078370 
GACGCCAGCCTGAATACAGCTGGCGTTTTCATTTATAAACAGAAAGGAAAACCGATA
ATAATGGAATGGACGCCCCGACCA 
>Escherichia coli K-12 2621676_2621757 
CGTTGGCGTGGTAGAAAAATCAGAAATCATCGACGGCTCTAAAGTCAGCGACGGCGA
TGTGCTGATTGCACTCGGTTCCAG 
>Escherichia coli K-12 reverse 586488_586569 
AAGCGGAGTTGACGCGCGCATTGCTTTTTACCGTATTGTCTAACTTTCTTGAGCAAT
CGCGGTTTATTGCCCTACTGATGT 
>Escherichia coli K-12 3363958_3364039 
TCTGGTTCCCCTGCCCGATTTAACAGTGAGCAGCCAAATTAGTACATCGCAGGATAC
GAAAGACTCACTGCAAGGACAGAA 
>Escherichia coli K-12 2015338_2015419 
GCGCCACGACGTGATGTTGCGTATCGCCACCTTTGGCGGCGTGCAGCCAGCCGCGCT
GGCGGAGCTGACCGAAGTACTGAA 
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>Escherichia coli K-12 reverse 4525370_4525451 
TCCGGACTCTGTACCGACGAGCAAAAGCTGGATTGGCAAAAAACTTGAGTTGCATAT
TACCGCGTTGGGTAAGGCATTATT 
>Escherichia coli K-12 3543567_3543648 
TGTGTTGGCTGGATTGTTTCGCCGATCCCAAACTGGCAAGGCAGCTTTATGCCTCCG
CATTTCCGCTGATTGATGTCACCG 
>Escherichia coli K-12 3612350_3612431 
GTTTGAAGTGCGCCACGTCCCTTACAAAATGCGTTTTGCGCTGAATAATCCACAGAT
TCACATCGCGGGATTACACCGCGC 
>Escherichia coli K-12 reverse 3398042_3398123 
CAGAGCATGCGGCGCAGATGTTGCGCAAATTATCGGGTCAGACCCATCAGGTGATGA
CAGCAGTGGCGTTGGCCGACAGCC 
>Escherichia coli K-12 reverse 3325929_3326010 
TCCTGGCCGTTTCGACCGTCAGGTTGTGGTCGGCTTGCCAGATGTTCGCGGTCGTGA
GCAGATCCTGAAAGTTCACATGCG 
>Escherichia coli K-12 2234613_2234694 
ACAACGAAGTCGGTAACACACTCACCCTTGAGCAGCTGAAAGCAGAAAACCGCGCGG
TACTGGTCACCGTGGGGTTATCAA 
>Escherichia coli K-12 reverse 38467_38548 
CCGGTAAAGGCGAAAGTATCGACATCGCCATGTATGAAGTGATGCTGCGTATGGGCC
AGTACTTCATGATGGATTACTTCA 
>Escherichia coli K-12 reverse 2308977_2309058 
TTTTCATAATTTATGTCAACGTGCGGCTACGGCGGCGGGCTATCCAGATTTCCAGCC
AGATGCTTGTCTTATCAACCGCTA 
>Escherichia coli K-12 455743_455824 
GCCACAAAGCTGGCGAAGAGTTCACCATCGACGTGACCTTCCCGGAAGAATACCACG
CAGAAAACCTGAAAGGTAAAGCAG 
>Escherichia coli K-12 3195221_3195302 
AAATCCTCCCTTACCCTTGTTCCTTTACTCTAGGTTGAAAAAACAACAGCGTCAATA
GGCCTGCCATGTACGAAGCGAGAT 
>Escherichia coli K-12 4487820_4487901 
GTGACGAAGAGTTAGGTGGCATCAGCATTTATGCCTTTAACGAGAATCGTCGTCTGC
AATCCGTACGCTATGCCGCTACTG 
>Escherichia coli K-12 215585_215666 
AAAAGTCATATTATCGGGCGAAAGGCGATGCGCTGGAGATGCTCGATCGTGAAGGCA
ATCCGATTGAATCGCAGTTCAACT 
>Escherichia coli K-12 reverse 3132794_3132875 
GAATCTACGCAAGGTTCAGCGACTGGCGCAAAGTGGCGTTCTGGTGGTCAGCGATCG
CTTCCCGCAGGCTGAAATTTCGGG 
>Escherichia coli K-12 reverse 3577289_3577370 
CTATGCAGCGCACTAATAAAGTGTCGCTGATCGTCTGTTCTGCATTGAAAAAACACT
ATCGCGACTTGCTGCGTGAAGGTA 
>Escherichia coli K-12 reverse 3394319_3394400 
AAAACTGCTGATTGACGCTGACATTAAAGGTCCGGGTAAAGCCGTTGGCCCTTACTT
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TGATGAGACACCGCTGAAAGATTC 
>Escherichia coli K-12 reverse 1595287_1595368 
ATAACCCTCTGACGACGCTCAATTTGCTGGAACACGACGATAGCCATGTCGGCGTTC
AACTGGTGAAGGCGCAAACGGTTA 
>Escherichia coli K-12 reverse 3038428_3038509 
GGAAAAACACGTCATCACCGTGTTTACTGATATTACCTGTGGTTACTGCCACAAACT
GCATGAGCAAATGGCAGACTACAA 
>Escherichia coli K-12 731640_731721 
CCGCAGCGAGGATGAGGGGCTGGTCACCCACTGGCACTATGACGAAGCAGACCGCCT
CACGCACCGCACCGTGAATGGCGA 
>Escherichia coli K-12 reverse 1858272_1858353 
CGATGCTGGCAGATGTTAAACCGGGTAAGAAGATAATTATTCTGGGAGCAGGTTGTA
TTGGTTTGATGACGTTGCAAGCGT 
>Escherichia coli K-12 reverse 3642717_3642798 
CGTGCGGATGCTGGAGCGTAATCCAGTGGTTGCCGCGCTACTCGACGACGGCCTGGC
GCGTGGTTATGCGGATGCGGAAAT 
>Escherichia coli K-12 1495920_1496001 
TGCTGATGTGGTCTGTTTTCCTGGATGCCATATCAACCACCTGACGCCACGTACGCT
GGATATTGACCGGGTGCAGTCGAT 
>Escherichia coli K-12 2442728_2442809 
TAAACCGCTTTTTCTCTAATGCGTTTACTTTTGCTCGTCGGTTTTACGACCAATTAC
CCGTTAAATTTGATCATGACTGGT 
>Escherichia coli K-12 reverse 1880401_1880482 
AATTCTTTACGCGACCCTGAAGGGTAAAAATAGCGAGGCCAAATCCGATGAGCCCCA
ATACGGTGCTATTTTTAAACGCGC 
>Escherichia coli K-12 reverse 2419472_2419553 
TCAAATGCTGCTGCATTTCCCGATAACCGCGCCGTGGCAACAGGTATTACTGGAAAA
ACAACGTCTGTTTTTGACGCATGG 
>Escherichia coli K-12 reverse 2504989_2505070 
TGATGGGGAAAGCCTTTGATGACCGCCTCGGTTGCTATCTGCTGGTGACGTTACTGC
GCGAACTGCACGACGCCGAACTAC 
>Escherichia coli K-12 2443791_2443872 
CGGATGCGGCGTGAACGCCTTATCCGACCTACGTGTGACGTGTAGGCCTGATAAGAC
GCGATAAGCGTCGCATCAGGCATG 
>Escherichia coli K-12 reverse 3874776_3874857 
GAAATCTGGTGGAACCGGCGATTGCCCGTTGGGCAGCAGAGCGCGCGACTTCCAGCG
ATCTGGCGCAGATTGAATCGGCGC 
>Escherichia coli K-12 3875727_3875808 
TTGCCGATGACGCAAGATTTGTTTTAAATGCGGGGAAAAAGAAATTTACCGGCACAA
TATCGCTTTACTACTACTGGAATA 
>Escherichia coli K-12 reverse 178023_178104 
TCAACTGGCCCCCTGGAGTCCGCAACCAGACAAGGCCGAACAAGCCGCGCAATCCCT
GCTGGATCAGTACGCGCAATTGAA 
>Escherichia coli K-12 1284334_1284415 
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GCATCTTCTGCTATCCGCGTATTGAAGCGGGTCAGCCGACCGTGTGCTCAGAAACCT
GTGTCGGTCGTATCCGTTATCTTG 
>Escherichia coli K-12 reverse 3873264_3873345 
ATAGTGAAGTGATCCGCCGTGCGGTGGGCTACGGCATGACCGTCTGCCCCGGCTGCG
CGACGGCGACCGAAGCCTTTACCG 
>Escherichia coli K-12 2826832_2826913 
ACTGGCGAAGGTGGGAATGGGCATGGGGTCCACCGTTGCGGTGCTGTTTCAATCTGG
TCGTGACACCATCGACACTGTATT 
>Escherichia coli K-12 967456_967537 
TGACTGCCGGTACGATTACCGTTGTTTTCTCTTCAATGATTGCACTGATGCGTCCGC
TGAAATCGCTGACCAACGTTAACG 
>Escherichia coli K-12 reverse 2897162_2897243 
AAGCTCACGCTATCGTGCATCGCTATTTTGGTCCCCATGTTTTACTGGGCGATGAAG
TGGTAACGGCGACCCATAAACACA 
>Escherichia coli K-12 388660_388741 
GGTCCCCTCGCCCCCTTGGGGAGAGGGTTAGGGTGAGGGGGCGTTCACCGTACTTTC
AACAGGTTAACTCCCCCTTTCTGA 
>Escherichia coli K-12 reverse 2574613_2574694 
TGGAGCAGGGCGCAATGCAGCCGAGCTTCAAATCGGTGACCGGCAAAGGCGGCATCA
AAGTGATTGATGGCAGTAGCGTCA 
>Escherichia coli K-12 reverse 2921385_2921466 
GAAAGAGCTGGAGTACATCGCCGCGGGTGGTGCGCTGATCAATATGGATCAGCAAAA
CACCAAAGTTAAAGTGCCGTTCAG 
>Escherichia coli K-12 reverse 3314639_3314720 
CGTTGAAACTGAAAACGGCATGATCACCTTCCTGGACACCCCGGGGCACGCCGCGTT
TACTTCAATGCGTGCTCGTGGTGC 
>Escherichia coli K-12 reverse 2069515_2069596 
ATGCCAAACGTGTTTACCGGATCATGCGCCAGAATGCGCTGTTGCTTGAGCGAAAAC
CTGCTGTACCGCCATCGAAACGGG 
>Escherichia coli K-12 1301958_1302039 
CAACCGCTACCGTAGTGGTGAAATCGACATGACGAATAACAGCATGCCGATCGAATT
GTTCCAGAAGCTGAAAAAAGAGAT 
>Escherichia coli K-12 reverse 2358404_2358485 
GTGTCGGGGCCAGTGTGGCACGGGCTGCGCGCTGGGGACGCATTGAGAATTACATGG
CGCAAGTTAACGATTCGCTTTGTC 
>Escherichia coli K-12 reverse 3835199_3835280 
GCGGGAAGATTTACGTGATATCTGGCAAAACGACCAGTGGCGGATTGTCGGTTTACT
AACCATTTTCAATATCCTGGCGGT 
>Escherichia coli K-12 reverse 2649767_2649848 
TCGATAAAACCTGGAATCGTCATGATCTGTATTTAAGTACGCTGGTGGTACGTCCTG
GCGATAAATCTCGCTCCGCGACGC 
>Escherichia coli K-12 498497_498578 
CGCGCAAACGTAGCATTCCGGGGATATCGTTTATACGTGATTACGCCGATAACCACG
ATTACATTAATGCACTGGCGAACA 
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>Escherichia coli K-12 reverse 1545010_1545091 
ATTGTTGCAGGTAATAAAAATGAACTCTTACTGCTGGATCTATCCCATAATAAACTA
ACAAGTTTACACAATGACTTATTT 
>Escherichia coli K-12 reverse 711161_711242 
GATTGATTTCAACGGCAAACTGGTTGCGCTGTTTGGTTGTGGTGACCAGGAAGATTA
CGCCGAATATTTCTGCGACGCATT 
>Escherichia coli K-12 reverse 2983667_2983748 
TTATTACAATTGCGCACCCGCGCATACGACGTATCCCACCAAAAAAGTCACACCGGA
CGAAGTATCTCCAGTCACGTTAGG 
>Escherichia coli K-12 2386306_2386387 
TCAGCAAGTACCGAAAACAGGCGTGCAGCTGGTCGCCTATGCGTCGGAAGAACCGCC
CTTCTTTCGTAGCGATGAAATGGG 
>Escherichia coli K-12 reverse 327958_328039 
CAGCGGCAAAAAAGTGATGGCTAACTCGGCGGCCTCTTCCCTGAAAGAAGTGACCAT
GGAACTGGGCGGTAAATCACCGCT 
>Escherichia coli K-12 3328122_3328203 
AGGGGTTTTCCGCAGGCAGGAGAGCAAAATGCCACGCTCTGTTCGTTGATAAAAGGC
CGCATAGCGGCCTTTTTCCTTTCT 
>Escherichia coli K-12 reverse 4073084_4073165 
GGCTGGCGGCACCGCTGAACAAGTTGAACGTGCCACACCGATCCTGATGGCGATGGG
CAGTGAGTTGATCAACGCTGGCGG 
>Escherichia coli K-12 263009_263090 
CAGCTGGTGTAAGTAAATTCTATCAACGAAGATCAATCTTATCTACTGACCAAAAAG
GCCTGATAGGGCTTCGCTCACTAT 
>Escherichia coli K-12 4053493_4053574 
GCGCTGGGCAACAAAACCTGTTGAAATTATTGCTTTTGTAGGCCGGATAAGGCGTTT
ACGCCGCATCAGGCATCTGAGCAT 
>Escherichia coli K-12 reverse 50762_50843 
GGATCTGCAGACCGCCAAAGAGTGCGCACGCGATGTAGAAGCGGTGCTATCGAGTGA
CTCCTATCCCTTCTTTCTTGATGC 
>Escherichia coli K-12 reverse 184624_184705 
TCGCCCTGTTGGTACAGAAAAAAATCACTTAATTGGCGAGACGTTGAAATCAGCGGG
CATCACGGTGTTGTTTAACCAGGC 
>Escherichia coli K-12 reverse 3305156_3305237 
GTTGATGACCCTGCCGTTCTGTCTGGCATCGTTTGGTTATCACGGTAACGTGCCAAG
CCTGATGAAGTATTACGGCAAAGA 
>Escherichia coli K-12 1740477_1740558 
TAGTCAGGATGGTCTGACCTTTACCGACCTGCTACGTTCTAAAACCTATCGCGGCAA
CGTGCTGATATACGCAGCCTGTTC 
>Escherichia coli K-12 4269731_4269812 
CAATGGCTGGGATGAATTCAGCATTCCAAAAGAGGTCGCTCGCCAGCTGATTGATAT
GCATGTACGCCGCGGTGACGCGAT 
>Escherichia coli K-12 reverse 3243996_3244077 
GACCAAACGTCTGGATCACTTCGCCGCTCACGGCTGTAAAGTGTCTGACCACGCGCT
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GGATGTGGTGATGTTTGCTGAAGC 
>Escherichia coli K-12 2970737_2970818 
AATCCACGAATCCATTGAAGGTGAAGAAGAAGGGCTGAAAACACGCGTTTCATCATT
CCTCGGCGCTATCGTGCAGATTAT 
>Escherichia coli K-12 reverse 1749916_1749997 
TACTGGCATGCTGGCTCGGCTTTGTGCTGATCAATGCCGTTGGGGATAATGGTCACC
ACTATCGCATTCGTCGTCAGGGGT 
>Escherichia coli K-12 4638815_4638896 
CTGGCGGGCGTAATAGCGAAATGACCTTAACCAGCAACTGGCCGCATCCCAGTTTTT
TAGGTGATTTTCTACCAGCCAAAC 
>Escherichia coli K-12 3773198_3773279 
GACACCAAAAGGTGCTTACTTCGCTAACATCGCGGGTGTGTGTGCGGCGATGGCTGT
CTCCTTCGTTGTCTCTGCTATTTT 
>Escherichia coli K-12 960607_960688 
TCTACAGTGGCCTGATGGACATGATGAATGACAACGAAATTGAAGGCGTTCTGGGCC
ATGAACTGGGCCACGTCGCGTTGG 
>Escherichia coli K-12 4231253_4231334 
CCCAAAAGTGCCCGGACAGTCCCCTCGCCCCTTCGGGAAAAGGGTTAGGGTGAGGGG
AAAATTGTGTTCACACTGACGAGT 
>Escherichia coli K-12 3011888_3011969 
AACAGGGTTACACTCTGAAAGAAGATGCTGGTCGCGGCTATCGCCGTGTTGTTGCCT
CGCCAAAACCGGTTGATATCATTG 
>Escherichia coli K-12 reverse 1975753_1975834 
CGATCTGGTCCAGGAAGGTCTACGTATTCAGATCATCGATAGCCAGAATCGCCCGAT
GTTTAGAACCGGCAGTGCCGATGT 
>Escherichia coli K-12 3015410_3015491 
AGGCCGCAGTACCCGCAGTGCAAACAGAACATTGTTTTCTCACCCACGGTGACATGC
CAACCCTCACCATCGATATTTTTA 
>Escherichia coli K-12 1832792_1832873 
TCCCGGCAAAAGCGCAGTTTTATCAGAATCTGCAAAACTACCTGGAAACCGAACTCA
AACGTGATAATCCGGTACTGATTA 
>Escherichia coli K-12 2011112_2011193 
CTGCGCCTTTATTTATCACCAGCAGGAAACGCCTTGTCCATAGACGCCCCTTCCACA
TGCGCCACAAGAAACCTCTATTCC 
>Escherichia coli K-12 786725_786806 
ATGAATCACCACAGGCCTGATAAGTCGCGCAGCGTCGCATCAGGCAATGTGCTCCAT
TGTTAGCAACAAAAAAGCCGACTC 
>Escherichia coli K-12 3498475_3498556 
TGAAGTGGTGCTGGTTGGTGCAGGTCCGGGCGATGCCGGGCTGCTGACACTGAAAGG
ACTGCAACAAATTCAGCAGGCAGA 
>Escherichia coli K-12 297278_297359 
ATTTAAATACACCACGTTTCCTCCTGTGCCGTATTTGTGCCATTGTAACCTTGGCAA
TTCATCAAAATACTGTTCTGACAT 
>Escherichia coli K-12 reverse 4125672_4125753 
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TCTTGGCTCCGCAACGCCCGCGCTGGAAACGTTATGCAACGTCCAGCAGAAAAAATA
CCGCCTGCTGCGCCTGACCCGTCG 
>Escherichia coli K-12 reverse 2173560_2173641 
TATTCAGCGCAAATTTGGTCCATTTGGCGAGCCTGTCACCGTGGGTTTTGTGATGGG
GCTGATTATCGGCATCCTCGCGGG 
>Escherichia coli K-12 reverse 1717640_1717721 
TCCGCGCGTTAGCCTGCTGTTCCCGTGGCATACCCTTGAGCGCCAGGTGATGGTGAT
CGGTAAAGCAGAACGACTTTCGAC 
>Escherichia coli K-12 reverse 2995628_2995709 
CAGAAGAAGTTGATGTTTTTATCAAAATTTTTGAAAGTTGGGTAACAAAATTACCAT
CAATATCAGGTCCTGTAAATCTCC 
>Escherichia coli K-12 1039825_1039906 
TTGGGATGGTGATTTTGCAAGGTGGCGTCTGGTTACAACTGAAAACTGTTGGTGTGA
TTCATCTGCGTTCACAGCTGGCGA 
>Escherichia coli K-12 reverse 4600567_4600648 
CCGGCAAAAACCATCTGGCGGCGGCAATCTGCAACGAGCTGCTGCTACGCGGTAAAT
CCGTATTGATCATCACCGTGGCCG 
>Escherichia coli K-12 reverse 4438946_4439027 
GCTGATTGAAGCGATTAAATCAGCGAAGTTACCGCACGATCGTTACCAGACCACCAC
CATTGTTAACACCGACGACGCGAT 
>Escherichia coli K-12 1552155_1552236 
TAGCGCATCAGGCAATGTTGCGTTTGTCATCAGTTTCAAATGGCGCTGTAAAAGGCG
TCATTTTCATATTGTAGACAACGT 
>Escherichia coli K-12 743159_743240 
GCTGGCGGCGTTACTGGGGATCACGGTCATGGGCGAAATTGAGCCGTTGGTGCCGTG
GGGCGAACTGACCATGCCTGTGCC 
>Escherichia coli K-12 1136783_1136864 
TATTGAACGTGAATTGCCCAGCCAGTTTGGCGTCGGGAATACCCTTAATTTGCAACT
TAACGACGAAGATTTCAGCATGGC 
>Escherichia coli K-12 3968428_3968509 
AGCAATCGGTATGATTTTGTGGTTCGACGGGCAAACCAGCCTCGCAATCTGGTGCTT
TGCGATGATCGCCGCCATCCTGCC 
>Escherichia coli K-12 2672609_2672690 
TGCAACGCTATCTTTTACAGCGCCACCAGCAGGCTGGTGTGCGCATTCTGCTCAATA
ATGCCATTGAACATGTGGTCGATG 
>Escherichia coli K-12 reverse 1817785_1817866 
AAATGGCAAGTCGCGCTTTGCCGAATTGCTTGATGGTGTGGCGTCAGGGCAGTTAAA
AGCGTCCTCTGTAAAAAATATTTT 
>Escherichia coli K-12 1060490_1060571 
ACGGCGCAGGCACGCCGGGGCGTAAAGGCGTTATTCTGAGTGGTTTCTCCGGCTCTA
CGTCGATTCCGCCTGTTCACGACA 
>Escherichia coli K-12 reverse 4418036_4418117 
GTGGCAAGCCAGTGCAAATCATCACTAATTATCTACCGCTGGCAAATTACCTGATCG
ATCAAGAACATGACAGCGTGATCA 
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>Escherichia coli K-12 reverse 2880672_2880753 
AAGTCATGAAACGATTCAAACATGGCGCGAATATTTATGTGATGCCTCCTTTACCGT
CGCTCTCTGGTTAACACCCCATGC 
>Escherichia coli K-12 reverse 4435554_4435635 
TGACGCAGGCGAAAGCGGAAGCACGACCGATTTACGACATCGCTAATAAAAAATCCC
TCGCGGCGGAAGACAGCAAGCTGG 
>Escherichia coli K-12 19676_19757 
GATTTTGACTCGGCTCATTATTTGCCCGCTTGAGACATTGTTTCCATATGTACGCGG
GCGAATAAATAGAGGAATCTGATT 
>Escherichia coli K-12 reverse 1824610_1824691 
AGCCTTTTGCCTTTGCAGCGGACCAGGTGGTAAAAGCGAAACTGACGGCAGGGCAGA
TGTCGATGGATTTCAACATCATGA 
>Escherichia coli K-12 reverse 2674213_2674294 
TGTCACCAATCAAGGGGCAGAGACGCTGCCATTTGGTACCGGCTGGCATCCTTATTT
TCCGTTGTCGCCGCAAACGCGGAT 
>Escherichia coli K-12 2808865_2808946 
CACAAATGAAATCAGAAACCCACCTCAACTACCCACAGTTGTTGGGTTCCGTTTTCA
GTATGTTTATCAGCGATAAAATTC 
>Escherichia coli K-12 4006739_4006820 
GACGGTGGCGTTCGGCATGGGCATCAATAAACCAAACGTTCGCTTCGTGGTCCACTT
TGATATTCCGCGCAATATCGAATC 
>Escherichia coli K-12 reverse 54020_54101 
CATTGTCGATCAGGCGCGTAACGGCGCTGATTTCGGTAAGCTGGCGATTGCTCATTC
TGCCGACCAGCAGGCGCTGAACGG 
>Escherichia coli K-12 4610169_4610250 
TCCGGTATTCTTCGGTACTGCGCTGGGTAACTTCGGCGTCGATCATATGTTGGATGG
CCTGGTGGAGTGGGCACCTGCGCC 
>Escherichia coli K-12 reverse 4426986_4427067 
GCAAGATGTCGAATCCTTCGAACCCAACAGTAAATACACAATACACGAAGTGGTTTT
GGGACCTGGTTATGGTACTCCAGA 
>Escherichia coli K-12 reverse 3872385_3872466 
TGAGTTTGGTCTTGATTTCCACGGTCGCGTCAGCGCGCCGATGGCGAAAGTGCTGAT
TAAAGAACTGGAGCCGTATCGCCC 
>Escherichia coli K-12 reverse 3473772_3473853 
CTCGCCGCGTTGGTGGTTCTACTTATCAGGTACCAGTTGAAGTCCGTCCGGTTCGTC
GTAATGCTCTGGCAATGCGTTGGA 
>Escherichia coli K-12 reverse 2596266_2596347 
TCTATTGCCCGGCGGATGGCACGGTTTATATCGATCTCTCCTTCTATGATGACATGA
AAGACAAACTTGGCGCGGATGGCG 
>Escherichia coli K-12 reverse 1249402_1249483 
ACAGGCGACCCAGGCACGGCAAAGCCTGACACTGGAAGAGCTTTATCAGATGTTCCG
CGATGGCGCGGACGGCGTAATCAG 
>Escherichia coli K-12 reverse 3990256_3990337 
TTATCCGCTCCCTGCGCGGCAACGTCGGCACTCGCCTGAGCAAACTGGATAACGGCG
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AATACGATGCCATCATTCTTGCCG 
>Escherichia coli K-12 reverse 2907253_2907334 
CACTGCTGTTGGTGACGAAGGTGGCTATGCGCCGAACCTGGGTTCCAACGCTGAAGC
TCTGGCTGTTATCGCTGAAGCTGT 
>Escherichia coli K-12 reverse 2709040_2709121 
TCCGTGGGCGGCACAGCTTACCCAAATGGGCGTAGCCGCATGCGTATCGCTTGCAGT
TATCGTTGGCGTCCAGCACTATAA 
>Escherichia coli K-12 reverse 4147852_4147933 
TCAATGAAATGCAAATGCAGCCGCAGGAGCAGCAAACGGCAAGGCTTATCGTCGCCA
GCCTGCTTAGCCACTGCCGCGATT 
>Escherichia coli K-12 reverse 2940654_2940735 
GTTCTATATGGGCATTCCGCGCCTGAAATTTCCGGCAGATGCGCCGAGTCGTTCCAC
GCTCAAACTGGAAGAGGCATTTCA 
>Escherichia coli K-12 reverse 1929338_1929419 
CGCTGGATGAGCGTACAGCACGTTTGATCCTTGCGCTGGTCTTTGCCGCTAAAAGTG
ATGGTCATATTGATGCCAAAGAAC 
>Escherichia coli K-12 3608661_3608742 
CGCAACATTGAGCGCGATCGGTCCCCTCGCCCCTCTGGGGAGAGGGTTAGGGTGAGG
GGAAAAGGCGGCATCGAAGCCAAT 
>Escherichia coli K-12 643402_643483 
GTAAAATGCTTCTGCCATGGTTATTCCCACAAACGAAACGGAATAATTTTGCAGCAA
AAGTGAACAGTGAGAACCAGGAAA 
>Escherichia coli K-12 4251454_4251535 
ATTGCATTACAGAACAATTGGAATTAACTATTGATTATTCAGATATATTTTGGAATG
AAGATCTCGATGGTTATATCAATA 
>Escherichia coli K-12 reverse 4508456_4508537 
AATATCCTGGGTTCAAAACCCGGAACGATCTTCACTATGTTAAGGGATACTGGCGGC
ATAAAACCCCATGAGCGTAAGCGG 
>Escherichia coli K-12 reverse 3184100_3184181 
CCGTGACCATTGAAGCAGCTGAAGGTGTGACTACCGGTGTTTCTGCCGCTGACCGTA
TTACGACCGTTCGCGCAGCGATTG 
>Escherichia coli K-12 4570001_4570082 
AAAGATTTTTGTAGACCTGGTCAGGCGTTCACATGGCATCCGGCATGAACAAAGCGT
ACTTTGCTTAATTCAGGCTGGAAC 
>Escherichia coli K-12 reverse 691306_691387 
CAGCATGGACAAAGTGTTACGTCAGGCGGTTGTCGTTCCTGAAAGTAAGCGCGTAGA
CCGGATGCTGAAAGAGTTTCGCTC 
>Escherichia coli K-12 reverse 1250264_1250345 
GCGTGGCGACTCACTGGACGCCTGTGCGGAACTGGGGCGTAAGCTGAATAATCAAGG
CCACTCAATAGGTATCGCTCTCGG 
>Escherichia coli K-12 reverse 3636770_3636851 
CCGCGCGGGTCTGGTGCCATTCACTCTGCATAAACCGTTGCTCGAAGAGTTACAGGT
GCTGGCGGGCGTGGCGGTGCCTTC 
>Escherichia coli K-12 reverse 3069338_3069419 
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CCGTGCCGGAGAATATGTTGACCTGGGCGGCGTAGCCGGTACTGTGCTGAGTGTGCA
GATTTTCTCCACCACCATGCGTAC 
>Escherichia coli K-12 reverse 316788_316869 
GCGAATTTAAAAAGTTATTCGGCTGCTCTCCCCGTGAATACCGCCACCGTGATTATT
GGGATCTCGCAAATATCTTCCCTT 
>Escherichia coli K-12 224502_224583 
CGGCCCCCTGGACGAAGACTGACGCTCAGGTGCGAAAGCGTGGGGAGCAAACAGGAT
TAGATACCCTGGTAGTCCACGCCG 
>Escherichia coli K-12 4000179_4000260 
GCCTAAAAAATCATTCAGATTCAATAAATTGCAACGTCATGTAGGCCGGATAGGGCG
TTTACGCCGCATCCGGCATCTGCG 
>Escherichia coli K-12 766933_767014 
CCGTACCGTTGATTGTCGCGGGGGGCACGGTGCTGGCGGTCGCGGTATTACTGTCGC
AAATCTTCGGGCTACAAGATCTGT 
>Escherichia coli K-12 1835122_1835203 
TTCGATGGCCGGCGCGGCGCTGTGCTTTTTTATCGCCAGAGTGATGGGCCGCGAAGT
GGTGGAAAAATTAACCGGCAAAAC 
>Escherichia coli K-12 reverse 3350093_3350174 
GCGCGGCGAAGAATTTAAGCAATTTTGCCAGTCTTGGTAGCGAATGCACCGTTGACC
GTGAATTAAAGGCGCTGGCACAAG 
>Escherichia coli K-12 reverse 1383423_1383504 
TGAAGGTCAATATGCCCATGTTTATTCTGTCGATACCGATAATTTTGGCGACAGCAT
TGCGTTGACCGATGCATTAATTGA 
>Escherichia coli K-12 reverse 2429440_2429521 
TTACCCGTCAATGTGCTGACAATCCGGTCAGCAATCCGTGCCTGTTTGAGTATGTAT
ACTTTGCCCGCCCGGACTCGTTTA 
>Escherichia coli K-12 1167829_1167910 
CGCTGTTGCTGGCGGCGTGATAGGGCATCAGTTTGGTGGTGGTCGCGGTAAAGATGT
CGCCACTGTTGTGGGGGCGCTGGG 
>Escherichia coli K-12 818272_818353 
TATTGATTACGGGTGGTACTGGCCTGACGGAAGGTGATCAGGCTCCCGAAGCATTGC
TGCCGTTGTTCGACCGTGAAGTTG 
>Escherichia coli K-12 2738286_2738367 
TTGGCGAGATGACGTTAACTATCGACCATTGTTTGTTGGTCTCCGGCACTACTGATT
TATCCACCATCAATACGGTCTACA 
>Escherichia coli K-12 reverse 4519792_4519873 
GATGCTCGGTTCCATGCCATCTCAGCCAGACCTGACGATCATTGAATCCTCATCGCA
AATCGCCTACAAGCTTTCAGGCCG 
>Escherichia coli K-12 634127_634208 
AGCAGGCTGATTTCGCCGCTTTGTGGCAGGCGATCGCCGGGCACGAGATTTTTGTCA
TTAGCGATGAAGTCTACGAGCACA 
>Escherichia coli K-12 reverse 2633298_2633379 
AGAGCGTGTTGACGCGCTGGTTGCCGCAGGCGTTGACGTTCTGCTGATCGACTCCTC
CCACGGTCACTCAGAAGGTGTACT 
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>Escherichia coli K-12 195244_195325 
TCGCTTTAACTCGCGTTTGCAAGAACGTATTCGTAAATCTGAAGCGCTAACAGCCGG
GAATACCGGTCTGACGCTGAATAT 
>Escherichia coli K-12 reverse 4093821_4093902 
CCACTGCGAGCGCATTAAAGCCACCAACGGCAAAGATCGGGTGATCATGCACTGCCA
CGCCACCAACCTGATCGCCCTCAC 
>Escherichia coli K-12 reverse 2242349_2242430 
TTGAAGCGATCAGTAATCGTGCCGATGGTGTTGGCAACAGTTTACTGGCACTGGGCG
CACAGTATGGCTGGCAACTGGCAG 
>Escherichia coli K-12 reverse 3693888_3693969 
CGATATGTGGGACGCCACTTTCTTCTGCGGTTCCTGTGCGGTGATTCGTCGTAAGCC
GCTGGATGAAATTGGCGGCATTGC 
>Escherichia coli K-12 921281_921362 
TTGATGTCTATCCCGGGAAAGATTTTGGCGATGACGATCCGCAATATCAGCAGGCGC
TGAAGTACGACGACTTAATCGCCA 
>Escherichia coli K-12 1372516_1372597 
CCCAGTTTGCGTTATCCAACCAGGCTAACGTCTTTAACGCCGAAGGCAAAATCACCC
TTGATACACCAGAGATGATGCAGG 
>Escherichia coli K-12 reverse 741776_741857 
AGTGGTCGGTATACGCCTTAATTGTCGCGACTATTATTGGCCTGGGTGTACTGGCAA
AAATTTATCGCAAAGCAGAAAACC 
>Escherichia coli K-12 1897575_1897656 
CCATGCAGGCATGTATCGATCGCGGGATGAACACCGAAGGTGTACTGCCAGGCCCGC
TGCGCGTGCCACGTCGTGCGTCTG 
>Escherichia coli K-12 1918787_1918868 
CACCAGCAAAGGCGTCACCTTTACCGTCGCCATCGAGCCTCAGCATCGCGAACTGGT
AAAAGGCGATAGCAAATTTGTCGT 
>Escherichia coli K-12 reverse 249175_249256 
GCTGCTGCCGGAGATCCGCATTCGGGAAAACTTCCGCCTTAAGCCCAGTCAGTACGC
CATTTTCATCAACGGCATAAAGGC 
>Escherichia coli K-12 4267671_4267752 
GGGTGCCGATCTCACTAATGATCAGTGGGATGCGGTGATTGAAATTCTCAAAGCCCG
CGAGCTTATTCCATTCCTCGATAT 
>Escherichia coli K-12 reverse 2450281_2450362 
TCTTTAAGCTGAAAGATTGCAAAGGGCCGGCGGGATACAACGTAAAAGTCACGCTCA
CGGGGGTAGAAGACAGCGAACAAC 
>Escherichia coli K-12 reverse 3804609_3804690 
TTAGAAATTATAGTTTATCTGACAAAAATAACAGCCAGCCAATATGTTTTTTCCTTG
GTCGTGATAAAGGGCGTCTTCAAA 
>Escherichia coli K-12 reverse 2432269_2432350 
AATTGTCGGTGAGCCGGAAATGCCTTCTACCATTGCTGATGTGGCGCAGGAAAAAGG
TGCACTGTTACAACGTCGGGGCGT 
>Escherichia coli K-12 3699014_3699095 
GTTCAAGAACTTTAACTCCGCCACCTCCTACAGTGGCCCGGCGGCGATCCGTTTACT
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GCGCGCCAGCTGCGGGCAGACTTC 
>Escherichia coli K-12 reverse 789366_789447 
CGCGCTCGGCAAGAAAGATCATGCCTTGCTGATCGATTGCCGCTCACTGGGGACCAA
AGCAGTTTCCATGCCCAAAGGTGT 
>Escherichia coli K-12 reverse 4082269_4082350 
TTATTGCATTGCGGGCTGTCCGTTCGACATTCCGCGCCTCAACCCGGAAGACAACCG
CGTCTACAAATGTACGCTGTGCGT 
>Escherichia coli K-12 reverse 3312266_3312347 
TGAAGTTCCGCGTGAAGCGCGTCCGATTACCGTTTATGAATTGCTGTTTATTCGCCA
TGAAGGCAATGAGCTGGAGCTGGA 
>Escherichia coli K-12 1366143_1366224 
GGTGGCGGCGATTATTTTCGAACCGGTGCAGGGCGAGGGCGGTTTCAACGTTGCGCC
AAAAGAGCTGGTTGCCGCTATTCG 
>Escherichia coli K-12 512068_512149 
AACAGCAACTGGCTGGCGAGCAGGTAGCGCTCTCTGACGAAGTCAACCAGTCGGAAC
AAACAACCAACTTCCATAACCGGG 
>Escherichia coli K-12 reverse 1568124_1568205 
CGGGCATCCCTGAGGTTCAGGACTGGATCACATCAATAGTCGCAGAAGTGGTTTCCC
GCTATCCCGTAGATGGCGTGCAGT 
>Escherichia coli K-12 387345_387426 
GCCGCCGCTGGCTTATTTGCCGCTGATGGTGATCTGGTTTGGTATTGGTGAAACCTC
GAAGATCTTACTGATCTATTTAGC 
>Escherichia coli K-12 4519242_4519323 
CCATGTTTATTTCATACATTGTGGGTATTGTTCTTATTATCGCCGCTAATCAATAAA
ATCCTGCCCCATATCTACATGGGG 
>Escherichia coli K-12 reverse 267555_267636 
GTCAGAACGGGCTCGTCTGCGGTGAGTCGTTTGGCGAGGTGCGGGTGCCACACAAGG
GGGACGTGGTGAGTCAGGTGATTG 
>Escherichia coli K-12 2527406_2527487 
TTCACGGTGCAGGGGGCAGCCTTGAGCAGGTCGGTAAAATTATGCTGCAACTGCTGC
TGCCGTTTGTGTTGGGGCATCTTT 
>Escherichia coli K-12 reverse 10960_11041 
AAGAGATGTCTACGTTTGAAATTGAGCAACAGTTACTGGAACAATTTCTGCGTAATA
CCTGGAAGAAAATGGACGAGGAAC 
>Escherichia coli K-12 2231327_2231408 
GGTGACGGGGACTTCCGTGGCATTGTTGATGGGCGCTTCACCGGAAATCGCCGCGTC
AATCCTGCCGAAATCAGTCACCAC 
>Escherichia coli K-12 192178_192259 
TCCATTGAATGGCGTGTGCGACAGCTACAGCTGGGCAGAAGCTATCAGCCTGTTGCG
CAACAACCGTGTGGTGATCCTCTC 
>Escherichia coli K-12 reverse 2843787_2843868 
GCGGTAACAGTGGCGGGATCTTCCACGATCTCTACTGCGTGTGGGGCGGTACGGATA
AAATTGTCCCTGTGGATGTTTATA 
>Escherichia coli K-12 4373224_4373305 
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ACATAAGGCATTGCAACTGATTGAATGCTTGAGAATTTGTAGGCCGGATAAGGCGTT
TACGCCGCATCCGGCATGACCAAC 
>Escherichia coli K-12 2016172_2016253 
TCAGCGAATTTCAAACTACCCTTGATGCACTTGATAGTGTGATAGCGTCGCGCCTGA
TGCAGATGGCGCTGGAGGCGGCAC 
>Escherichia coli K-12 reverse 1685847_1685928 
ACGTAGCGGAACTGGCTCTTGGCGGTACAGCGGTGGGTACTGGACTAAATACCCATC
CGGAGTATGCGCGTCGCGTAGCAG 
>Escherichia coli K-12 3462598_3462679 
TACCACGCAAAGTCGCGATCCGCTGGCTCCTCTCAGTGAAGCACAAACCTTACTCAC
TGTTCACTGGTATCTGCGAAATCA 
>Escherichia coli K-12 1342250_1342331 
GCGTGAGGCACTGGTTCCGTTTGGCAAAGATGCACCGCTTTTGATTGCTGTGACAGT
GTTGACCAGCATGGAAGCCAGCGA 
>Escherichia coli K-12 1681298_1681379 
TCCACGTTAATACCCCATACCTGCTCAACCATGCGCTGGAAAGATTACTGCGTGGGC
ACGGACACGCCGCCAGCGATATCA 
>Escherichia coli K-12 4263126_4263207 
CAAAATAGGAATTGATAATCAAATCTGTCACTATTGCGCCTCTAACAGATTCATCGT
GCTGTACCCTACATACAGCCGAAC 
>Escherichia coli K-12 194080_194161 
GTGGCCCTTTCCGTGAGACGCCATTGCGCGATTTGGCAACAATGACGCCGGATCAAG
CCTGCCGTCATCCGAACTGGTCGA 
>Escherichia coli K-12 3345394_3345475 
GTTAGCCAATCACGACTTCCGCACTTTAATGCGCGTCACGCGTCTGAAAGAAGATGT
GCTGAAAGAAGCCGTCAATCTGAT 
>Escherichia coli K-12 reverse 638161_638242 
AAAAGATGCGCCGGTCATTGTCTACGTCTTCGCCGATCCGTTCTGCCCATATTGTAA
ACAGTTCTGGCAGCAGGCGCGCCC 
>Escherichia coli K-12 reverse 3709590_3709671 
AGCGTAATACCACGCCGAAACTGGCCCAGGAGAAAAATCTGGCGGCGTTCCGTGGTT
ACTCCTGTGATACCGCAACCAAAC 
>Escherichia coli K-12 1456926_1457007 
ACAAATATCCTCAGCGTTTACAGTTGTTGTGCATTTTCAGTCAGGAAACCCTCGACA
GCGATCTGCTTCACGGGCGTATTG 
>Escherichia coli K-12 reverse 1482518_1482599 
ACGTTATCGTTATTGCGGCACCGATGTATAACTTCAACATCTCGACTCAGTTGAAAA
ACTATTTTGACCTGGTTGCCCGCG 
>Escherichia coli K-12 reverse 825516_825597 
CAAATGGTTTGTGGTGCCGTCACTGATCGCCATGATCACCACTATCGGCGTAATGAT
CGTCACTTCACTTTCCGTCGCCCG 
>Escherichia coli K-12 2511358_2511439 
TGCGACGCTAGTGCGTCTTATCAGGCCTACAAACCGGCTCTTTAACGCGTAGGGCGG
ATAAGGCGTTTACGCCGCATCCGC 
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>Escherichia coli K-12 reverse 1187640_1187721 
AGCCTGGTGATATTCTTTATATTCCGCCAGGATTCCCGCATGAAGGCTACGCGCTGG
AAAATGCGATGAACTATTCCGTGG 
>Escherichia coli K-12 2887454_2887535 
CCGACGCCATTCTATACCTGATAATTCTTCCCGCGGCGTTCACGTTTAAAATCAGGA
ATGCTGCTCGCAAAATAAAAACGC 
>Escherichia coli K-12 reverse 2398763_2398844 
TATCGCGGCGTGGACTTACCGCGCACCGGTTGAAGATCAGGCGCGTTTAGGTTTTGC
CATCGCCCATGCGCTGGATAACTC 
>Escherichia coli K-12 1378978_1379059 
GCAGGAGAAAGCGCGACGCAACGGCTGGCAGGGCGCGCTATTTCCGTGGGAAAGCGC
GCGCAGCGGCGAAGAAGAGACGCC 
>Escherichia coli K-12 350557_350638 
ATCGCAAAGCTGGGAAAAGGCGATGCATATCTCGCTGGTGCTGTACGCCGAACACGA
GTTTAACGCCTCCACCTTTACCAG 
>Escherichia coli K-12 reverse 4115035_4115116 
CGAACTGACGGTAACGATTCTGGCTAAACCACGCCACGATGCCGTTATCGCTGAAAT
GCAGCAACTCGGCGTACGCGTATT 
>Escherichia coli K-12 4478922_4479003 
TGCAACCTGGTGAATTTGTAGCCCGGATAAGGCATTCATGTCACATCCGGCATAAAC
AAAACGTACGTTGTTAATGTTCGA 
>Escherichia coli K-12 reverse 4366083_4366164 
TGGAAGAGGGCCTGGTTGAACTGCGCGGTGAAAAGCAGATTGAAATCAAATCCGGTG
CAAAAACGTCCGTCTGGCTGTTCC 
>Escherichia coli K-12 reverse 863022_863103 
AGCCGGAAATGGCGATGGCGCTACTGCAAGCCAGCCACGAGGCAGGCATTCATACTG
CGGTAGAAACCTGTCTGCATGTGC 
>Escherichia coli K-12 2774130_2774211 
TGCTAAAAAATCTTTTCTGAATGTAAAAAAGCTAGAAATCACACAGAAACTTCCAAT
GATGGGGTTCATACAAGGTGAATC 
>Escherichia coli K-12 reverse 623993_624074 
TTACGACGACAAAAGCTGGCAGTCGCTGTTAACGCAACTTGGCGAAATTACCGGGCA
TGAGAAACAAGCGGCAGAGCGGAT 
>Escherichia coli K-12 reverse 2176738_2176819 
CAGCGTCGAGGCGGAGCTGGGGCAACTTGGCGGCCAGGAAGATGATGTGCAAGTCAA
TGAAGCCGATGCGTTGTACACCAA 
>Escherichia coli K-12 reverse 3174411_3174492 
GCGCGGTGTAAAGCTGTCGGCGGAAGATATCTGGGATCGCTGCGCCTATGTGCTGTC
AGTAAAAATGCAGGATCCGCAGTT 
>Escherichia coli K-12 reverse 3846432_3846513 
CTTATGGCCTCGGCAAAGCTGAAGAACTGTTCGGCGAGGAGATCAGCGAAGAGGACA
AAGAGACAGAATCTACCGATATGA 
>Escherichia coli K-12 2206795_2206876 
TTCTACGCCACAACCGCCTCTGCCAAAAGATGTCACCTGCGAACTGGAACGTACCGC
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AATCTCCCTTCCGGCGGAGCTTAC 
>Escherichia coli K-12 3042352_3042433 
TCTGGGATTTGATGCCTTTATCACAACAGGGACGAGGCCCGTAGATCGGATAAGGCG
TTCACGCCGAATCCGGCAGTTGTG 
>Escherichia coli K-12 371633_371714 
GCAAACTGGTGCTGATGGGCGGCGGTACGGGCGGCATGAGTTTGTTTACGCCGATGC
CAACCGAAGGTATTAAGCGACTGA 
>Escherichia coli K-12 1938331_1938412 
AAGCCGTTTGCAGCCAGGATGCAATGGATGACATCATCCTCGCCTCTGACGTGGTAA
TGGTTGCACGTGGCGACCTCGGTG 
>Escherichia coli K-12 reverse 665718_665799 
TGTACTGTTCCTCTCTGGCCTTAGCTGGCGTCTGATTGGCGTCGCAGTAGTGCTGGT
AGCGGCGTTCATTCCGATTCTGTG 
>Escherichia coli K-12 reverse 3373090_3373171 
TGTACAACATTCCAGCCCTGAGTGGGGTAAAACTGACCCTGGATCAGATCAACACAC
TTGTTACATTGCCTGGCGTAGGTG 
>Escherichia coli K-12 3501740_3501821 
GCGTGGTGCTGGAGATGATCACCCGCCTCGCGCCGAACGCGGAAATCGGCAAGATCA
AAAACGATCTCAAGCAGTTGCCGA 
>Escherichia coli K-12 reverse 4065025_4065106 
ATAAAGCCAGTATTCTCAAATCATTTTGCGCGATATTTCGGAATCCGCCATTGCTGG
TTTTATGCATTGCTAACTTGTGTA 
>Escherichia coli K-12 431001_431082 
TTTCAGCAATATATTGAATTTACGTGCTTTTGTTGGCCGGACAAAGCGTTTACGCCG
CATCCGGCATGAACAAAGCACACG 
>Escherichia coli K-12 reverse 1054767_1054848 
ATCGGCGTTTCTGGCGGCGATGAGCCATGAGATCCGCACACCGCTGTACGGTATTCT
CGGCACTGCTCAACTGCTGGCAGA 
>Escherichia coli K-12 3343084_3343165 
TACCACGTTTGATAAGGATAAAATCCCGACATGGTCCGTAAAAGCAGATAAAGCCAA
GCTGACCAATGACCGGATGCTCTA 
>Escherichia coli K-12 4076543_4076624 
CGCGACCAAAAATTTACTCGTTCGCCGTGTACTGGATGATTTTAACGCTGGGGCCGC
TGCTGGCAGGGGCCAGTCTGGCGA 
>Escherichia coli K-12 4021007_4021088 
GCACTAACATGAAATTGCTGGCGGAACGCGGCGTGCAGGTGTTCTTCACTCAGGTCT
TTCGCGACAGCTTTTTCCATGCCG 
>Escherichia coli K-12 reverse 4595355_4595436 
TCACAGCGAAAAGCGCGGCCAGTGGAGCATGAAGCAATTCGATCAATCCTACGCCGA
GCAGCTGTTTGAGCTACGCGAAAT 
>Escherichia coli K-12 reverse 2481368_2481449 
AGTATCAGTTATTTCTCTGATCTCTTTAGTCATTTGGGAGTCGACCTCAGAGAACCC
GATTCTTGATCTCAGTTTGTTTAA 
>Escherichia coli K-12 reverse 1353093_1353174 



31
6		

GCGCAGTTTTCCCTATGAGTTGACCGAAGGTGAATGTCAGAAAGTGATGATAGCCAT
TGCACTGGCGAATCAACCGCGTCT 
>Escherichia coli K-12 4554923_4555004 
GGCTACCCGCGAAGATATCGTCAAAATGCGTCAGGCATTGCAACTGGAAGAGCGTGA
ACTGGCTTCCAGTGCGCCGGGCAG 
>Escherichia coli K-12 1235258_1235339 
TATTTCCACTATTTTTATTCGCACCGCGTTTCGTCAGCATCCCGATAAAGCGCAGGA
AGTGCTGGCTACCGCTAATGAAGT 
>Escherichia coli K-12 reverse 3912714_3912795 
AGGTTGAGCATATTCAGATCCTCGCCTGTGGTACTTCTTATAACTCCGGTATGGTTT
CCCGCTACTGGTTTGAATCGCTAG 
>Escherichia coli K-12 reverse 424588_424669 
TTCTTTCCCGCCACTGGTCGCAGCTGTCGCCGGACTTTCCGCTACAGGAATTTGTCT
GTTATGCCCGCGAGCAAGTGATGA 
>Escherichia coli K-12 550846_550927 
GGAAGCGGCTTACGGCTGGCAGATGAAACGTGATGGTAAATATTTGCGCCGGGTGGT
GGCGTCTCCGCAACCGCGTAAAAT 
>Escherichia coli K-12 1515120_1515201 
TATTAACCGCCTTTAAAACCATCAATCTGGAGCCGGGATTTTTCACCATCGTGGTCG
GTCATGCGACTTTTTGTGTAGTTG 
>Escherichia coli K-12 reverse 1069136_1069217 
GCTGTATGGCGTGATGACCAACGTTTTAGGGCTGGGAAAAGCCGTCGATTTTACTCT
CGTCAGCCATGCTGCCTGGTTCGG 
>Escherichia coli K-12 reverse 1174589_1174670 
CACTATTCGCCTTGTTTGTACTGCTGAGTGTGGCGGTTAATTTCGTTCCCACGCCGT
GGTGGGGAATGAACAGTGTGATCC 
>Escherichia coli K-12 4604459_4604540 
GCTGATTGGTTCATTGTCGCCATCACCGCTGGACGGTGTATTAAGTAAAGCGTCAAC
GCTGGAGATTTTTCATCAGGAACT 
>Escherichia coli K-12 2713524_2713605 
TTTCTGCCAATCCCTCCACCCGTGAGCGCAAAAAAATTCATCAGTGGTATTACCGCG
CCGATGATCTTGAGCATAAAACCG 
>Escherichia coli K-12 1117294_1117375 
TGGGGCACTTTGAAAACGCGCTCGAAATTCCGGCAGATACCTTCCGTGAGCAGCTGC
CAAAAGCAGTCGAGATGATGCAGG 
>Escherichia coli K-12 reverse 310338_310419 
AACTGACCTCACGTCTTATCACCAACACATTAACCCAGTTGGATACCTCAGGTTCCA
CACTGAATGTGGGCGTGGATTATA 
>Escherichia coli K-12 reverse 552021_552102 
TTGGCGCGCGCGGCTTTGATGGCAGCACCGTGTTTTATCCGCTGACGCATAACCTGC
ATCAGGACGGTATTTTGCGCACCA 
>Escherichia coli K-12 reverse 2880048_2880129 
GGCTTCGGGCAAATCCGATCAAAACTATTCTCGACAATCAAAAGCGCCTGGACAGTA
AAGGGAATATTAAACGCTGTCGGG 
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>Escherichia coli K-12 2552747_2552828 
TCATGCCGATGGCTTTACCAACCCGAAAGCTGCCGGTGCTTCGGTATTTGCCCTCTC
TAACCGTGGGGCAAGTAGCGCAAT 
>Escherichia coli K-12 reverse 482789_482870 
TCTTCGGCTGGTTTAACCGCATGTTCGAGAAGAGCACGCACCACTACACCGACAGCG
TAGGCGGTATTCTGCGCAGTACGG 
>Escherichia coli K-12 3713334_3713415 
GGACGCCGGGATTATCCGCCATCGAGGGAAAATTCAGGCAATTATTGGTAATGCGCG
GGCGTACCTGCAAATGGAACAGAA 
>Escherichia coli K-12 reverse 2011748_2011829 
CCACAATAGTAAACTTGACTTAACAGATCTTCACTTGGGGTCTTTGCCACCTCTTCC
ATCCTGGATTGAGGTGCTTTATCT 
>Escherichia coli K-12 3726345_3726426 
TATCGCTAACCCAAACACAGTGCCGCAGAAAATTGACGGTTTTGAATGGCTGCCAAT
TAACTTATATATCAATGGCGATAC 
>Escherichia coli K-12 3032052_3032133 
ATTTATCCGGGCTACATGATGCTTCATGGTTTGCGATTGTTACGCCGATGTCGTTTG
GTATGCCGATTTTCGATCCCGTTT 
>Escherichia coli K-12 reverse 4063910_4063991 
GGGTGGTGCAGTGTATCTGGACGTCAACTATAAATTTGTACCATGGTTTAATCTGAC
AGTACGAAATCGCTATAACCATAA 
>Escherichia coli K-12 reverse 840351_840432 
CAAAGATGTGAGTAATAAAATTCTCACCAACCAGACCAACCTGACCTCGACGTTCTA
TACCGGTTCTATCGGTCATGATGT 
>Escherichia coli K-12 reverse 1031049_1031130 
ATCTGTCTGCCGGAATGGGTGACGTAATCGCTATGGCACTGGGCGGAACGGCGTTAG
TGTTCTTCTGCTGCTCTGCATATG 
>Escherichia coli K-12 reverse 384298_384379 
AAACTATTCATCTTAATTTTGCTGACACCCGCGCTCATTTACAGCTCAATGATATGA
TTTCCGCCCTGGAAGACATCATTA 
>Escherichia coli K-12 1207776_1207857 
GGCTCTCGAAAACCTTGGTTTGGGAGAAGGAGCAAAACTCAATGCAGCAACGGCTAC
ATTAGGACGCACCGGTTTCATAGC 
>Escherichia coli K-12 reverse 3379394_3379475 
ATATTCCGCCGGATGAACTTTATCGAAATGGCCTGCAACGTGCGCGTTTTCTGCCTG
CAATCGATGCCATTAAACAGCATT 
>Escherichia coli K-12 2075506_2075587 
GAGAGCTGAGGGAATTTGAACTGGCAGACGGAAACTGGTTACTGAACAATGCCTGGT
ATGAAAGAAACATGGCAGGGTTTA 
>Escherichia coli K-12 3344267_3344348 
CTTGTCTGCTGAACAACGTGAAGACCGCGCGAACGAGCTGATGGAAGAGTTTCACAT
TGAGCACCTGCGTGACAGCATGGG 
>Escherichia coli K-12 reverse 3600317_3600398 
CAAAGCGCAGCGCAAACTGTTCTTCAACCTGCGTAAAACCAAGCAGCGTCTGGGCTG
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GTTTAACCAGGATGAAGTCGAAAT 
>Escherichia coli K-12 944425_944506 
GATGATGGTGCGTGTGTATAACAGCATTGATACCGTTCCGACCTGGTACAGCATCTG
GACGCCGATGGGCTTCTTCCTGAC 
>Escherichia coli K-12 reverse 2220801_2220882 
AGTCTGACCCGGTGGATACCAATGCCGAAAGCCGCCTGCACCGTAAAGAAGCGCGTG
AAGTGGCGCGCGAAAGCTTGGTGT 
>Escherichia coli K-12 reverse 1168477_1168558 
CGTGGAGTCTGCGCTGGCTGACTATTTTGCTGCCATCGCCAACTGCTTTACCAGCAA
AGACACCCCGGCAGGCTGCTTCAT 
>Escherichia coli K-12 98986_99067 
AGCCAGACCTTGGTACGGTGGTGGTGTTGTTTGTGACTACGCTGGCGATGTTGTTCC
TGGCGGGAGCGAAATTGTGGCAGT 
>Escherichia coli K-12 2931393_2931474 
AGTGACACAGGCCGGGCATCAGGCAACGATTGTTTCGACAGATAAAGGCTACTGTCA
GTTACTTTCACCGACATTACGTAT 
>Escherichia coli K-12 reverse 1118724_1118805 
TTATTCGCCCATGACTCGTCTTGCCGCAAGAGCTGGACATCTCGCATTGTACCTATT
GCTTTTCGCCATCGGCATCAGCGG 
>Escherichia coli K-12 337512_337593 
CGATCCGCAAACTGAAATCATTGCGCTTATCTCCAAACCGCCTGCGCCTGCGGTGGC
CCGCAAAGTGCTGGAACGTGCGCG 
>Escherichia coli K-12 reverse 3272270_3272351 
GATGGTGGGCGGCGACAAGGCTATTTTCGACAAATACTATGATTTGATGAAAGCGAT
GGCGGGTTCCGTGGTGCATACCGG 
>Escherichia coli K-12 197183_197264 
TGGGGATTCGTCCTCGTGGGCCGCAAATTGAACCTGTACTGGAAAATGTGCAGCCAA
ACTCGGCGGCAAGCAAGGCAGGTT 
>Escherichia coli K-12 3500539_3500620 
CATGGCCTCTATCTGTTATATGACCGGCGAAATTAAAAACCCCGGAAAAACCATGCC
ACGAGCGCTGATTGGTTCCTGTCT 
>Escherichia coli K-12 1944233_1944314 
GAGCGCCTTATCCGACCTACGGTTCGGTATCTCTGGTAGTCCTGGTAAGACGCGAAC
AGCGTCGCATCAGGCATATTGCCA 
>Escherichia coli K-12 2202056_2202137 
CCTTCTGGCTGCGTATCAATGAGAAAAAGCATCTGTTCGCGGGTGAGGACTATTTTC
TCAGTATCCTCGGATTGGATGCGC 
>Escherichia coli K-12 277142_277223 
TTGAGGCATTTCAGGCGTTTCATCGCCCGCGCGTGGAAGCCTTGCTGGATGCCGGGG
CCGATCTGCTGGCCTGCGAAACCC 
>Escherichia coli K-12 reverse 1160417_1160498 
TGCTGGTTGGGCCATACAGTAATTATGGACCTGGCTTTGATTATGTCGGCGGCACCG
GTTGGAACAGTGGCAAACGTAAAG 
>Escherichia coli K-12 2275746_2275827 
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CGTGCTGGCGGGGGCGCTACAAGGCTATTACGGCGGTAAAGTCGATCTCTGGGGACA
ACGCTTTATTGAAGTATGGTCGGG 
>Escherichia coli K-12 reverse 1657063_1657144 
GAGAGTACGTTTACAGGGAAAATGCCAGCTAGCAGAATTACCTTCTGCCGGGGTGAG
TTGGGAAACCGATGATAATGGCTT 
>Escherichia coli K-12 3290033_3290114 
TGCTCGGTTCTGAAGATTATTATGCGCTGGGGATCGGTATCGGCGGCACACTTGGCG
CACTGGGCGCGTTGTCGATGGATA 
>Escherichia coli K-12 reverse 1560379_1560460 
TTATGGTCATCTGCAAATTCTTCCCGGCGGCGGAAGGCTTGATGACTGGCTGGATCC
ACCAACGCACGTTACCGGCTTTTA 
>Escherichia coli K-12 reverse 2140646_2140727 
TCATCCCGCTTAATGAAACCGCGAATGGTGAAAACGGTGCCGCGCAGCAGGGGCAGA
GCCAATCAACGTTGCCGCGCCCGG 
>Escherichia coli K-12 3301943_3302024 
ACGGGTCACACCTGTACCACTGGAAGTCTTTGCTTTCGGCAGCCTGTGCATTATGTC
GGAAGGTCGTTGCTATCTGTCGTC 
>Escherichia coli K-12 3954364_3954445 
TCACCATGAGTGATATCGATAAGCTTTCCCGCAAGGTTCCACAGCTGTGTAAAGTTG
CGCCGAGCACCCAGAAATACCATA 
>Escherichia coli K-12 reverse 443307_443388 
CACTCTGCTGGTTGAAACCGTTAAACAGTTCCACCGTTCCGGGCGTATCGTCGCGGC
TATTTGCGCCGCGCCAGCCACCGT 
>Escherichia coli K-12 reverse 3371790_3371871 
TGCGCTGTGGTTCTGCTTCGCCGGTAACCTGCAAAATGCCGCGATCGTCGCTGTTCT
TGGGCTGTTATGCGCCGCAATCTT 
>Escherichia coli K-12 reverse 174203_174284 
TATTATCGTCGAGCCGGTGGCAGGCAATATGAACTGTGTTCCGCCGCTGCCAGAGTT
CCTGCCAGGTCTGCGCGCGCTGTG 
>Escherichia coli K-12 895518_895599 
GATGGGCGCGCTGGATAAAAAGCTGCGTGACAGGATGCAGCTTGAAGTGGTGGATAT
TCTGGAGCGCGTCGGTGTGACTTG 
>Escherichia coli K-12 reverse 380416_380497 
CCCTGTTACCAAAAACGCTTTTCACGACCGGTTATCGCTACACTAAATATTACGATG
ATGTCGAAGTCGATGCCTGGCAAG 
>Escherichia coli K-12 2525470_2525551 
CGTATGGCACCTACGGTTCTGCGAATCGCGTGAATTTCCACGACGATATGTTCCTGT
ACGGTATCGGCTACAATTTCACCG 
>Escherichia coli K-12 1074522_1074603 
TCAAAGAGTACATCCGTCTGAAGCTGGAAGTCTCACGCGATTATCCGCAGGCTTCGC
GCCTGTTCTGTATGGAGATGCTGG 
>Escherichia coli K-12 reverse 3843083_3843164 
GGTTTCTATTGTGGTGACGTCTTGCTGTGGATTATTTTTCGGTGATGTTCATTTTAG
CGGCGTCTATTCCATTCCGCCTGA 
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>Escherichia coli K-12 3091460_3091541 
ACTTTTTTCTGAGCGCTGCGGCGTTAAACTGGATAGTGAACGTCTGAACAAGAAGCT
TCAGCAGTGGCAGAAGATTGCAAT 
>Escherichia coli K-12 reverse 2258786_2258867 
TCAGTGAAGAGGCACTGGCATGGATTCTGGATAATGCCGCCAACGTACCCGTATTTG
TCGATCCGGTTTCGGCATGGAAAT 
>Escherichia coli K-12 reverse 4055775_4055856 
CATCACTACTCGAATATACCAAAGTGATTATCGAACAGGCGGACCGGCTGCGAAATC
TGGTCGACCGTCTGTTGGGGCCGC 
>Escherichia coli K-12 reverse 1208779_1208860 
TGGAGAATCAAAAGAAATCAAAGCTCCGGGTGATTACCCTGAAAATACAACCACTAT
CGCCCCTTTATCTCCATACGATAA 
>Escherichia coli K-12 43619_43700 
ACTGACCATCAGCAGCGGCACGTTCGATGCGGCTCAGCCAGACGCGTCACGCACTGG
CGAAACGCACACCGTGGAGTGGCA 
>Escherichia coli K-12 2617967_2618048 
TGCCGGATGCGACGCTTGCCACGTCTTATCCGGCCTACGAATACTATGGATTAACTT
CGCGTAGTTCGGATAAGGCGTTCG 
>Escherichia coli K-12 reverse 2631707_2631788 
CTATCGGTAAAAACCTGACTTGCGTATTCGTCGACAACGGCCTGCTGCGCCTCAACG
AAGCAGAGCAGGTTCTGGATATGT 
>Escherichia coli K-12 2625846_2625927 
ACTGGTAAAAGAAGTTTTACGTCACCGTAATTTCGCATCGCTGAGTTTACCGGGTCT
TTCCGAAGAGCGGAAAACAGTCTT 
>Escherichia coli K-12 reverse 1395367_1395448 
CCGGTAAAGATATTCTGAGTAACTTCTTTTCCGGGATTATGCTCTATTTCGACCGTC
CTTTCAGTATTGGCGACTGGATCC 
>Escherichia coli K-12 reverse 3349406_3349487 
CAATGAAAACCGTATTCGCGGTGCTTCAACGATTTCTCAACAGACAGCCAAAAATCT
CTTTTTATGGGATGGGCGTAGCTG 
>Escherichia coli K-12 reverse 3324448_3324529 
GGCTGCAGAAACCGGTTTACCGGTTTGTCTGATGCATATGCAGGGAAATCCAAAAAC
CATGCAGGAAGCTCCGAAGTATGA 
>Escherichia coli K-12 797044_797125 
AACGCGAACTGTTGCCTTATCTGCAACGGCTGACACGGGAAATCAACATTCCGATGT
TGTATGTCAGCCATTCGCTGGATG 
>Escherichia coli K-12 reverse 2524422_2524503 
GGGCAGGCAGCCTGGTCGCATTGAAAGATCATATCAACACCATGCCCGGTACGCCGA
TGGTGGGTCTTAACGATGATCGTT 
>Escherichia coli K-12 reverse 1436287_1436368 
ACGAAGGAGCCAGTAATGGTCAGGAAGGCACCAACAACGGACGTGATGTTCGCCATG
AAAACGGTGACGGCTGGGGTCTTT 
>Escherichia coli K-12 3869870_3869951 
TCTACCCGGATCATCAAATCCGTAAATATGTCGCTATCCAGCAGTGGTTCGCGGAGA
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AACATCCGGTGCCGTTCTACTCCT 
>Escherichia coli K-12 reverse 4116429_4116510 
TCCAATCTCCGGGATCGCCGGTGACCAGCAGGCCGCGCTGTTTGGTCAGTTGTGCGT
GAAAGAAGGGATGGCGAAGAACAC 
>Escherichia coli K-12 reverse 1338826_1338907 
TTTGCTGTATCACCGTCAGGAAGGTCGTAACATTGGTCTGCTGAATAAAATCCGCGC
TTACGCACTGCAGGATCAAGGTTA 
>Escherichia coli K-12 reverse 1808926_1809007 
GACGCCCAATTTTAATGGTGGCGTGAACGTTATGTTCTGGGTGATTTTCATCCTGAT
TTTTGTCGGACTGGCGTTGCAGGA 
>Escherichia coli K-12 3894216_3894297 
TCATAGCCCACACGCGCCCGATAACCACACCTTTTCCAGCAATGAATCGCTATGGAT
CAGTAAACAAAACGATCCTAACGA 
>Escherichia coli K-12 935179_935260 
ACGTCAGTTCGCCCAGACACAGCAGCAACGCTATGGCGAACAGTATCAACATGATGT
GCCCGTAAACGCAGAAGATGCAGA 
>Escherichia coli K-12 reverse 2464590_2464671 
GTTTTATTGATGTTGCAGGGATGGCGAACCCGAAACTGCAACGGACTGAACCTCACC
GCTTCGGTAGTACGCTTGGTCATT 
>Escherichia coli K-12 555264_555345 
TAACCACTTTGATATCCACGGCGGCGGTTCAGACCTGATGTTCCCGCACCACGAAAA
CGAAATCGCGCAGTCCACCTGTGC 
>Escherichia coli K-12 reverse 2910250_2910331 
AAACCGAAGAGCGCGCGCAGAAAGCGCAGCATTCGGCGCTGGACGATATTCCTCGTA
GTTTACCGGCTTTAATGCGTGCGC 
>Escherichia coli K-12 reverse 2379956_2380037 
GTCCGGTCAACGCGGCGGCGATGATGGCTGCCAGTCGTCGACTGAATCTGAATTGCT
ACCATTTTTACATGGCCTTTGATG 
>Escherichia coli K-12 4569419_4569500 
TTGCCGACCCGACTACCGCACGGAAGCTTTATAACGCCGCGTTCCCGCTGGTGGATG
TTACTGTCGTGCCAGACGACGAGA 
>Escherichia coli K-12 reverse 1618536_1618617 
CGATTGATTCACCGGAGGCGAAAAGCAAGTCGGAAGAGCTGGAAGATGAACCCAGTG
CCAATATTGCCTTTGTGCCGCTGG 
>Escherichia coli K-12 2389501_2389582 
AATTGCCTGAAGTCAGCGAATATTGGTTAGCACTGGCAATCCAGTATCGCCGATGTA
AAAAAACAGAAGCTGCAGCACAGG 
>Escherichia coli K-12 reverse 1725145_1725226 
CGATGAAGTGGCGGACGCGTTCAAACATCTGCATCAGAGCGGCAAAGTGCGTCATTT
TGGCGTATCGAACTTTACGCCTGC 
>Escherichia coli K-12 reverse 4615072_4615153 
TGGCGCTGTTTACTGCTATCAAAAACGATCCGCAACTGCGCCATCTCACCTGTCTGG
TGGACAGTAACGGCATGTTGAGCG 
>Escherichia coli K-12 reverse 865707_865788 
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GTCAGCCGCTGGGCGACGGCCAAATCTACGATACCAACCGTCTCGCCGTACACCTGA
TGTTAGAACAGTTGGGATGCGAGG 
>Escherichia coli K-12 reverse 3102453_3102534 
CGCATGAAGAAGGTTTAAGCAACCTGCGCGTGATGTGTCACGATGCGGTTGAAGTGC
TGCATAAAATGATTCCTGACAATT 
>Escherichia coli K-12 4264982_4265063 
GTCGGATTTGATCATCGTCGCCGCGCGTCCGTCGATGGGTAAAACAACATTTGCGAT
GAACCTCGTCGAAAACGCGGCGAT 
>Escherichia coli K-12 2096193_2096274 
CCGATCGCTTTGGCGTGCAGTGTATTGTGGTCGGTATTGATACCTGGTACGACGCCG
AAACCGGTAAATATCATGTGAATC 
>Escherichia coli K-12 1180380_1180461 
TGCAAGGGGACGCAATTAATTGAATTTGCGGGTTTTGTGGGCCGGATAAGGCGTTCG
CGCCCCATCCGGAATAATACACGC 
>Escherichia coli K-12 2757483_2757564 
TTTAGCCCTTTCAGAGGTAAGACATTAGGGCAATTTCACTGTATGACTGCGCAGTCA
TCGAGTCTGTGGGGTGTTGCTCCT 
>Escherichia coli K-12 reverse 3591628_3591709 
TCTGCCGTTTGCCAGCAAAAACAACGGCTTTGACGGCACGGACGCGGTGCTGGAGTT
CAATAAGCCGGAGCAGGTGAAACA 
>Escherichia coli K-12 872306_872387 
CATTTGCGATGTGCTGTTTGCCTTCCCGGGTATTTTACTGGCGATCGCTGTTGTTGC
GGTGTTGGGAAGCGGCATTGCTAA 
>Escherichia coli K-12 3464464_3464545 
TCCGCCTGAGAATATGCTTTGTTATGGTGTAGTACCTCACGGCGTTGCAGCGGCCAA
TCCACTTATCCAGCATCCTGAAAT 
>Escherichia coli K-12 1816218_1816299 
CAAAACTGTGCAAATTCAATATATTGCAGGAAACACGTAGGCCTGATAAGCGAAGCG
CATCAGGCAGTTTTGCGTTTGTCA 
>Escherichia coli K-12 reverse 3807542_3807623 
GATGCGCCGGGAATTAGATGCCCTGGGCGTAAAAGATCATTATGTTGTCATCCAACC
GACAGCGCGTCAGATATTTAAGTG 
>Escherichia coli K-12 238149_238230 
GGCGGCAATAATACAAAATTCTTTGCATAAGAAATTTTTCTTGACAAAGACAGTGCA
AGAAAGGACATGGAATCCGGAGTT 
>Escherichia coli K-12 4199086_4199167 
AGTGTTTGTCGATGGTCATGGGATCTCGCATCCTCGCCGTCTTGGCGTCGCCAGCCA
TTTTGGCTTATTGGTGGATGTGCC 
>Escherichia coli K-12 reverse 663318_663399 
GCTCCGCGCGAGATATGGCGCTGATCGGCCAGGCATTGATCCGTGACGTACCGAATG
AATACTCGATCTATAAAGAAAAAG 
>Escherichia coli K-12 4190016_4190097 
TCGTCCCTTCTGCCAGCACCGTTATAACTTAGCGCGCACACACTTAAAAAGAACTAT
TTTGGCGCTGCCAGAAAGCAACGT 
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>Escherichia coli K-12 reverse 2642298_2642379 
GTAATAGCGAGCAGGGGCAGAGTGTTCCATTAAATACGTCGACAACTACAGACCCGG
CTACAACGTCCACGCCGCCAGCGT 
>Escherichia coli K-12 reverse 3878873_3878954 
TGAAATGACCCGCCGTAAAGGTGCGCTCGACTTAGCGGGCCTGCCGGGCAAACTGGC
AGACTGCCAGGAACGCGATCCGGC 
>Escherichia coli K-12 3778187_3778268 
GCTGTTCCTCAAACGCTGGCAGCCAGTGCGTGTATTCCGTTTTGGTGATTTGGGGGC
GTCACAGGTTGATATGACGCTGGC 
>Escherichia coli K-12 reverse 3037200_3037281 
AAAAACTCGCCGCCAGCGATTTAGGTTTTGCGCTGGGGCCACGTCTCAATGCTGCCG
GACGACTGGACGATATGTCCGTCG 
>Escherichia coli K-12 reverse 1553294_1553375 
GCTGTCAAAAATTCGTCCAGGGCAGTGGATTGCTATCTACGGTCTTGGCGGTCTGGG
TAACCTCGCCCTGCAATACGCGAA 
>Escherichia coli K-12 1179009_1179090 
TTTCAACGGCAAACCGATTACCGGTAAAAGCTACATTACCGGCGAGTTTGGCCATAT
GCGTCTGCCGGTTGATGCGTTAAC 
>Escherichia coli K-12 reverse 1857312_1857393 
GGGTATTCCGGTAGAGGCGGAATTAGGGCATGTCGGTAATGAAACCGTTTATGAGGA
AGCGCTGGCGGGCTATCACTATAC 
>Escherichia coli K-12 740961_741042 
GCGGCGTGAACGCCTTATCCAGCCTACAAATTTGTGCAAATTCAATAAATTGCAGGA
AATACGTAGGCCTGATAAGACGCG 
>Escherichia coli K-12 758008_758089 
TGGGACAATTCTATGCGCAATATGAGAAAATTAAGCCTTACCTGTTGAATAATGGAC
AAAATCCGCCAGCTCGCGAGCATT 
>Escherichia coli K-12 1951076_1951157 
ATTGGTGGCAACATCCTGCTGCATTAGGTGCAACCGACAGCGATATCGAAATCATCA
AACGTCAATGGGGTGCGTTTTACG 
>Escherichia coli K-12 reverse 2701324_2701405 
TCGCAGGGCAGCGTGACAAAATGCGCGATGCCTGCAAACGTCTGGCAGATGCCGGGA
TTCAGGTTTCTCTGTTTATTGACG 
>Escherichia coli K-12 4225630_4225711 
ACTGGCGATTTACGACGACCTACCCGCTGAACTGCGCGACGCGGTGGAAGATGTGAT
TCTTAATCGTCGCGACGATGGCAC 
>Escherichia coli K-12 714339_714420 
AGGTCGATCAAACCTTCCGCTTTATGCACCTTGATAAAGACGGCGCGATCCGTATGG
ACTGCTCCTCCGAGTGTGCGATGG 
>Escherichia coli K-12 4217722_4217803 
CAACTCAGGAAGCTATTCAGAAACTGGTCGCGGCGCGTCTGGCAGCTGACGTGACGG
GCGTTCCAACCCTGCTGGTTGCCC 
>Escherichia coli K-12 reverse 1554781_1554862 
ACATTCAGGGCACTGCGGCGGTAACAGTCGGCACACTGATCGCAGCAAGCCGCGCGG
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CAGGTGGTCAGTTAAGCGAGAAAA 
>Escherichia coli K-12 2052106_2052187 
AATAAATAAAAATGCGGCACCGCCAGAATCGCGTTCGATGTGACTATGATCATTTTC
GGTGAGTACTGCTTTGATCTAAAG 
>Escherichia coli K-12 reverse 2981434_2981515 
TACGTCGGAAAAAGCGCGAGAAGAACTCAACGAAATTCGTGAAAGCCTGAAGTTAAA
ACAGGGCGGTTGGGCACTGTTTAA 
>Escherichia coli K-12 1036024_1036105 
GGCTTATCTCAGCGCGAAGAAAATGAGCCTGCATCAGAACAGTTTCTCCGAAGTGTT
GGCGCTGGCGGATATCCGCGGACA 
>Escherichia coli K-12 reverse 358201_358282 
GCCGCGACGAGTTGGACGTTGGGATTGCCTTCGCGCCTGTGCATTCGCCGGAGCTGG
AGGCAATTCCTTTACTGACAGAAA 
>Escherichia coli K-12 2630012_2630093 
CGCTTATTGGCGCAGTCGCTGGCGGTGTTATCGGCCACAACGTCGGGTCTGGCAGCA
ATTCCGGAACGACGGCAGGTGCAG 
>Escherichia coli K-12 978517_978598 
CGGAAGATCTCTATCTGATCGAAGGAGATCCGCAGTCATTCGATGACAGCGTGTTCA
GCGTTGATGAGCTGGAAAAAGCGG 
>Escherichia coli K-12 reverse 1860755_1860836 
CGCGCAGCAATCGAAATTCCTTCCTGGTCAGGATGTGGTCGTCATCGGCACTGGCCC
ACTCGGGCTGTTCTCCGTACAAAT 
>Escherichia coli K-12 reverse 4320092_4320173 
GGCGAAGTTTGAAGAGGATAGCGGCGCACAGCCGGATGACATCACCCGCACGCCGCC
GGTTTACCCCTGCTCACGCTCCTC 
>Escherichia coli K-12 3255235_3255316 
GCCTTATCCGGCCTACAAAATCCAACAACATTAACGAATTAAACAACCCGTAGGCCG
GACAAGATGCGCCAGCATCGCATC 
>Escherichia coli K-12 2093962_2094043 
TGACCGTTACGCTCACGTAGTGCGTAATACCAAAGAGACGCAGATTGACGTTCAGGT
GTGGCTGGATCGTGAAGGTGGCAG 
>Escherichia coli K-12 reverse 748412_748493 
TATACGTCAAAATACGAGAAATGCCGCCGCATGATTATCAAAGTACGCTTAGCGACT
ATATCGTCGTGCAATTTGACGGTG 
>Escherichia coli K-12 reverse 2182369_2182450 
GCCCGATACGCTATGGGTTAACAAGCGTGTCGTGAAATGTCCCGAAGAAGTCGCGCA
GCAGCTGGCGGTCGAAGCAGGAAG 
>Escherichia coli K-12 1459728_1459809 
TTTCCCGATGGGGCCGCTGGAATTAACCGATCTGATTGGTCAGGACGTCAATTTTGC
TGTCACCTGTTCGGTGTTTAACGC 
>Escherichia coli K-12 reverse 2299107_2299188 
CGACGATCCCTCGCCACATTCGCTACGTGCTGTTGGTGGTCATTCTGGTGGGATCAG
CCTTAACTGGCACGCTCATTTGGG 
>Escherichia coli K-12 2166309_2166390 
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CGTACACAAGTACGAGCCGATTCCGGTGCAAAATGTTGAGCCGACGCTGGGTATCGG
CGCACCAACCGACAAAGTGTTTAT 
>Escherichia coli K-12 reverse 1070621_1070702 
TATCGTCGCCTGGGACAGTGAATTTTATGAACGGTTACCACTACTGTTTCCCCACGG
TGATGCCCGCAGTTGGTTTACCTC 
>Escherichia coli K-12 reverse 1957543_1957624 
TTTTCCGCCAGAAATAAAAATGGATGACAACGCGGCGCATGAGCTGGAAAGTCAGGC
CGCTACTTCAGTTACTAATGGCGC 
>Escherichia coli K-12 4596462_4596543 
CAGCCATTGCTCCCGGCGAGCAGGTGCTGGTGGTCGGGGCGGGGCCAATCGGTCTGG
GCGCGGCGGCAATCGCTAAAGCCG 
>Escherichia coli K-12 reverse 885684_885765 
AAACGGTGGCGGAAATGTATTATCACCGTCTGGAATACGTCGATAACTTTGACAACT
TAGAGGATATCTTCTTTAAGTTTG 
>Escherichia coli K-12 3435812_3435893 
TGCGGATTACCCTGATGCTGTACGTCTGGAAACACCTGCACCTGTTCATGCGCTACC
TGGTTTTGAAGACGGATGGGTTAC 
>Escherichia coli K-12 2138654_2138735 
AGCGGTAATGCGCCTGCTTAGCGGGCAAAAAGAAGATGCGGAACTGGACGCCGAAAC
CGCGTCCATGCTGGTGGATCATGG 
>Escherichia coli K-12 reverse 794211_794292 
CTCACGTTTTTCACTGCAAACCAGCGCCCGTAACCAGTGGTTCGGTACCATCACCGC
CCGCGATCATGATGACGTTCAACA 
>Escherichia coli K-12 reverse 3034376_3034457 
CGGAACTGTACCTCAAGCGTCTGGTGGTTGGTGGCTTCGAGCGTGTATTCGAAATCA
ACCGTAACTTCCGTAACGAAGGTA 
>Escherichia coli K-12 4109289_4109370 
GCGCTGGAACTACCTGGCAGCCTGGGGCTACGCGCTGCATCACAACAACAACGATCA
GGCAAAAGCACAGGATTTTGTTCG 
>Escherichia coli K-12 3635328_3635409 
CCGTTTTACTCACCCTGCTCGGTTTCATTTGGTCTATTACGCTGTTACGTAGTGCTG
ACATAACTCCGCATTATGTCGCGG 
>Escherichia coli K-12 reverse 2869167_2869248 
AATCCTGGCGCATCTTGTCCAGCATGTTTGCTCGGTTGAACGGATTAAAGGCTTGCA
GTGGCAGGCACGTCGCCGCCTGAA 
>Escherichia coli K-12 reverse 2224365_2224446 
CTTTATTAAGGCAATGAATGCGAAAGCGAAATCGCTCGGAATGAACAACACGCGCTT
TGTTGAACCTACCGGATTGTCGGT 
>Escherichia coli K-12 4383092_4383173 
ACAAGCTTTCTTGCGTTATCTGGAAATTGACCCGCTCTCTGCCGACAAAACGCAACT
GCGGGAAGTCGCAGCGAAACTGGA 
>Escherichia coli K-12 1782000_1782081 
TACGGGCGAGGAAGGTGCCGCCTGGCTGTTTGCCGGTTCCCCTTCTGACGGCCTGAT
GGGCGGGGGATTTCTCTATACCAA 
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>Escherichia coli K-12 2054262_2054343 
TACTGGTACTGGGAGCATTGTGGGTGCGCAATGGCATGGAGGAGTCCGCGGAATTTG
AACAACAGCAACATTATCAAGCTG 
>Escherichia coli K-12 reverse 3805512_3805593 
TTAGCCTTGAAGATTATTGTGCCGATTGGGCAGTCAACCCGCCTGATATACGTGTTA
AGCGTATGCTGATCGCACGTGTAG 
>Escherichia coli K-12 reverse 849614_849695 
TGCTACCGCTGGGGCAAGACGTTTCCCATGTCGATTTAACCGGCTGTGCGCTGGCAC
TGGGGGCCGGGGCTTGTTGGGCTA 
>Escherichia coli K-12 reverse 1654495_1654576 
CGATTTCATGCCGAAATTGTTTGACGCGGTACGTAACAAGTTTGGTTTTAATGAACA
TTTGCTGCATGACATGCACCATCG 
>Escherichia coli K-12 3065502_3065583 
CCGATAACGTGGTCACGTTCTTATTGCAGGAAATGGCGCATGGGCGTATTCCGCCGG
AATTTCTGCCGCTGCAAAGTGGCG 
>Escherichia coli K-12 1960889_1960970 
TCTGGCAGTAGAAAGCGAAGGGGCGACCGTCGTATTCCTTGATGAGTTTAAAAACAA
GGAAGGCGAACCGATGGGCGTGAT 
>Escherichia coli K-12 reverse 1841054_1841135 
TCTCTTTTACGCGCTGGTGCCGTTTGGCTTTATTCTTGCTGCACCGGAGCAAAATGC
GCTGGCAGGCGGCTGGTTGTTGTT 
>Escherichia coli K-12 1804004_1804085 
CTTTCGCTTGATAAGTTCATCAGTTCAGGTCCCGATGCTCAGACCTGGGCTGATAGA
TATGTTCGCAACTGTGCAATTGCT 
>Escherichia coli K-12 reverse 474692_474773 
CCCTTCGGAAACGCAAATCGCCCAATCGCTGGCGCACCTGCTGCCGCCAGTGCTGAA
AGATAAATTCATCTGCGATCGTCC 
>Escherichia coli K-12 1149196_1149277 
CGATCCAACCGATCGTGGGACTATTATTATTTTTGGCGATGGCGCGGGCGCTGCGGT
GCTGGCTGCCTCTGAAGAGCCGGG 
>Escherichia coli K-12 reverse 4315764_4315845 
GCGTCGAGATTGATCTCTGGCTGCACGCCGGATTCGACGTGCTGGTCAACGGCTCAC
GCGCCCATCTGCCGCAGGCGCGGG 
>Escherichia coli K-12 reverse 2418866_2418947 
CGATGAGCAACTGCTGGAATCCGCGCGTCGCGAAGCGGAAGAAGAGTTGGGCATTGC
CGGTGTCCCCTTTGCCGAGCACGG 
>Escherichia coli K-12 reverse 2942069_2942150 
ATGTTGATGTGGCGATATTTTATGGTCGGGGCAACTGGCCGGGGCTACGGGTGGAAA
AACTGTACGCCGAATATTTATTGC 
>Escherichia coli K-12 reverse 3518764_3518845 
AGGGTATTGTGCTGGCTACTGGCGGCGGCTCTGTGAAATCCCGTGAAACGCGTAACC
GTCTTTCCGCTCGTGGCGTTGTCG 
>Escherichia coli K-12 reverse 82704_82785 
AAGTTCGTAAGGATATTCTCAACGTCCACACCGCCATTAATCACCAGGAGATATGGC
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GCACCAGCCAGTTAGTTAGCCAGA 
>Escherichia coli K-12 reverse 440612_440693 
ACAGAATTTCGATGATTTCTGAACTGGCGAGCGCCAGTGGTATTGCCGGAATGTGCG
GTGGTCAGGCATTAGATTTAGACG 
>Escherichia coli K-12 reverse 3603457_3603538 
TGATCGCCGATGTGGGTGTGGAAACCACACGTAAAATTATCACCAATCTGACGGAAG
GCGCATCCCGCAAGCAGCTTCGTG 
>Escherichia coli K-12 2521421_2521502 
ACGGAGCCGCTCGCGGCGACGGCCCGAAGGGCGAGCGAAGCGAGTCATCCTGCACGA
CCCACCAATGTAAAAAAGCGCCCT 
>Escherichia coli K-12 reverse 4160051_4160132 
AGATTCTCTCTCCTATCACTTCTGGAACAGTGGCGTAGTGATTCGTCACAACGAAGA
GTACGAGAAGATCGAAGGCTGTGA 
>Escherichia coli K-12 reverse 1367384_1367465 
CCGATCTCCCGGCGATGGTCAATGAAGGCACTTTTCGCGCTGACCTGCTCGACCGAC
TGGCTTTTGATGTTGTACAACTGC 
>Escherichia coli K-12 2345968_2346049 
CTTCGCCGATCAGGAAGAGTTTGAACGTCTGTATACCAAATATGAGAAAGACGACAG
CATCCGCAAGCAGCGTGTGAAAGC 
>Escherichia coli K-12 reverse 3923329_3923410 
ATTTCACTCTGTTGGATAGCCTTGGTAAACGCGTGCGTTTCCTTCGTCAGGTGCAAC
ATGAGCTTAAACTGGAGAATATTG 
>Escherichia coli K-12 835690_835771 
TCGACGAACATCAACCGGTGTTTATGCCAGTCGGCGCGTTTTGCCCGCCGCTGGAAA
AACAACTGGCGATGCGCTGGCGGA 
>Escherichia coli K-12 95290_95371 
TCGCCATTATGAACGCCGACAACAACGACTGGCTGAACTGGCAGAGCGTAATTGGCT
CACGCAAAGTGTGGCGTTTCTCAC 
>Escherichia coli K-12 4022436_4022517 
CCTGACGCCCGAACTGAAAGCGTCGATGGATGAACTACGCCAGGCCGCGGAGTCGAT
GAAGCGTTCCTACGTTGCAAACGA 
>Escherichia coli K-12 reverse 2491064_2491145 
AAATGCTGACGTTGTCATGCTTGTTGGTGCACGACTGAATTGGTTATTGGCACACGG
TAAAAAAGGATGGGCGGCAGATAC 
>Escherichia coli K-12 1382868_1382949 
CCGGATGCGGCGCGAGTACTTTATCCGATCTATAAATGTAGGCCGGATAAGATGCGC
TAGCATCGCATCTGGCATTCAGGC 
>Escherichia coli K-12 reverse 2228001_2228082 
ATTACTTCTTCAGTTGAAGGTGTGGAAACCGATATTAATGCCAGCAAAACCCGGCAG
CAGCTCAACGATGTCGCGGGGAAA 
>Escherichia coli K-12 reverse 4471888_4471969 
TATTCACTATTCAGGAAACCCAGGGGCGTCTGGACAATCTCCACGTCGCAATGGTTG
GTGACCTGAAATATGGCCGCACCG 
>Escherichia coli K-12 reverse 1046858_1046939 
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GCAATACAAATACCGTGACTCTCGTGAAGCGGTCGATCGTGCCAACCGGATTCTGGT
GAATAACCTGCCGCAAGGCGTTGA 
>Escherichia coli K-12 1006184_1006265 
TGCTGAATGCACTGGTAGCAATTCGCTATCTCAAACCGCAAATGCCGAAAAGCTGGC
ATTTTGTTTCCCATGGTGAAATGT 
>Escherichia coli K-12 1512187_1512268 
TAAAGGCCGCGTTCAGGCTTATGATGGCCCTATCTATATTGCGGACGCTGCGTTGTT
CGTTAAAGCCACTCAGCCGCAGTT 
>Escherichia coli K-12 reverse 1940935_1941016 
CGCCGAAGTGAGCGCAGTGATTAAAGCCATGCAGTGGCAAATGGATTTCCGCAAACT
GAAAAAAGGCGATGAATTTGCGGT 
>Escherichia coli K-12 reverse 1715418_1715499 
TTCATGTGCGGCACGGTTTGCCTGCCAGCGATATCATTGCGCCAAATCTGGTTGAGC
TGGAAATACTCTGTGAGCATGCGG 
>Escherichia coli K-12 reverse 2556031_2556112 
GTGCAGGTCTGGATGCGATGATTGCGCATATTGAAAATGGCGCAGCTTTCCAGTGGG
CTAATGACGCGCAAGATACGGCAT 
>Escherichia coli K-12 3281309_3281390 
CAGCTGGGATGCCGGATGGTCGCTATACGTTATGTGGTGAAGAAGTGCAGATGCACG
GTGGCGTTGTCCGTACCGCGTCTG 
>Escherichia coli K-12 reverse 3511852_3511933 
TGGCGGTGGTTTCGCGACTAGCGGCGGAAAGTTATCTCACGCAAAAAGGCTTATGCC
TCGCGCTGGAGTTGGGGCCGCACA 
>Escherichia coli K-12 reverse 3820290_3820371 
GTGGAAAGCGGAATTACCCTTCGTCACCGATGGCGTAGTTGTACGAGCGGCGAAAGA
GCCAGAATCCCGCCATTGGCTACC 
>Escherichia coli K-12 reverse 4419054_4419135 
CAAACCGGGCGATGTAGTAAAAGTGAAAGACATTGAAATTCATGCGCTTGATGCTTT
CGACCGTACTGCACTGATCACCCT 
>Escherichia coli K-12 reverse 851766_851847 
TGATATTTGCTGACTACATTGCCGCCAGTGGCTCCACGCAGAAATCGCTTGGCTTAA
CGCTCAATCGCGTTGTCGATGGCA 
>Escherichia coli K-12 1678860_1678941 
AAGCGAAAGGTGCCTACTCTTTCTACATCGTTCGTCAAATCGATGCCAACCAGGGCG
GCAACCAGCGTATTACTGCATTCA 
>Escherichia coli K-12 1502752_1502833 
CCGAAATGAAAGAAGCGATAGCGCAGCGTAAACCACTGGTTACCACCGCTGGGCCGC
GTAGTCTGATTTTCCGTGGGGCCA 
>Escherichia coli K-12 4080095_4080176 
CTGATAAGCGCAGCGCATCAGGCAATCTTACGCTTGTCATCAGTCTCATGCCCATAA
CCTTATTGATGTGGTGGTGGGTAA 
>Escherichia coli K-12 4614431_4614512 
TATCATGCCTACAAGTCTGTGCCGAACCGTAGGCCGGATAAGGCGTTCACGCCGCAT
CCGGCAGTCGGCGCATAATGCCTG 
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>Escherichia coli K-12 2282831_2282912 
CCGGCGGGGTTTTTTGTATCTGCAGATTATGCCTGATTACGGTATTGCTATTTTTTG
CAGGCCAGATAAGGCGTTCACGCC 
>Escherichia coli K-12 reverse 2836260_2836341 
GGTGGTGCGCGAAAGCGGCGAAATGCTGCGCCGTTCGCGGGGGTATGTGCCGGATGC
GCTGGCTTTGCCTCCGGGCTTTAA 
>Escherichia coli K-12 402415_402496 
CGTTACGCTTGGCGGCGGCGCAAAAACCTTTGCTGAAACGGCAACCGCTGGTGAATG
GCAGGGAAAAACGCTGCGTGAACA 
>Escherichia coli K-12 reverse 864715_864796 
ACGCAGAACTTGCAGCATTGATTGCTGAACACGATCTGGTGCTCGACTGTACGGATA
ACGTTGCGGTACGTAATCAACTGA 
>Escherichia coli K-12 622886_622967 
TTCCGGCGTTGCCACCGCCACCGCAGCCGCGTGAGCATCCGTTGAAATCATTACTGG
CAGGATTTCGTTTTCTGCTTGCCA 
>Escherichia coli K-12 2264414_2264495 
TGTTTGCGGTGTGATGGTGTGGCTGTTTTTACCGTCGATGCGAAAAGAGCTTCCGCT
GGCGACCGGCACGATCGAAGCGCC 
>Escherichia coli K-12 628083_628164 
TCGTTCTCCGCTGGAGCAAATGCTGAAAGAGAGTGGACGTAACCAGCTGATTATTAC
CGGGGTATATGCCCACATTGGCTG 
>Escherichia coli K-12 2417802_2417883 
TGATTGGCCTGATCTTTACCATGGTGTACGCCTCACGAGTGAAAAAGAATCCTCTTC
TGTCACGCGTGCATGAGTCCGACC 
>Escherichia coli K-12 1615205_1615286 
ACTGGAGGGAAAACTGAATGCGGCGTTTATTGATGGACCCATTAACCATACTGCCAT
CGACGGGATACCGGTATACCGCGA 
>Escherichia coli K-12 543108_543189 
ATATCCTTCCTGAAAATCGCGCAAATTCTATATATTGCAGAGATCATGTAGGCCTGA
TAAGCGAAGCGCATCAGGCAATGT 
>Escherichia coli K-12 reverse 4373760_4373841 
TGCAGATTGAAATGCTGGCGCGAGCAATCATTCATGCAATTAATAATGCGGAAATGC
GTGAACTGGCATTACGTATTACCT 
>Escherichia coli K-12 reverse 2684841_2684922 
ACCTGTTCGTTGATATGGCGCACGTTGCGGGCCTGGTTGCTGCTGGCGTCTACCCGA
ACCCGGTTCCTCATGCTCACGTTG 
>Escherichia coli K-12 1265514_1265595 
GTGATGGTGTGTATGGTCGTCTGAAATTTGAATCCGGCGGTCATCGCGTGCAACGTG
TTCCTGCTACGGAATCGCAGGGTC 
>Escherichia coli K-12 reverse 3491123_3491204 
GCCGTTCTGCCACTTTGCTTATATCGAAAAAGAGGGCAATGCCCTGATGCAGGATCT
GGAGGAAGAAGGTTATCTGGTTGG 
>Escherichia coli K-12 reverse 2217939_2218020 
ATCTGACGTTGCTGTTTGGTGCGGTGCTGCCTGCGTTAGTGATTGGTGTGCCGTTGG
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GCATCTGGTGCTACTTTTCCACTG 
>Escherichia coli K-12 reverse 2963395_2963476 
GACAGGGTGACTGTGTCATTGTGCAGTGGGATGCGAACAGTAACGGTATCTGGGATC
GCGAACCGGTAAAAGAGTCCGACC 
>Escherichia coli K-12 1499168_1499249 
ACTTATCGGCGTTATCTCGTTTAATCGTATTGAACCACTGAATAAAACCGCTGAAAT
AGGCTACTGGCTGGACGAATCTCA 
>Escherichia coli K-12 4040732_4040813 
AGCGGATTTGAACGTTGCGAAGCAACGGCCCGGAGGGTGGCGGGCAGGACGCCCGCC
ATAAACTGCCAGGCATCAAATTAA 
>Escherichia coli K-12 1491128_1491209 
AACCGATGATGACGGGACTGGCGCATTTGGGACATTTGGTGATTTATCTCCTGTTTA
TTGCGCTGCCAGTGATTGGTTTGG 
>Escherichia coli K-12 1389373_1389454 
GAAAGTGAAGCTGGATAACCATCTTATCAGTGAGCGGATGGTGGCAATTCGCACAGC
TGTGCCCGATGCGACGCTGATCGT 
>Escherichia coli K-12 775460_775541 
CCGTAGTGGAAGGGGCGTCGCGTGCTATGCGTATCTCCATGAACCGTGAACTTGAAA
ATCTGGAAACGCACATTCCGTTCC 
>Escherichia coli K-12 reverse 4563134_4563215 
CCCAAACTCGGAAGTAAAAATCCTCAAAAAAATAAAAATCCCGCTGCAAGACTCCCC
AACCAATTGCGGTTTTGAAGGGTT 
>Escherichia coli K-12 reverse 3757212_3757293 
TGATGATTGGTATGCCGAAGTCACTGACCGCCGCAACGGGTATGGATGCCTTAACGC
ACGCTATCGAAGCATATGTTTCTA 
>Escherichia coli K-12 reverse 1630144_1630225 
AGAGGATACGCTGGCGAAAATCGAACAACTTACCGGTGTGCGCGATCCTGCGGGCGT
TGCCTGTGAACCTTTCCGCCAGTG 
>Escherichia coli K-12 3422776_3422857 
TTTGGGTACGCAAGATGCCTAAGAAAGAGGCTGAAGATCTGGCGGTGCATTACCTAG
AGCGGGTGAGAATTGCCGAACATG 
>Escherichia coli K-12 reverse 479603_479684 
ATTTTTTCGCCAACTTCGATTGCGTGATGCTTGATGTCTGCCCTATTCGCATCGGTG
ATAACTGTATGTTGGCACCAGGCG 
>Escherichia coli K-12 reverse 2745605_2745686 
CGATCGTGATGCGGCGAACCTGCTGACGAATTGTGAAATTGTCGTGGATTCATCGCA
GCTGCCTCAGCTTGAAGAGGGGGA 
>Escherichia coli K-12 1132162_1132243 
CGGCACCACTGTTCTTGCGGGAACCGGCAGTGAAGAAGGGGCTGTGACCACGACCAC
GCCGTTTGGTGTTGAGCTGCAACA 
>Escherichia coli K-12 reverse 4493851_4493932 
TTCATGCCGCACATCAGGCCGGCGAGTTACAGGGCAAGCGAGTATTTATTTCCGGTG
TTGGACCCATTGGCTGCCTGATTG 
>Escherichia coli K-12 2229212_2229293 
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CGGGCTCTGGCGAACAAAATCGCCGCTGCGCGGTGCCCTCGGCTTATCCCTTACGGC
TACCGGGTCGGGCGCGAGGTAACA 
>Escherichia coli K-12 reverse 823079_823160 
TATTGCTGGTCTGGCGCGATAACGAAGAACATCGCGATGATATTGAACGCCATTATT
TGAAAATGCTCACTCAGGCGCGGC 
>Escherichia coli K-12 3409471_3409552 
GCTGGCGTTTGGTACGGGTACCCATCCAACCACCTCTCTGTGCCTGCAATGGCTCGA
CAGCCTCGATTTAACCGGTAAAAC 
>Escherichia coli K-12 reverse 156552_156633 
TGACTGCAGCAAAGCAAATCCGAATCCAGGTAGCACGGCTAAAATGACCTTCGGTTC
TGTTTTCTTTGGTAACAGCAAAGG 
>Escherichia coli K-12 3766719_3766800 
AAATAGTAGAACAATCTCAAATTACTGCTTTTGATAAATCGACTAATGTCAGACGTG
CTACAGCATTTGCTATTTCTGTTA 
>Escherichia coli K-12 1334303_1334384 
AAGCGCTGCATCTGTATGAAGATTTAGTGATGTTACCGTGCTACCACTGGAATCGGG
CTATTGTAGTCACTCCGGATCACC 
>Escherichia coli K-12 reverse 3857618_3857699 
TGCCATCGCCAGTCGGTGATGACGGGCTTTATCACCATCCGCTCTATTTTGCCTGTA
ATGACTTTGTTGATGACCAAATCG 
>Escherichia coli K-12 1141045_1141126 
CTGGGGCGGGCATTTTTTTGCCTATTTTGCATTGTTGGTTAGCAAGGATGCCATTCG
ATGAATTTTAATATGTTGATTCAA 
>Escherichia coli K-12 reverse 1354948_1355029 
ATCTGCTCTACGAAGTGAAACCGATTACCGGTTTTGCGTTGATTGATGCCTGGCTTT
CGGACTCACCATGGCGGGATGAAA 
>Escherichia coli K-12 reverse 673453_673534 
GCGCGACTGGGGTGTTTCCCGTCAGCGTTACTGGGGCGCGCCGATTCCGATGGTGAC
GCTGGAAGACGGTACCGTAATGCC 
>Escherichia coli K-12 574395_574476 
AATAAAGGGTAATATATAACAGAAGGTTTATATAGTTAGAAGCAAGGTTGTGCTTCT
AAAGGAAGTGGCTTGAGGGAGCCA 
>Escherichia coli K-12 reverse 3963448_3963529 
AAAGTTGCAGCAATTGAAACAGCGAGCCATTCATTGCGGTCGGCTGGAGGAACTGGA
GATTGACGGGCTGACGCTGGAACG 
>Escherichia coli K-12 1962481_1962562 
TTTGTTGCAAGCTATTCCTGATAAATAATTGCAACAAGACATCGAGCCTTTTTCACT
GAGTTATTAAACATACTCGCGAGC 
>Escherichia coli K-12 4129213_4129294 
TACAAAATCCGCTGGCATTAGGTGCCGATCTGGTGTTGCATTCATGCACGAAATATC
TGAACGGTCACTCAGACGTAGTGG 
>Escherichia coli K-12 reverse 3113908_3113989 
AAAGTGGATGGGGGCTGGCGGTGATGATATTATCCGCCTGGCTGATTGCCGCGAGTG
TCATCGACCTCGATCACCAATGGC 
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>Escherichia coli K-12 reverse 293530_293611 
TGAAATGAACCGGCAGGACACGCTTGTCATTCCAGATCTAAGCTGTCTTGGCAGAAC
TGTGGAGGACTTACAGAATATTTT 
>Escherichia coli K-12 1529_1610 
TTATCTCGGTGGTAGGTGATGGTATGCGCACCTTGCGTGGGATCTCGGCGAAATTCT
TTGCCGCACTGGCCCGCGCCAATA 
>Escherichia coli K-12 reverse 4639909_4639990 
CCCGCGTGAACTGACGATTCGTGCACGCAACCTACTGTCCCGTACCATGAATCTGGG
TACTGTCAGCGAAGAACGTCGTAG 
>Escherichia coli K-12 3885860_3885941 
CGGCGTGGATCCCGCATAACGACGGTACCAACAACTTCTATACCGCTAATCTGGGTA
ACGGCATCGCCGCTATCGGCTATA 
>Escherichia coli K-12 1224054_1224135 
TCTCCCAGTATATCCATACTAACAATAAGGTTATTTACTCAACCAGGCATAAACATT
TTGTTTTGTGCGTGGGAACAGCCT 
>Escherichia coli K-12 reverse 594010_594091 
TCTCGACGTTCGCCTCGACCCGCAGACCGTGCCCATTGAGCTGGAACAGCTGGTACT
GTCGTTCAACCATATGATCGAGCG 
>Escherichia coli K-12 reverse 4602434_4602515 
AAGATGGCTGGTAGCCTTAATGGTTGGCCTTTCTTGCGCCTGTTTCTGTAAACTCAA
TAACGGTGGCTGGGATGGTGCCGT 
>Escherichia coli K-12 1323621_1323702 
GCAGGGCGGCGCAGTGACGCGCGGTCATTTTGCGCGTTTCCTTGTTGAGTGCGGCAA
AGCCAGTTCAATGGCGGATGTCTT 
>Escherichia coli K-12 2749378_2749459 
TGACCGTTGATGACATCATGGTGCCGCGCAGTGAAATTATCGGTATTGATATCAACG
ATGACTGGAAATCGATTCTGCGCC 
>Escherichia coli K-12 3750394_3750475 
CTGGTCACAGGCCGGGCTGGATCTCCCCGCCTGGGGCACCACCCACGCCGATTATTT
TTACGGTGCCATCCCCTGCACGCG 
>Escherichia coli K-12 reverse 671050_671131 
ACTTAGAACTGGATGACGCGGCAAATCAGGTGCTCTGCTACTGTTATGAAGGTAACC
TGCTGGCGCTGGCTCAGGCACTGG 
>Escherichia coli K-12 reverse 7205_7286 
GAATATCGGGCAACTTCCCCACGTCATTTGGTCTATTTTTGAGAGTGCTTTTGGCTG
GCAGGAAGCGGCAGGCGGCGCGGC 
>Escherichia coli K-12 1157136_1157217 
TCGTGAACTGAACAAGCCGGTTATCGTCCATACCCGTGACGCCCGTGCCGATACGCT
GGCAATTCTGCGCGAAGAAAAAGT 
>Escherichia coli K-12 reverse 2933325_2933406 
CCGTTCATTGCACGGCAGTTTCCATTCTTAACCGATCGATCCCCGCTATTCACTACA
TGATTGCGGCGGCTGGCGGTAATT 
>Escherichia coli K-12 324535_324616 
GTTCCGTCATGGTTATGCTGCTCTTCTGTAAATATCCTGGTATTACCAATGCCAGGA
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TATTTACAGTGAAAAAGACAGGCA 
>Escherichia coli K-12 569626_569707 
CGAATAAAGCTCTGATAGGTATTTGCGTACCTTCATATCGTGCAAGAGGGAAAGGGA
TAAGTGAAATCGCTGGCTATTATC 
>Escherichia coli K-12 reverse 4629649_4629730 
GTCGTAAGTCGATTGAGAAAGAGCTGGAATGGGTACGTCAAGGTACTAAAGGCCGTC
AGTCGAAAGGTAAAGCACGTCTGG 
>Escherichia coli K-12 1954456_1954537 
GGCCTACAAAACCTTGCTAATTCAATATATTGCAGGGACTATGTAGGCCTGATAAGC
ATAGCGCATCAGGCAGCTTTACGT 
>Escherichia coli K-12 reverse 2377174_2377255 
GGGGCTGCAAAATGCTGAACAACGTGCGGAACGTCAGCGTTCCGATCGCCAATGGGT
GCAGCGTTTTCTCACAGAACCGTT 
>Escherichia coli K-12 626836_626917 
CGGCCGATCCCAGCGCCACGCTCTGTTTCCCATTGATTGAAAAACATCAGGTTAACG
TTACCGCGCTGGTGCCACCCGCAG 
>Escherichia coli K-12 reverse 2874666_2874747 
GTCCGACACTGCTCGAAGTGCTGGAAACCGTGGAGATCCAGCGAGTGGTGGATGCTC
AGCCAATGCGCTTCCCGGTGCAGT 
>Escherichia coli K-12 reverse 3522322_3522403 
TGCGCTTCGATTACAGCGAAGACTCACTCAGTCCCGCCTATAACGTGACTGCCGCGC
AAAGCAAAGAGCTGGCAACGCTGC 
>Escherichia coli K-12 2281473_2281554 
CTGGCGACACCCCCGGCGCTGAGCGCGATGTGTTAATTGAAAATTTTAAAGCCCAGC
GTTTTCGCTATCTGGTCAACGTCG 
>Escherichia coli K-12 190197_190278 
TCAGTCCATCAAACGTCTGAAAGACCTGGAAACTCAGTCTCAGGACGGTACTTTCGA
CAAGCTGACCAAGAAAGAAGCGCT 
>Escherichia coli K-12 1863229_1863310 
CTGCCTGGCTCCGCTGGCTAAAGTTATCAACGATAACTTCGGCATCATCGAAGGTCT
GATGACCACCGTTCACGCTACTAC 
>Escherichia coli K-12 reverse 2708237_2708318 
GGTTGCCCGAGATGGTACACGCTACAGCTACATCGTGTGGATGGACACCGAATCGAA
ATTACCGATGCGGGTTGATCTCCT 
>Escherichia coli K-12 reverse 2109820_2109901 
CAGTTTTTGATGTTGCTGTTGATATTCGACCCAATTCGGTATCCTTTGGTAAATGGG
TTGGTGTTCTGCTTTCAGCTGATA 
>Escherichia coli K-12 4155464_4155545 
ATCCGACGGCGGCACAGCTGGCGCTGAAACCGTTGATTGATGCCGATCTTCTTGACC
TCAATCAGTGGCCGGTGATCAACG 
>Escherichia coli K-12 776935_777016 
AGCGGCAGAAGCAGCTGCAGCTGAAGCAAGAAAGAAAGCGGCAACTGAAGCTGCTGA
AAAAGCCAAAGCAGAAGCTGAGAA 
>Escherichia coli K-12 reverse 2392237_2392318 
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GCTGGCTGCCGGATGCGCACTCCCAGGCTCCGACCGCCGGTTCCGTTGACCTCGCGG
GGATCTTGCTGAAAACTGCCGCTT 
>Escherichia coli K-12 4501807_4501888 
CAGAGTGCAATCGTTCATATACACTGTCGGTGATGCGCTAAAAAATGCGTTAATGTT
GAGTTCCTCGAACCCTTACCAATT 
>Escherichia coli K-12 reverse 2883345_2883426 
TATTGAATTATGCGATCCCATTGGGATTGGTAAATGTTCTTGCTGTGGACAGGAAAG
CAATTTGCGTTATACCGGTTTTCT 
>Escherichia coli K-12 1604504_1604585 
CAGATTTCGCTAACCTGGATGTGCTGGGACTCCCCGTTCCGCTGATTATCTTCCTGA
TATGTCTCCTCGTTTTCTGGCTCT 
>Escherichia coli K-12 reverse 2994737_2994818 
TTCAATAAAATTGCTTGAAGCAGGTGCGAAAGGATGCGTATGGAAAACCAGTCACCC
GGCGAAACTAAATCGTGCTATTGA 
>Escherichia coli K-12 4158909_4158990 
ACTCGATTGCGTGATCCTCGCGCTGGTGAAAGAGAGCGAAGCATTCATTGAAGTGCC
GTTGTTTGATGAGCCAATGTTGCT 
>Escherichia coli K-12 3110476_3110557 
TTGCTTTTGGATCTGACAATAACCTTCACGAAAAAAATTAGCTTATAAAGTCTGGGG
GAATTACTCTCGCCACGTTAACGA 
>Escherichia coli K-12 reverse 3881732_3881813 
GGCAACCGACGGCCACCGTCTGGCGGTCTGTTCAATGCCAATTGGTCAATCTTTGCC
AAGCCATTCGGTGATCGTACCGCG 
>Escherichia coli K-12 reverse 364729_364810 
TATTTGCCCGATGTACGCGCGCGTGGATGAAGACCAGCCCTTCCCGGCTGTGCCGAA
ATGGTCCATCAAAAAATGGCTTTC 
>Escherichia coli K-12 reverse 3387165_3387246 
CGCGTTATCAGCTTCTCAAGCGCGGCGTTATCAGTAACACAAAAATCAACGCCACCG
AAGAAGAGATCCTGCAAGGCGAAC 
>Escherichia coli K-12 reverse 504047_504128 
GATCGTGGTGTTGGCGCAAATCAGCCGTTGGTACTCGGCACAGCACCGAATGAATAA
AGGAAAACCCAAAGCGACGATTAT 
>Escherichia coli K-12 3984233_3984314 
TAAACGCCTTATCCGGCCTACATGATCGTGCAAATTCAATAAATTGCAGCGTTCTGT
AGGCTGGATAAGATGCGTCAGCAT 
>Escherichia coli K-12 2878054_2878135 
TTCGGGGTGAGTCCGGTTTATCCCCGCTGGCGCGGGGAACTCTAGTTTCCGTATCTC
CGGATTTATAAAGCTGACGGTTTA 
>Escherichia coli K-12 3779403_3779484 
CAATGCGCGCCACACCTGGCGACAAAGAAAAGATTCAGCTTTGCTTTGAAGCAACGC
TAAGTGAAGACCCGGATATCGCCT 
>Escherichia coli K-12 854167_854248 
TCCTGCTCCTGTGCTGGTGTTGTTTCCCTGGAAAGGCGATGCAATACCATACGGGGG
TGCAAACACCGGAGTGGAAACCGC 
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>Escherichia coli K-12 2803942_2804023 
GCTGAAAAAGAAAATCGCCAGTGTGTTTCTTGAATCTTTTTTGTTCTATTCCGGTTT
CTGGCTGCCGATGTATTTTTCCAG 
>Escherichia coli K-12 reverse 2714840_2714921 
CGCTACTGAATGATGAGGCCGATGTTGGCGTCTTTTATCGTGTAGGGAATGATGATG
CTCTGAATCGACGAGAGTTGGGTG 
>Escherichia coli K-12 124309_124390 
TGCAGATATCGAAAAACTGCCGTACATCACCTTCCCGGAAGGTTCTGAAGAGCATAC
CTATCTGCACGCTCAGCGTCAGAA 
>Escherichia coli K-12 3019786_3019867 
GTCTGGAGATGCTGCGTGAAGCCGTGAAAGCCACAGGCCGTGGTTTGCATATTCACG
CTGCGGAAGACCTTTACGACGTTT 
>Escherichia coli K-12 reverse 1666832_1666913 
CCGAAAAAGTCGATCATGTCGTGGTAGAAGGGACTGGCGGCTGGCGCAGTCTGATGA
ATGATTTGCGTCCACTCTCTGAAT 
>Escherichia coli K-12 118969_119050 
CCGTGATGGTGAAATAGTCCAGTATGTTCCTTTCGATAAACGTGCATGGCATGCGGG
AGTCTCTCAGTATCAGGGGCGCGA 
>Escherichia coli K-12 2464122_2464203 
CAGTGACGAACATCAGTATTTTTACATAATTACGTCTAGGTCATTGTCGGTTTATCT
CCTTTTACTTGTGGTAATTGAGGG 
>Escherichia coli K-12 reverse 301370_301451 
TCAGCACGCGGTGGTAGGCGTAAGCGAAGCCTGCATTGCCACCCATCCGAGCGATAT
GGCGGTCGCAATGCGGTTGCTGGA 
>Escherichia coli K-12 2073059_2073140 
CACCCAGAAAGCCGTCAACCTGAATGAAGGCACGCTGACGCTGAACGACAGTACCGT
CACCACGGATGTCATTGCTCAGCG 
>Escherichia coli K-12 2420905_2420986 
CGCCACATTACAGTGGTTATTCTGGCAGGTAGGCGGACTGGGGCCGATGCTTGGGCA
AAATCATCATTTTAATCACGCAGC 
>Escherichia coli K-12 reverse 4457550_4457631 
GCCGCCAGTTGCAGCTCATCGGTAAGATGCTGCGCCAGCGCGACGTAGAGCCTATTC
GTCAGGCGCTGGATAAGCTGAAAA 
>Escherichia coli K-12 3240527_3240608 
GTATTTTTGGGCTGGTTTCTTCTACCCTGGCAACCACCGGTTTCTCCACACTGTGGG
GCTACGCGCAACTGCTGGTCGTGC 
>Escherichia coli K-12 4292302_4292383 
TTACTCTGATGCTGTCGCTGCTGGGCACCTTAATTGTCCGTTCTGGCATTCTGGTTT
CGGTTCATGCGTTCGCGCTGGATA 
>Escherichia coli K-12 reverse 611335_611416 
CGATATCGATCTTGATGACGTGATGCTGCACAGCGAAGTTAACCTGCCGATTGATTT
CCTCGTTAACCAGACGCTGACGCT 
>Escherichia coli K-12 reverse 3585913_3585994 
GATAAGCGGCGATTATCGCGGGTATCAGGTTTACTCCATGCCACCGCCATCCTCCGG
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CGGGATCCATATCGTACAAATCCT 
>Escherichia coli K-12 4019887_4019968 
CGCACTGATTCGCAGTGGTGAGCTGGAAGTGCAGGGCGATATTCAGGTGGTGCAAAA
CTTCGTTGCGCTGGCAGATCTGGC 
>Escherichia coli K-12 reverse 302189_302270 
GACAGTGCGGAGCCTGTACCGTGCTGGTCAATGGTCGCAGGCTTAATGCCTGCCTGA
CGCTTGCAGTCATGCATCAGGGGG 
>Escherichia coli K-12 reverse 800059_800140 
GCATAAACATGAACAACGTCACAAATTCATCCATTGATTTTACCCCACTGGTCAACG
AGCCGTTCGTGCTGGCCTGTCGGC 
>Escherichia coli K-12 reverse 1562746_1562827 
CAGACCCGCAATATGTTGTTGATGTGACGGTCGGTTCTAATCACAGCCGTGGCACGG
CGATCGACCTGACGCTTCGTGATG 
>Escherichia coli K-12 1885188_1885269 
TGCTGGAAGCCTGCCCGGAAGTCCACGATCTGAAACTGGCGGCCCGCTTTACCACCC
GCACGCCTGCCAACTGGAAGAACA 
>Escherichia coli K-12 reverse 2191912_2191993 
AACCAGCAGCATGTTAAAAATTAGCTGCCCGAAAGAAGTTGCTGGTGTAAAACTCTC
GTTGATTACCAACGATAAAATAAC 
>Escherichia coli K-12 reverse 431532_431613 
GGGTCGTAATAAAGATGGTCGCCAGAGCACCTGGTACATGGGTCTGGGTACCGATAT
CGACACTGGCCTGCCGATGAGCCT 
>Escherichia coli K-12 1405156_1405237 
AATTGCGTCAGGGAGAATTGGATTTCACCATCAATACCTATTATCAGGGACCGTACG
ACCACGAATTTACTTTTGAGAAAT 
>Escherichia coli K-12 reverse 3057755_3057836 
TCAGGTACAGCATCTTTCTGACCTGCTGAATATGAGCGATGTGGTGAGTCTGCATGT
ACCAGAGAATCCGTCCACCAAAAA 
>Escherichia coli K-12 reverse 2920037_2920118 
ACCTGGCGAGCAAGAAATCGACACTGTTCGTGCATTGAAGAAACGCTTCCCGGATGC
GCGGATTACCGTTGATCCCAACGG 
>Escherichia coli K-12 3952909_3952990 
GATGGTTTCCTCCTGGAACCGCGCAGCACCAAACACCATCCCGACGGCGGCAAAAGC
CGGTGGTAACTACCTCTCTTCCCT 
>Escherichia coli K-12 2614319_2614400 
TGTTAATCTGGTTTTCCGGGCTGGTGATGAGTGAAAACGCGATGTGGGGAGTCGCGG
TTTTACACTGCGCCGAGGGCAAAA 
>Escherichia coli K-12 4197250_4197331 
CAGCCATTGCCGTGAGCGTTACTACCCGCAAATCGCCCCCTGCATTATTGTTGCCAT
CCGTCGCGATGATTCGATCCTCCT 
>Escherichia coli K-12 reverse 955713_955794 
TGGCGTAGCACTGGAACGTACCGTGACCGAGCTGCTGCAAGGTCGTGGCCTGAAAGA
TTTGGATGTGTTTACTCCGCCAAC 
>Escherichia coli K-12 reverse 888937_889018 
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ATGAAATAGCGTTGGTAGGCTATCCCGACGCCCATGCCCGACTCGATCCCAGCTTCC
GTAACGGTAAAGAAGTTTTCGATC 
>Escherichia coli K-12 reverse 2362993_2363074 
TGGTCGTTCGGAAAGCGATCTGGCACAAAGCCTGGACACTCTACAACTGCCGCCGGG
CGTAACAATGGGCTATCGCTCCTC 
>Escherichia coli K-12 reverse 2784285_2784366 
AACACCCCATAGATATTCAAGAAAAAAAAGATGCGTTTGTGAATGAGTTCAAGGGGG
TATTATTTGATAAAAATACAAGGT 
>Escherichia coli K-12 4026838_4026919 
TCCGATGATTTTGATTGCGGGCGGCACCGGGTTCTCTTATGCCCGCTCGATTTTGCT
GACAGCGTTGGCGCGTAACCCAAA 
>Escherichia coli K-12 reverse 2964719_2964800 
GAAAAACGACCCGGATTCGCGCCGCATTATTGTTTCAGCGTGGAACGTAGGCGAACT
GGATAAAATGGCGCTGGCACCGTG 
>Escherichia coli K-12 2468635_2468716 
ACAATAAAATAAGCAATCCTAAAATTGAAGAGAATGTTGGTGATTTCAGGCTGATGA
GCCGTGATGTTGTCGAAAATATTA 
>Escherichia coli K-12 1883871_1883952 
CATCAATGCCATCGGCCTGACCACGCAAAACTTCCTGCAAATGAGCTTATTCACCGA
TCCGCTTGGCGATGGTTCATTTAC 
>Escherichia coli K-12 reverse 4550585_4550666 
TGAAAGCAGATCAACCGGTAGATATGAATAATCTGCCCTCTTTCGGCGTTTCGATTC
TGGTGCCGCTGATCCCGGCGATCA 
>Escherichia coli K-12 1154584_1154665 
AAGGTTGGTTCTGGCCAGACACCTGGATGTATACCGCCAATACCACCGATGTCGCGT
TACTCAAGCGAGCGCACAAGAAAA 
>Escherichia coli K-12 323012_323093 
GCGAATGTGTACCACGCTGCCTAAAACGCATATTGCAGTGATGGGAATGGAGCGTAT
TGCCCCCACGTTTGCCGAGGTAGA 
>Escherichia coli K-12 reverse 2141885_2141966 
ACCCAGGAGAGCTGGCGCTGGCGGTGACGCTGGAGTCGGTGACGCTGCCAGCCGATC
TGGTGGGCTGGCTGGACGGGCGTT 
>Escherichia coli K-12 3041764_3041845 
TGCTATGGTTTGAACACCCGGCAGAACGTTTCCTGATCGTAACCGATGAAGCTACTG
CTAATATGCTGACCGATAAACTGC 
>Escherichia coli K-12 reverse 3161924_3162005 
TGAAGTCTCGCGTGGCTGGGTGCGCTTGCGACTGCTGAACGCGTCGAACTCTCGTCG
CTATCAACTACAGATGAACGATGG 
>Escherichia coli K-12 1531073_1531154 
ATTTAAAGAAAAATTTGATAACCATTGATGCTATGGGCTGTCAGAAAGATATCGCTT
CGAAGATCAAAGATAAAAAAGCAG 
>Escherichia coli K-12 2347910_2347991 
ACACCGTTAACGGTAAAACTGTGACCGTTAGCCTGCGCGAGCTGAAGAAAAAACTGT
ATCTCTGCCTGATGAGCGTTAACG 
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>Escherichia coli K-12 3775826_3775907 
GCTGGGCGATCTTTCTGTGCGTTTAAAACTCATTTACGGGTTGGGCGTCATTAACCG
CCAGGAATACGAAGATGCGGAACT 
>Escherichia coli K-12 reverse 3783112_3783193 
CCTCGACCGATCAGACCTTTGCCGATGATCTCCAGCAGCTGCTGCACTGCGGCAAAA
GTTTCCGCGTTTACAGCAATCCGG 
>Escherichia coli K-12 3503520_3503601 
GCACGCGGCAATCTGGGGACATGCGGAAGACGCATTCCCACAGCTGCACGCTGCGGG
CAAACTTACCGCTTTCGACTTCTC 
>Escherichia coli K-12 4198209_4198290 
CCGTGATCAAAAAAATGATGTATGCCGATCCGCAGGCGCTGCACGCTCTGCTCGATA
AACTGGCGAAAAGCGTCACTTTGT 
>Escherichia coli K-12 2664778_2664859 
ACGATACGCAAAGTGCCATCAATGTGGTGCGCCATCGCAGTGATGTAAACCCACAAC
GTCTGGTGCTGTTCGGGCAGAGTA 
>Escherichia coli K-12 3207634_3207715 
TGAATTTATTGAGCAGACCGGCGTGAAACTGGTGGTTGGCAAAGGTGGTATGGGGCC
GCTGACCGAAGAAGGCTGCCAGAA 
>Escherichia coli K-12 reverse 234365_234446 
GACATATCTGTTACTTCAGTAAACCTTATCTATTTTGCGGCGACACACTGTTTTCTG
GTGGGTGTGGTCGGTTGTTTGAAG 
>Escherichia coli K-12 reverse 1589427_1589508 
ATCGTCTGGCACCAGTGGTTACAGTTCTCTTAATTATCGTGGAGCTTATGGTAATAC
TAATGTCGGTTACAGTCGGAGTGG 
>Escherichia coli K-12 reverse 4578608_4578689 
TGCTGACAGGAGAAAAGGCTCCGCAACGCGTCAATATGGTTCAGTTCCATCAATCTT
ATAGCTATGAGGATTTTATACAGG 
>Escherichia coli K-12 reverse 1412578_1412659 
AGCGAAACAGAATAAAGCCTGATCCGTTATCTAAAACAGAATTCAATGCATTAATGG
AAAGTGAAAAAGGACAGAGCCAGA 
>Escherichia coli K-12 639187_639268 
ATGGCACAGCAGCTCTGAAACCATCGCTAAAATCAAATATGCGATGATCGGCGACCC
GACTGGCGCCCTGACCCGTAACTT 
>Escherichia coli K-12 reverse 1399939_1400020 
ATCTTAGCATTATTGATACGCTTCCCACTGCTACGGGGGGGACGCCATTTCAGCGCG
AAGTCTGGAAAACACTACGCACTA 
>Escherichia coli K-12 reverse 1669106_1669187 
TCGCTCCGCTCATTGAAGGAACGCTGGATATGGGATTGCTGCGTAACACAGCGTTAC
CGGAGTCGCTTGAACACGCAGTCA 
>Escherichia coli K-12 3663669_3663750 
GTCATCAATTTGAACAACACAATACTGACCCACATTCCCGTAATCGTATGAATTGTC
AGCTTAATAATCCCAAACATGCCG 
>Escherichia coli K-12 1393994_1394075 
TTACCTCGCGGGGGATATTGATATCACCGAATCCTTCCCGAAAAATATGTATCAGAA
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GCTGTTGAAGGATATTCCGGGGCA 
>Escherichia coli K-12 773572_773653 
AGGGATGATCATTACTCAGGGCGCAACCTATCTGCAAATGCGTACCGTGGGCGAACT
GCACCTGCGTACCCGTGCAACGGC 
>Escherichia coli K-12 3502716_3502797 
GGCTGGCAGAGAACCTAAGCGAACTGTGTGAGTACGCGGAAAACATCGGCATGGATC
TAATCCTCGAACCGTTAACGCCGT 
>Escherichia coli K-12 reverse 585117_585198 
ACCGCCTGGGACTCATGGCCGGATATCAGGAAAGCCGTTATAGCTTTACAGCCAGAG
GTGGTTCCTATATCTACAGTTCTG 
>Escherichia coli K-12 reverse 4296741_4296822 
AAGAAGGTGAAGTAACGCTGGCGCATATTCTGGTAAATACTCAAGCGGGTAAACCGG
ATTATCCAAAGGCAATTTCGCTGT 
>Escherichia coli K-12 reverse 2583151_2583232 
GCTGCGCCGGGCTGCTGGATAACGACGAACCGGAAGTGTGTATTCGCAAAGAAGCGA
TTGAAGAGACGGGCTATGAAGTGG 
>Escherichia coli K-12 reverse 4634836_4634917 
CCCTGGAAGATACGCCGCTGATTGGTGTTACCCAGAGCTACTCCTGTTCGCTGGAGC
AAATCTCTGATTTCCGCCATGAAA 
>Escherichia coli K-12 reverse 2881557_2881638 
GCGGCATGATGACTGAGTTGGGAAAAGTTGATGGTGCAATGTCCATTGCGCATGCGA
TCACTACTCATCAGGTTGATTCTG 
>Escherichia coli K-12 reverse 858389_858470 
AAGGTCTTGGAGCGCATACCGACTCCGGGGCACTGGAACGCTGGCTGCTTCCAGCGT
ATCAGCGCGTTTTCGCCAACGTCT 
>Escherichia coli K-12 reverse 2697566_2697647 
AAAATTATCGTCTGATCGACGCCACGTTGTATGTCACGCTTGAACCATGTGTAATGT
GTGCCGGAGCGATGATCCACAGTC 
>Escherichia coli K-12 reverse 1262412_1262493 
ATGAGCTGGCGGAAATGGGGCTGACGCTGGGCGCAGATGTTCCTGTCTTTGTTCGGG
GGCATGCCGCGTTTGCCGAAGGCG 
>Escherichia coli K-12 reverse 3964958_3965039 
CCGCCACGCTTTCGTACCGGGTACGTGAACTGGCGTTCGAGCAGATGAACAATGCCG
AATATATTGAAGTGGAACCGGAAC 
>Escherichia coli K-12 782567_782648 
ACTTATTGATCATCTTGATAGTTTGGGTGAAAAAATCATCTGGGCACCCGACAAACA
TCTGGGGCGTTACGTGCAAAAACA 
>Escherichia coli K-12 reverse 3261232_3261313 
GCCGGCACCGGAACCTAACCTGACCATTCTTTGGTCGGAAGAATTACCGATTGCCTT
CAAAAAATATGCCGCGCAGGTGTC 
>Escherichia coli K-12 1926412_1926493 
GCACTATGAAACTGGCCCGTCGTTTGTGGCCTGGGATCAAGTACAGCAATATGGCGT
TATATAAAACACGCAAGCTCAATG 
>Escherichia coli K-12 4289489_4289570 
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ACGGCCAGCCATCACCGCAACACCGCGAAGGGGTGAAAGATGTGATGCGCTTTAACG
AGCCGATGTACAAGGTTGGAGAGC 
>Escherichia coli K-12 3814753_3814834 
GCCTGCGTCTGATTGTGTTGCTGCTTCTCGGTTTTGGTGAGCGTAATCCTGGCCTGA
CCCGCATCCTCACTGGTCATGCGC 
>Escherichia coli K-12 3616559_3616640 
GGTTGGCGTGCTCGGCACCGGGCTGACCAACGTAATTATCGCCATCGCCCTGTCGCA
CTGGGCGTGGTATGCACGCATGGT 
>Escherichia coli K-12 3437167_3437248 
ATATCCGCGCGGTGATGAGTGAATTACAGCGACTGGAAAAACCGTATAAGCGGATCA
TGCTGGTTGGTGGCGGTAATATCG 
>Escherichia coli K-12 reverse 3904619_3904700 
TCGTCATGTTCGGACTGCACTGGGGCCTGGTGCCGCTGTGTATCAATAACTTCACCG
TGCTGGGCTACGACACCATGATCC 
>Escherichia coli K-12 reverse 3919047_3919128 
CAATGGGCGAATACTTCCGTGACCGCGGTGAAGATGCGCTGATCATTTACGATGACC
TGTCTAAACAGGCTGTTGCTTACC 
>Escherichia coli K-12 407727_407808 
AAACATTAGTAGTATGACTGCGCGTAATACGATCTTTCTTGAGCCGTCGCGAATATT
GCCTCCACTGGTTTCCTCTATTGT 
>Escherichia coli K-12 reverse 2031569_2031650 
CGAAAACGTCAAAAACCTGAAAAGTCACGACCAGGGTAAAACGTTCCGCATCATCAT
GCAGACGCTGGACGAACTGGGCTA 
>Escherichia coli K-12 3416546_3416627 
ACGAAAATAAGGGCGGTTTCTTCGGTTGGTTTAATACCACCTTCGATCATAGCGTTA
ACCACTACACCAACAGCGTCGGCA 
>Escherichia coli K-12 2090602_2090683 
TTATCTCGACCAGAAAGGCATCTCTTTTAAATCCTGCTTACTGAACGGTTCTGTTGA
AGTCGCCCCGCGTGCCGGACTGGC 
>Escherichia coli K-12 reverse 3718650_3718731 
TACGCAAAGCGGTCCGCTGCGTGAAATGAACGGTTCGCTGGGTGTGCTGGCGCAACA
ACTGCAAAATGCGAAGTTGCAGGC 
>Escherichia coli K-12 reverse 3074901_3074982 
GTTTGATTTATGCGTTGGGGAAAATGGATAAATGGTTGTACGCCGATATCACGCATT
TTTCCCAGTTCTGGCATTACCTGA 
>Escherichia coli K-12 4497268_4497349 
ACAACATCGTCCCGCGCTTGAATTAAAGCGCATCCCTGAGTTGCTTACAAAAATAGA
TAGCTATACTGGTAGGCCGCTAAC 
>Escherichia coli K-12 reverse 2545141_2545222 
AGGTCATCAGTAAAGCACCGTTTATCCAGATAACGGGCCTGGGCGGATCGGCGCTGG
TGGGGCGCGATCTGTCGTTCAAAC 
>Escherichia coli K-12 reverse 2253481_2253562 
GGGCGTGCCTGTGGAATATCTGCTGGCGGCATCATTAATGGCGATCCCTGGCGGGAT
CTTGTTTGCCCGCCTGTTAAGCCC 
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>Escherichia coli K-12 1876224_1876305 
GCTGCCACAGTGGCGAAGTCAACAACATGCAAATTTGAGTACCTCGCGCGCCTTACA
TACTCGGGGTATCTGGCGTTCACC 
>Escherichia coli K-12 reverse 1073398_1073479 
AAGCGATTTTAAAGGCGATTTTTTCACCATGAATGATTGTCGCGTGAGTCCGCAACC
GAGTGTCCCCATGAAAGTGATCTG 
>Escherichia coli K-12 1652090_1652171 
GTGTGTTTCTGTTTATACTGGAGTTCGCCCTGGTGAGCTGTGTGCACTTGGATGGGA
GGACATAGATCTGAAAAATGGAAC 
>Escherichia coli K-12 3890820_3890901 
CTTTATGGCTTTGCCGGTGTGTCTGGCGTCATTTGGTTTCCACGGCAATATTCCCAG
CCTGATTATTTGCTATGGAAAACG 
>Escherichia coli K-12 4587367_4587448 
CGGACGATCGGTTAGATCAGGCGCTAAAAGAGCTTCGTGATGCGGTGGCTGATGAGG
TTCTGGAAAACTTATTGCAGGTTT 
>Escherichia coli K-12 602608_602689 
TAATTATGTTCTCCTTCGGCGGTCTGGAGCTGATTGGGATTACTGCCGCTGAAGCGC
GCGATCCGGAAAAAAGCATTCCAA 
>Escherichia coli K-12 743882_743963 
CAGGCGGACCGGATTTGGCGGTGGTCGCGGCGCATTGCGGGTTGAGCGAAAAACAGG
TTGTTGAATTGCACTCCTCCGTGG 
>Escherichia coli K-12 3829601_3829682 
CTTACGCGTGGCCTCACTGGTAATTGCGATGGCGGCCGGATATGCGCTGGCGTGGTT
TATGGGCATGTTGCCAGAAAGCAA 
>Escherichia coli K-12 2205101_2205182 
TGTTAGGTATGCTTTCTGACAGGGTGATGACGGGGCCGGAACTCACTGGTGAAGCCA
GTCAGCTCTATGCGCGAGAAGGCT 
>Escherichia coli K-12 3527497_3527578 
CGCTGCGGGCTCGCTGCTGGTGCTGTTTATGCTGTTATTCTGGATCCCGCTGGATAT
GCCGCTGAAATTCACTCTCTCATG 
>Escherichia coli K-12 3958668_3958749 
TCTGCTGTGCTTCGACAAGCTGGTGGAAGAAGGTACCGATCCAGCATACGCAGAAAA
ACTGATTCAGTTCGGTTGGGAAAC 
>Escherichia coli K-12 2277055_2277136 
CACACAAAAGCTACTCAACAGTGAACCGTCAGGCGATCCAGTGCCGTTGCCAGAACC
TGCCTCAACGTTGCTGGATGTTGA 
>Escherichia coli K-12 3774959_3775040 
TCAGCGAATGGATTGTCGATAAAACGCAGTTCAAAGGCGCACTGCCGAACATCCCAG
GCATGGAGTTAACCGACAACCTGA 
>Escherichia coli K-12 reverse 2425534_2425615 
TTTTATCTACGGTGCTTATTTTACCGAAACGTTCCGTGGTGCTTTTATGGCAGTGCC
GAAAGGACATATAGAGGCGGCGAC 
>Escherichia coli K-12 1303320_1303401 
TCCCCAGTTTTGTGGTTGCACCATTATTAGTCATGATATTTGCGATCATTTTGCATT
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GGCTGCCGGGCGGTGGCTGGAATG 
>Escherichia coli K-12 4060763_4060844 
CCAGCGATATTCCCGAGACGCTCGCGCCACTGATTGCAGTGACGCCATCAACTGAAC
TCTATCGCATCACCGGCTGGGGGG 
>Escherichia coli K-12 3654205_3654286 
CGAAGCCTGATATTGAAGCCAACTATCAGGGCCGACTGCTCGCCAGACAAAGCGGCT
TCCTTGATCCAGTGAACTATCGTA 
>Escherichia coli K-12 reverse 2597222_2597303 
GAATCGAAGAAGGTATTGAGCTGAACCCGCCGCTGTTCGATCTGTTCCTGAAAAACG
ACGCCATGCACGATCCGATGGTCA 
>Escherichia coli K-12 713220_713301 
GGATGAATACGCAGAGCAAAAGCGAGCGGTCAATCGCTTTATGCTGCTGTTGTCTAC
ACTATATTCTCTTGACGCCCAGGC 
>Escherichia coli K-12 3139121_3139202 
TCCTGCCGCAGGATTTGGCAAAGCGTACTGAAACGATGAACTGGCTGTTCTGGTTAC
AGGGCGCGGCACCGTTCCTCGGCG 
>Escherichia coli K-12 786120_786201 
GCGCACGTACCACCGAATCGCAGGTGCACCGCGAACTGGCATCAGGGCTTTCTTGTC
CGGTCGGCTTCAAAAATGGCACCG 
>Escherichia coli K-12 reverse 1703749_1703830 
CGATCGTTGGCGTGAACAGGGCGGCCCAGGCAGCGGTATCTGGTACGATTTAGCACC
ACATCTTCTTGATCAGGCCATTAC 
>Escherichia coli K-12 72133_72214 
GTTGCCTGATGCGACGCTTGCCGCGTCTTATCAGGCCTACAAAACGCACTACCCGTA
GGTCGGATAAGGCGTTCACGCCGC 
>Escherichia coli K-12 reverse 4111875_4111956 
ACTTGTATGCTTCTACAGCGCTGGAGCGCGGTACCTTAAAAATCAAAAGCATTCAAA
TGACCTGGCTACCCATCCAGGGGC 
>Escherichia coli K-12 reverse 2844442_2844523 
CTGTGGACGCTGCGAAGAAGTCTGCCCGACGGCGGCGATCAAACTGTCGCAAGAGTA
CGAACTGGCGGTGTGGAAGAAAGA 
>Escherichia coli K-12 reverse 824077_824158 
TCGATGGTGCGGAAAAGCGCGGCGTGCTCTACTGCCGCATTGTGCCGCCGATGACCG
GAAAAGCGATTCATGTGATGTGCG 
>Escherichia coli K-12 4410863_4410944 
TTACCGCTGAAGAGCAAGTGTTGTCGAATCTGGAAGTCTCCCGTGATGGCGTGGAAA
AAGCAGTTACAGCGACAGCGCAGC 
>Escherichia coli K-12 1526516_1526597 
TCAGCTGTTTCAACGGCTATTGGTCTGGCTGGTTGCTAATGTCTATCCAACATTCAC
TTTCGCCGATTACCCTGAGCGTTG 
>Escherichia coli K-12 489965_490046 
TGCGGCGTGACCGCCTTATCCGGCCTACGAAACCGCAAGAATTCAATATATTGCAGG
AGCGGTGTAGGCCTGATAAGCGTA 
>Escherichia coli K-12 reverse 3067671_3067752 
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CGCTGTGAGAACGGTGGAAGTCACGCTCCGTCAGTTAGACAAACTGAATTCCTTGCT
GGATGGCGCGCTGAAGGCGGGTCT 
>Escherichia coli K-12 reverse 4466733_4466814 
TGGCGCGTGACGCAAAAGGCTTTGCTTCGGTCTGTTATGACGACGAAGGGGCAATCA
AAATCCTGATGCAACGGCTGTATG 
>Escherichia coli K-12 1851329_1851410 
GCGGCAACCGCACTACCAAAGCCCATGCCGATGGTTTTGATGCGTTTGCCTCTCCAA
ACCTTCCTCCGTTACTGGAAGCAG 
>Escherichia coli K-12 reverse 1349504_1349585 
GGACAATTGCGACATTTCAGGCTTATCTCGGGCATCCGGTACGCTGGTTACCCGGGC
TGGAGATACAAAACTACGCCGACG 
>Escherichia coli K-12 2469757_2469838 
ATCTGTAATATGCGTGGTGTGCTTGCTTGCGTCAATATTTGCAATATCTTATTCAAA
AGGTGTTGTTGAATTAAATAAGTA 
>Escherichia coli K-12 reverse 2307754_2307835 
ATACCAACGTTGCCGCGACCTATTCGTTGACGCTTTTATTCCTGCGTACGCCGCTGC
TTTCGGCGGTTGGCGCATTGCCGA 
>Escherichia coli K-12 reverse 3216070_3216151 
GGCGATGCAGGCGCAACCGGGCGATAAACTTACGGTGGCAGGTCCGCGCGGTTCGCT
GGTGGTGCCGGAAGATTACGCGTA 
>Escherichia coli K-12 reverse 1845940_1846021 
ATATCTGCCAGAAACTGTACGAAACGCACAAGCTAATCACTTATCCGCGTTCTGATT
GTCGCTATTTGCCAGAAGAACATT 
>Escherichia coli K-12 reverse 2060400_2060481 
TGGTATCGCCAGCGAGCGTTTGAGTAATGACCCGCAGCTCGTCGCCTTCCCGTGGTT
TCGTTGGCACCATAGTTTGCTTGT 
>Escherichia coli K-12 reverse 149165_149246 
GGTAGAAACCGTACAAATGCTGACCGAACGTGCCGTTCCTGTATGTGGTCACTTAGG
TTTAACACCACAGTCAGTGAATAT 
>Escherichia coli K-12 reverse 1613970_1614051 
GGCTATTGGCGCACAGGCTGGAGCGGCACTGAAAAAATGCGTACTGGAACTGGGCGG
TTCGGATCCGTTTATTGTGCTTAA 
>Escherichia coli K-12 2383279_2383360 
TCCTACTGGTCTCTACGTCCCCTACTCCACCAGAACTCACCTGGAAGACGCTCTCAA
TGAAAATATTAAGAGCGATCCATC 
>Escherichia coli K-12 reverse 2638024_2638105 
GACAGTTAACCTCGATATGCCTTCGCTCTCTTTGCGTGGCGAGTCTGCGCCGACAAC
GGCTTTTGGTGCGGCCGTCGTGGG 
>Escherichia coli K-12 1741948_1742029 
GCGGACTGGCACACTACATGGCATCTAATTATGACGTAAGCGTGGTGGGCGTCACCA
TTTCTGCCGAACAGCAAAAAATGG 
>Escherichia coli K-12 4164522_4164603 
ACAACTACGATCCCCATTATGGTCGTTATGATTCGTCGGCGACGCTCGATGAGATGA
AGCAATACACCGTCCAGTGGGCAA 
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>Escherichia coli K-12 27711_27792 
AGCCGTATATTCGCCGTCTGGTGATCATGGGTGGTTCTGCCGGACGCGGCAACTGTA
CGCCAAACGCCGAGTTTAATATTG 
>Escherichia coli K-12 4430531_4430612 
TCGCTTTCGTGGGGATTGAGCTGGTAGGTACAACAGCTGCGGAAACCAAAGATCCAG
AGAAATCACTGCCACGCGCGATTA 
>Escherichia coli K-12 reverse 1328694_1328775 
TCCGCAGGTCTGGCAGGACGTCATGCAGGTCAACGTTAATGCCACCTTTATGCTCAC
CCAGGCACTGCTTCCTTTATTACT 
>Escherichia coli K-12 reverse 3570293_3570374 
ATGCCAGCGCCTGCCTGCGTTATTGGGTAGAAACCTGCCACGTCGATGGTTTCCGCT
TTGATCTGGCGGCAGTCATGGGCC 
>Escherichia coli K-12 385674_385755 
CCGGGCAAGTGGAGATTGTGAACCTGCAGCCGCCCGCGATTATCGCTGCCTGGCAGC
GGGGAGATATTGATGGTGCTTATG 
>Escherichia coli K-12 2484023_2484104 
ATTGTGCTGATGCTGGCGCTAATGGTTTCGTGAGTAAAAAAGAAGGCATGAACAATA
TCATTGCGGCTATTGAAGCTGCAA 
>Escherichia coli K-12 1314300_1314381 
TTGCAACCGTTCATCATCTGCCACCAACACTGATGGCGCAGTGGTATTTTGGTGATG
CCAGCAGCAAATTCCGTCCTTACG 
>Escherichia coli K-12 reverse 2394086_2394167 
CCGGTTTTGCCGCGCTGGTACAGACCGACATCAAACGTGTTCTCGCTTACTCTACCA
TGAGCCAGATTGGCTACATGTTCC 
>Escherichia coli K-12 1839034_1839115 
TTTACTGCTGGCGCTACCGGCGACACTTAAAGGGAATGCCCGACGTAATGCCGTGAA
TGATGCACTTGAGCGTTCAGGCCT 
>Escherichia coli K-12 reverse 4046097_4046178 
GTCGCTGGATATGCCGTTTATGAAGCGTTATTCCCGCGCTTATTTATTACGTCATCC
GGAGCGACGTGGTAAAGATGTTGA 
>Escherichia coli K-12 18033_18114 
CCTCTCTTGGCGTCGCGGCTGTAGCAATTGCGGTACTCGCGGTATTGAATCTGTGTG
GTGCACGCCGCACGGGCGTCTATA 
>Escherichia coli K-12 reverse 3164805_3164886 
CTATCGTCTGGAGAAAGTCCTCAAGCGCCTGCATATCCTCGAAGGTTTGCTGGTGGC
GTTTCTCAATATCGACGAAGTGAT 
>Escherichia coli K-12 677025_677106 
CGCCGAATGCTGTGGCGAAGGGGGAATCAAAGCCTGGGATTATGTCCGGATGGGTTT
TTTAAGCCGAATGGGCGTACTTAA 
>Escherichia coli K-12 58837_58918 
GGGGATATCGAGTTAAGTGTCACTTTTTTCATTGAAAAGAATAAGATATGTACTCAG
ACGTTGCAGCTGCATAAGGGCCAA 
>Escherichia coli K-12 21838_21919 
CATGGAATACGGCTTCGATATCACCAGTACGCAAACTTTTTGCGAAGGTGGCGTGCG
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CATCAGCAGCACCGCCGTGCGTCA 
>Escherichia coli K-12 3285047_3285128 
TATGACCAAAGCCGATAAATGCGCGAAAGAGGCGGATACGGCAGCGTTTTCCCGGCT
TAACTGGACAACGATGCTCATCGT 
>Escherichia coli K-12 2778026_2778107 
GGAAGTTAGAAGTCTCAGCAAAACACCGACCAGACGGTGAGGAGACATAAAAGGATA
CGCAAAGGAGCCGCGGCTCCTGGT 
>Escherichia coli K-12 1775026_1775107 
ATCTGGAGTTATTTACCGGTGATGATCAGGTTAAAGAAACCGTCGCCTACGCCCACG
CGCATGATGTGAAAGTAGTCATGT 
>Escherichia coli K-12 974941_975022 
TTTCGGAAACTTCCGGAACGCTGCGTGAATTGCAGGATACGCTGGAAGCGGCAGGCG
ACAAATTGCAGGCTAATCTGTTGC 
>Escherichia coli K-12 reverse 949075_949156 
GGGCTTTGACGCTGGCGTTCGACTTAGTTGCATCGTCGAAAAAGATATGATCAGCGT
GGCGATCGGCCCGCCAGTGAAATT 
>Escherichia coli K-12 reverse 645809_645890 
TTAGCTGGTTGCAGTGGTTCCTCTGCTTCCTGCCGGTTGGGGTTATCTTGCTTATCA
TTGCGCCGTGGCTTTCCTACGTGC 
>Escherichia coli K-12 3276028_3276109 
CGGTTTTCAGTCCATGGTCGAGGATATTTTGCAGATCGCCGAACGCCATCTACAAAA
ACTGAATCAACGGCAGCGAGAAAC 
>Escherichia coli K-12 reverse 1391354_1391435 
TGCGGTCAATATTGGTTCGATATTCCGTAATGGTTGGGAAAACAATGTGAAATCTAT
TGATGCCCTGCCATACGTTGAAGC 
>Escherichia coli K-12 reverse 1200203_1200284 
GCTATAACCCAGCATTAGCCACTAAACAACCAAGAAGAAAAATTACCCGACAACGGC
TGAGCCTTGAAGAATGGAAAAAAA 
>Escherichia coli K-12 641339_641420 
CAATTGCTTAGCCGCCGGGGTCAAACCTGGCGGCTTTTTTATGGCATTAAAAAGCCC
CGCCGGGATGGCTCCGGGCAGGGC 
>Escherichia coli K-12 216040_216121 
ATTTGCACGTTTTTTGTAGGCCGGATAAGGCGTTTACGCCGCATCCGGCAATGGTGC
TCAACGCCTGATGCGACGCTGGCG 
>Escherichia coli K-12 reverse 2218983_2219064 
AGAAAAATAAACTCACTTCGCTTGCCGACCTGAGTCGTTATCTGCAAGAGGGCGGCA
CCTTCAAACTGGCAGCCTCGGCAG 
>Escherichia coli K-12 reverse 305956_306037 
TGGTTAACTATACCCTGCAAACAAACGGACTCAGCAACACCTCAATCCATATATTCC
CGGCGATCGCCAACTCGTCGTTAG 
>Escherichia coli K-12 reverse 821981_822062 
TACCGCAGGCGTGGTGGAGTTGCCGGATCACTGGTATGTCGATCAAACTACGCTGCG
TATTCTCGGCATTGGCTTACTGAT 
>Escherichia coli K-12 2605491_2605572 
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AGCGTGGCTACCGGACGCAATGGAAGCGCCAACACCGATCAGCGCCTATCTCCACGC
CGCATCGATGGTGAAAGTGGGCGT 
>Escherichia coli K-12 reverse 1294835_1294916 
GACACCTGATAAACCCGAGCTGCGTGAATATTATGGGTCTGCCAACACATCCACTAA
GCGGCAGAACGCCTACCCGGTTAT 
>Escherichia coli K-12 reverse 451097_451178 
AGGGCATTGCTACCGTGAATGAAATCGCTTTCCCGGCGAACACTCCGGTGTACTTCA
AAGTGACCTCCAACTCCGTGATGA 
>Escherichia coli K-12 reverse 4580726_4580807 
ACATTCTGTATTTAAGAAGTTAAATTTTGAATCTATCTTAACTGAATTACGTAATGG
TCTTTCATCAAAGCCAAATGAAAG 
>Escherichia coli K-12 1723088_1723169 
TTTATCTGCAAAGTAGTCAGGAATTACATCGTCTGCAAAGCGGTGTAGATGATCATA
CCAGACTCCCACGGACATCCGGCC 
>Escherichia coli K-12 1286148_1286229 
GTGTCTGATTGGCGGCGTGCTGTTGCTGAAACGTCGTCTGTTCAGCCCACGCGTGCG
TGCAACCACTACCGGAGCGGATAT 
>Escherichia coli K-12 1903443_1903524 
AGCACGCTGCGGATAAGGCTGCTGATAACGGCAACCTGACAGCGATTTCCTGGATCC
ACGTTTCTTCTCTGTTCCTGCAAG 
>Escherichia coli K-12 3547891_3547972 
GATGCGGCGTGACCGCCTTATCCGGCCTACGATTCGGGATGAATTAGTAGGCCGGAT
AAGACGCGTCAAGCATCGCATCCG 
>Escherichia coli K-12 1910923_1911004 
CCTGCTTATCACTGCGTTGAGTGGTTTCGCTCAGGGGCAATCGCTGACGTTAATTGC
TGCGGAACTGGTGGTAATGGTTGT 
>Escherichia coli K-12 reverse 4389837_4389918 
GCCGTGCAACGGTATTCTGCGTGAGATGATCTACGTGCCGGGCGATCTCTTCTCCGT
TAACCATCTCACGGCTCAGAACGT 
>Escherichia coli K-12 3093969_3094050 
GGATGCGGCGTGAACACCTTATCCAGCACACATCTGGCAGCGGCTATAGGTCTGATA
AGACGCGTTAGCGTCGCATCAGAC 
>Escherichia coli K-12 78171_78252 
GTCTGGTATTGATTGCATTTATGCTTCCGTCTGTGGCGCGGGTAGAACTGCCGTCGG
AAAATGCTTTATCAATGCAAGGTG 
>Escherichia coli K-12 1112095_1112176 
GTCGCACTACTGGGGACATAACGCGATTATCCGCGTGAAACCGTTTATCGAGCACTG
CGCACTGGCTCCGCTGCCGGGCGA 
>Escherichia coli K-12 reverse 3129554_3129635 
CACTTTCTCTCCGGCGCTAAAAAAACTGATGGATCAGGTGCGCAAAAAGGTGACCAT
TCGCTGCATCAATCGTCAGCGGTT 
>Escherichia coli K-12 937638_937719 
CTATAACCCGTTCGTTGAGCAAGCTACGGCAACCTGGCTGAAAGATGCCACCGGTAA
TACGCCGTTTATGCTGATTGCCCG 
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>Escherichia coli K-12 3190216_3190297 
TAACGTGCGAGAAATACCGCCCAAAACAGATAAAAAAAATGTGATGCAAGTCACTAT
GCAGCACGCATTGAAACTATTCTG 
>Escherichia coli K-12 reverse 3147234_3147315 
TGATGATAAAGGTCGTGAGCTGCAACAGCAGGTTGATCCAACAAACTGATGAATGAT
TTCTTTGCCGCAATTGAGTTTATG 
>Escherichia coli K-12 1422317_1422398 
CCGGGAAGAACCACTTAGCGGCAGCTATCGGGAATCGCCTGCTGAAAGACGGTCAGA
CAGTGATTGTGGTTACCGTGGCTG 
>Escherichia coli K-12 3734271_3734352 
CATTGGCGCGCTTGGCTTAATGGCTTTTGTTGGTTGGCAATGGCGCGGAAGAATGCG
CCGTCAGGCTTTGGGTTTACAGTC 
>Escherichia coli K-12 reverse 4616251_4616332 
TGGCAGCACGCTGGTACGCCTTAACCTGAAAGCCATTGCCGAGCGCAGCGAATCGCT
GGATGACTTCTTTACGCGCACTCT 
>Escherichia coli K-12 reverse 606785_606866 
AACGGATACGCGTTTTGCCTCCTCACGACCGAATATTTTTTCCGCCTTTCCTGATAA
TGGCCCGATGCCGTGGGTCAGTAA 
>Escherichia coli K-12 reverse 2116478_2116559 
AAAAATGGGCTGCCCGAGGGAAAAAATCGCCGTATCGCGCATGGGCGTAGATATGAC
GCGCTTTAGCCCGCGTCCCGTGAA 
>Escherichia coli K-12 reverse 1913753_1913834 
CCGTACTGTAACGTTGACCCGTGAACGTATTCGTCTCGAAGACCGCGCGGTTAAAAT
GTCGGTGAAGACCGTCGGTAAAGA 
>Escherichia coli K-12 reverse 3755703_3755784 
GTTTACCGGCTCAACGGAAGTGGGCCAACAAATTATGCAATACGCAACGCAAAACAT
TATTCCGGTGACGCTGGAGTTGGG 
>Escherichia coli K-12 925673_925754 
AGGTAAGGATAAAAAAGGGTGCTGCAGGAGAATGGGATGGTTTTGCTTTATTAACAA
CGGGCTAAACGTGTAGTATTTGAG 
>Escherichia coli K-12 reverse 1403871_1403952 
TGCCGTGCACATTGGCACTGGCGTACCTGCGGGCACCGTGGTGTGCGGCAGTGATAA
TTTTATGGCAACCACCAAATTTGA 
>Escherichia coli K-12 reverse 3914476_3914557 
TCATCCGCAACGTTTAAGCGAAGTAGAAGGCGTGAATAACCGCCTGCAACTCTCCCG
TCTGGAGCGTGTTTATCAGTCCGA 
>Escherichia coli K-12 1513284_1513365 
GCTGTTGGATGAACCGCTCGGCGCACTGGATCTCAAATTGCGTGAGCAGATGCAGCT
GGAACTGAAAAAACTGCAACAGTC 
>Escherichia coli K-12 reverse 844328_844409 
TGTTTTTCTTTTCGTTGTTCGATCCGGGCAACAGCCTGAAATTTATGATGGGTGCAA
CGGTGCGCAGCCTGGCGATTATTG 
>Escherichia coli K-12 reverse 411850_411931 
GGCGAAAGGAAATCTGCGCGAACAATTTCACTTTTTGCGCAGCCCGGCCCCGTGGTT
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AATTTTCGCCGCCACGATGTTTGG 
>Escherichia coli K-12 reverse 2187858_2187939 
TGGCAAGTCATGGGATGCATGTGTAAATAGCTACAGAAATGCATTGGCACAAAATGC
AGGTGTCTATTCCTTTAATCTGAC 
>Escherichia coli K-12 reverse 2739469_2739550 
TGGCATCAGTGAAAAATGGGCCATTACAGGCCATGCTGGTGGCGCATGATGGTCCGG
TGCTGGGGCTACACCCGATGTTCG 
>Escherichia coli K-12 reverse 1653366_1653447 
AACCGACTGAAAATGATACCGTTCTGGTTTATGGTGCCGGTCCAATCGGCCTGACGA
TCGTTCAGGTATTAAAAGGCGTCT 
>Escherichia coli K-12 779954_780035 
GGCATCAACGACGCCGACAGCTGATGCTGGTACTGCGAATGCTGGCGCGCCGGTGAA
AAGCGGTAATGCAAACACGGATTA 
>Escherichia coli K-12 reverse 4565235_4565316 
CACTGGCTAATTTTTATCATCTTGGGCAGTTAAATCCTCCGGCGCTTAGCGGCAGCG
ACATTCTGAAAGTGGTTTACGGCG 
>Escherichia coli K-12 reverse 3479665_3479746 
ATACCCATCTGTTGTGGGTAGTGATAAGCGTGGTTGTGCTGGTGGCGGTGAAAATTC
TCGTGCTGTATCTGCTGGCGCGAT 
>Escherichia coli K-12 491648_491729 
CGTTGGCTTTGTACCGGTCCGTAAACCGGGCAAACTGCCGCGTGAAACCATCAGTGA
AACTTACGACCTGGAATACGGCAC 
>Escherichia coli K-12 3228297_3228378 
GCGACATTATGACTGCGCTGAAGGTACAGAACTTAAGCGGCAACTTTCGTTATAGCG
TCACCGCGACTCCTGCCGGACATC 
>Escherichia coli K-12 reverse 806600_806681 
TCTGGTCACAAAACAATGGCCTGCAACTGCAAAATCTGACCATCGAAAACACGCTGG
GCGATAGCGTAGATGCAGGTAACC 
>Escherichia coli K-12 2181539_2181620 
TTCCGGTTATCAACTGGCCTCGCCCTGCGGCGAATTGTTAGTGGAATGGCTGGAAGA
GCTGCAAGACGTGACGCCGTTTAT 
>Escherichia coli K-12 reverse 1309603_1309684 
AATCAGCACGATTGTTCACTATTTCGGTCATTATTTCCGGCATTACCGTTTTTGCCA
CATCTATGACCTCAATTTTTGGTC 
>Escherichia coli K-12 reverse 2384819_2384900 
CGGAAATTAATGCCGCAATTGATTCGCTGGATGCCGAAGGCAGTACCAATGGCGGTG
CCGGGCTGGAACTGGCTTATCAGC 
>Escherichia coli K-12 reverse 910151_910232 
CACGCAATTTCCCTACCGCGCCTTCTACCCGACCGATGCCAAAATCATTCAGATTGA
TATCAACCCAGCCAGCATCGGCGC 
>Escherichia coli K-12 3217051_3217132 
GAATTACACCCCAAGCCCGGGCGTCATCTACCCAACGCTGGATTTTCTGCAGGAGCA
GTCGCTGATTACCATCCGCGAAGA 
>Escherichia coli K-12 reverse 150295_150376 
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TGTTGAATTTTATACAGATACTAATTTCGATCCTACACTTAATCAGCAAGTCCAGTT
ATCCAGTTCATCAAATTACCTTTA 
>Escherichia coli K-12 reverse 3306876_3306957 
CCGACGTTGCAGCCCGTGGCCTGGACGTTGAGCGTATCAGCCTGGTAGTTAACTACG
ATATCCCGATGGATTCTGAGTCTT 
>Escherichia coli K-12 reverse 4465430_4465511 
CCAAAGTAGGCTATCAGGCGCAGGTGATCCCGGCACTGTTAGCCGGACTGGCGCTGG
GCGTTATTGAAACTCGCCTTAAAC 
>Escherichia coli K-12 reverse 906207_906288 
AGGCGAATCCACAAACGCGCTTTACTATTCTGCGCCCACAAAGTCTGTTCGGACCGC
ACGATAAAGTCTTTATTCCCCGTC 
>Escherichia coli K-12 reverse 2299873_2299954 
AGGACATTCCGTGCGCCAAAGTGTGCCCAAGCGGTGCGCTGGATCGTGAGATTGAAT
CGATCGACGACGCGCGGATGGGGC 
>Escherichia coli K-12 reverse 2189631_2189712 
CGTCGATGCCACTAAGTCGCATAGTAAACAAGACAACGGCGATGTGTTTGACGGGCA
AAGTTATCAAATTGCCTACAACAA 
>Escherichia coli K-12 2592131_2592212 
TGGTCGTCGCGGATCATTAACCTGCAACCTTACCATTCATGGCGTTCAGGGGCATGT
TGCCTACCCACATCTGGCTGACAA 
>Escherichia coli K-12 reverse 3509161_3509242 
CAGTCAACGCATTCTCGATGCCGCAGAAAGCAAAGAAGGGCGCTTTATTGGTATCAA
TGCGCCGCGTTCTGGCGCTTATGA 
>Escherichia coli K-12 1477884_1477965 
TTTGAATGAGACTGGCGATGTTATTTCCGATATTGCGCTCTATTTACCATTTTTATT
TTTACCGGAAAGTAACGCATCACT 
>Escherichia coli K-12 reverse 3042779_3042860 
GAACCTACACGCCGTTTTTGCTGGTGGGGCTGGATTCTCCGTTAGCGCGCGGGTTGA
TGATTGTTATCTGGAGCCTGGCAT 
>Escherichia coli K-12 reverse 4241477_4241558 
AAGAACAGGCGGAAGGTATCCTGCGCAAAATTATGGGCAACACGCTTGCAACTCAGG
CAGTACAGGAAATTAAACACTCCC 
>Escherichia coli K-12 reverse 452768_452849 
TGTATAAGCTGGGCGACGCATTCGCCATGAGCCTGACAACCACGTTTTTGATTCGCG
GCGTCGGGTTTGATGCGGGTGAAG 
>Escherichia coli K-12 821110_821191 
TATCATCGTGTTCAGCACTGCGGGCGCGATGTTTTTAATCAGTATGCTGGCCGGTTT
ATTATTTAATGTTGATCCTGGTTC 
>Escherichia coli K-12 2163538_2163619 
CAAACTGGCGCAAGACTTCAACCAGCTTGCCAGCACACTGGAGAAAAACCAGCAAAT
GCGGCGCGATTTTATGGCCGATAT 
>Escherichia coli K-12 360530_360611 
CCTCTTCCCACAAGACAACAACCACTCCGGTTCGCGTGGTATTCACTCCCCGCGCGT
GGACGCTGGGTGTTTACTTCGGTC 
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>Escherichia coli K-12 reverse 1446791_1446872 
CAGAAAGACTGGACGCTGACTTACCCATGGTGCAACTCAGTCATCGCCTGTTACAGG
AGAGCATGAATAATCCGGCACTTT 
>Escherichia coli K-12 520037_520118 
CCCTTAACGCGCTGGAAAACGTCGAGCTTCCGGCTCTGCTGCGCGGTGAGAGTAGCG
CGGAAAGTCGTAACGGGGCGAAAG 
>Escherichia coli K-12 1734803_1734884 
TGCCGCGTCAGGAACTCTTGCCGACGCGCACAAAGCGAAGGTGCAAAAAGCTACGAA
AGTGGCAATGAATAAACTGATGCA 
>Escherichia coli K-12 reverse 3880645_3880726 
GCCAGGTGACACGTTACGAACAGCTACGCCCGTGGGATAAAGAGCTGATCCCGCTGG
CGGAGCAAATCAGCACCTGGCGCG 
>Escherichia coli K-12 2715677_2715758 
GCTGGCGTGGAAAATCGCCACCAGCCCAACAAAGGAAGACGGACTTCAGGCAAAACC
AATCAGCTTTTGGGCCAGCTTTGC 
>Escherichia coli K-12 reverse 2848289_2848370 
CACCCTGGAAAATATCGGCATCATCCTGCTGGGGCTGGGCGCTGGCGTAACGGGTAT
CGCGCTCGAACAACCGGCGCTGAT 
>Escherichia coli K-12 reverse 4359325_4359406 
TACTGGTATGGTTAAAAACCCGAAACGTACCGTTCCGCTGGCAACCATGCTGGGTAC
TGGTTTAGCAGGTATTGTTTACAT 
>Escherichia coli K-12 1925729_1925810 
CGGTGTTCGCACCGTGGCGAAAAACGCCTGGGATCTACCATCAGAGTCATGGTGCAT
GTCTGGGCCGTCGTTCCAGAACCA 
>Escherichia coli K-12 reverse 4431613_4431694 
AGCGACTAAAGTCGAGCGCGTTCACGCCGACAAACCGAGCGTGCCAAAAGGGCTGAC
AAAATACCTGACCATGCTGCATGA 
>Escherichia coli K-12 reverse 3337534_3337615 
ACTTTGCCGCTTTCCGTGAGTACCTGAAGCAGGCTTACGGTCAGGCGCTGGCGATGT
ATCACGGTCAAACCTATCAGATTG 
>Escherichia coli K-12 2250202_2250283 
AGTAACCGTGGCTGTTGCAACCGTTGTTATCTTCGGGACCGTCGCGATTTTCCTCTA
CCCGGCGATATATCCGCTGATGTC 
>Escherichia coli K-12 442234_442315 
ACCGCTTTGGCAGCTCCCACCGCGTGCGTTTTGTCGCTATTAATTTCGAACCGGTCG
TCGGGGAAATTCTCGAGAAAATCG 
>Escherichia coli K-12 4405297_4405378 
ACGTTTCTGACCTGCTCGACCAGGCGCGTCAGCGTGGCGATTTCGTCATGTTTGAAG
GTGCGCAGGGTACGCTGCTGGATA 
>Escherichia coli K-12 2252205_2252286 
TGCTGGAACAGTTGACACCGCAACTACTGAACGGGTCGCGCGATTTACTTCGTCATG
CGGGCGTGGTACTGGCTGATTGCA 
>Escherichia coli K-12 2043144_2043225 
GTCCCGCGGCTTTAATCTGACGGCCGCGTTCCTTTTTTGACTCAATTATTGAACCCT
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TCTCTACGCAACTTCAGTTCCCAC 
>Escherichia coli K-12 reverse 900170_900251 
CCGTCGTGATTGCCAAAAAAGATACCTACAAAACGTTTGCCGATCTGAAAGGCAAAC
GTATTGGGATGGAAAACGGTACTA 
>Escherichia coli K-12 2601470_2601551 
GGTCTGCCCATTTGGCGCAATCAGCGCTTCAGGAAGCCGTCCGGTGAATGCCCATGC
GCAATATGTTTTTCAGGCTGAAGG 
>Escherichia coli K-12 3008069_3008150 
TACAGGACACGGCATGGGAAGGTTACACCAAAATCCCAACCTGGATCATGCAAGGCT
ACGCAACCCTGGCAGATGAAGCCG 
>Escherichia coli K-12 2022198_2022279 
AGATGCGTACCAGCCATTCAGCGAAGAGAAAATATCAATGCAGGAGGCGCTGGAAAA
AGGGGCGCAGCCGCTGCGTGAGTT 
>Escherichia coli K-12 reverse 477803_477884 
TTGGTTACCGCTCGGGTTGGTGATTGGCCTGCTGGCAGCGATGTTTGTGCTGCGTAT
TTTGCGCCGTATTCAGTCACCGCA 
>Escherichia coli K-12 reverse 1225693_1225774 
AAAAAGCGCCACGTCCAGCTCCCACACCGCAGGCTCCAGCGCAAAATACAACGCCGG
TCACAAAAACGCGTTTAATAGATA 
>Escherichia coli K-12 reverse 2744916_2744997 
ACGAAGGTATAGATGAGCGCGTGATCCAAACCGAAATTGACGAAGAATGGTCAATCG
GCGATTACGTTCTCAGTGGTGGTG 
>Escherichia coli K-12 3956064_3956145 
AACGCATCGGTGACGAAACCTTCCGTTTATGCCAGGAGTATCTCGACGACATCATCA
CCGTCGATAGCGATGCGATCTGTG 
>Escherichia coli K-12 4248602_4248683 
CATTAGAACTGGGTGTCGACTACGGTCGTGCCAACTTGCGTGATAACTATCGTCTGG
TTGATGGCGCATCGAAAGACGGCT 
>Escherichia coli K-12 4216239_4216320 
CGTGTTCCAGATGGATGAAATCCTTCACGCGCTGCGTGACCATATTGTTGGTCTGAA
CTGCGGTCGTTGGGATTACATCTT 
>Escherichia coli K-12 1710475_1710556 
TTCTGGAAGCAACCGCGCCAGATGGCTATTCCGGTGCGATTCAGCTGCTGGTGGGAG
CCGATTTTAACGGCACGGTACTTG 
>Escherichia coli K-12 reverse 347611_347692 
CAAAGAGCTGGCGGCCCAGGCGATTCATCGGGAATATTTTGCCCGCCACGATGCGCG
ACAGGGCAAAAAGTCGCATCCGTT 
>Escherichia coli K-12 3823415_3823496 
GGGCTTATAAAGAGCACGGCGAAACCAGTACTACCGCACAAATCCGCGCCCAGCGCT
GGATGCAAAGCCTGCTGGAGCTGC 
>Escherichia coli K-12 1916860_1916941 
GACGGTGACGTTGTCACATCTTAATGTCGAAGAACTGTGGGAGCGATTTTATCCGCA
GCGCCCCGCTACGCGTAGGGACGA 
>Escherichia coli K-12 reverse 3200275_3200356 
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CGCGTGAAATCAAACCGACCACCATTTTGCATGTTGCGGCAAAAGCCGATGTGGAAC
AGGGGCTGGAAGCGGCGCTCGAGC 
>Escherichia coli K-12 reverse 2261857_2261938 
AGGCGTCAGCCCGGAAGCGTTCACCGACTGGATGACTCGCCTGCGTAGTCAGTGTCC
TTGCATTATCTTTGATAGTAGCCG 
>Escherichia coli K-12 1822832_1822913 
AGGCATTGAACTGAGCGATTTTGTCCGTGGCAATGAAAAAGCGCGTGAGCGGATGAA
AGCACAATATAGCATTGCGGGTAT 
>Escherichia coli K-12 1291872_1291953 
TTCTGGATGAATATGAATCCGATTTGTCACAGGATAACCTGGCAGAGATGATCCGCC
GCTTTGATGAAACGGGTCATAGCC 
>Escherichia coli K-12 reverse 3601518_3601599 
TATGCTGGAAGAAAACCCGCTTCCGGCAGTGGCGGTGGTGATCCCGAAACTCGATTT
CCAGGGGACGGAATCACTGAATAC 
>Escherichia coli K-12 reverse 3265494_3265575 
CTTACGATGATCCGAAAGTGATTGCTGGCCAGGGAACGATTGGTCTGGAAATTATGG
AAGATCTCTATGATGTCGATAACG 
>Escherichia coli K-12 reverse 3441326_3441407 
GTTGGCTCTGCTGGAAGGTCGTCTGGACAACGTTGTATACCGTATGGGCTTCGGTGC
CACTCGTGCAGAAGCACGTCAGCT 
>Escherichia coli K-12 175778_175859 
GTCGACCATTATGTACCGGATTTTTAATCATGAAGTTGCGTTGATTGACGTCGGTAA
ACTTTCTGATGCGCCGCTTAATAC 
>Escherichia coli K-12 reverse 1767118_1767199 
GTGGGGCGAGCACGGCAAAGGTTTTCGCGCTGAATACAGCCCGGCGTTTTTCGGTGA
GGAACTTTTTGCAGAACTGCGCAA 
>Escherichia coli K-12 reverse 135992_136073 
TCCGCGCTTTAAGCTGGTGATCGACGATGGCGTCAATTTCGTTAATCAAACCAGCCA
GACCTTTGATGTCATTATCTCCGA 
>Escherichia coli K-12 reverse 414141_414222 
CACCAGCCACCCGGCGGTCGAGGCGTATCAGGCGCTGGAGCCTGGCGTTAATCAGTC
TCGATTACTGGCGCTGGAAAACGA 
>Escherichia coli K-12 reverse 2870740_2870821 
CCCAACGTTTTGGGATTGGCGGTAGCAACTTGCAGGGGGCGCAGCGCTGGGCGCAAA
CCAATACTCCGGTGCGCGATCGCA 
>Escherichia coli K-12 3545872_3545953 
CCAGTTGGGTTCCCAGTTAACGCTGAAAGCCCCGAACGCCAAAATGCGTAAAGTGGC
AGACGATGCACCGCTGATGGAGCG 
>Escherichia coli K-12 141660_141741 
CCCGTGATGTGAAAATCCTCAAAGATCTGGATGAAGATATCCGTGGCAAGGACGTGC
TGATTGTTGAAGATATCATCGACT 
>Escherichia coli K-12 reverse 660862_660943 
TTTTACTGCGCAACCCGCCCATCAGCGACGCGGAAAACCAACTCAGTCAGTTTCAAA
CCGATCTCATCATCGATAACATGT 
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>Escherichia coli K-12 reverse 2598309_2598390 
TCGTTATCAAATCTCTGTTAAGCCGCAGGGTTATCAGCAGGCGGTTACGGTTAAACT
GCTGAACCTGGAACAGGCGGGCAA 
>Escherichia coli K-12 4391837_4391918 
CACGATGGGCGATCGGGAAGCTGAACTGGCAACGCTCGAATTTTTAAAACAGTGGGT
GCCTGCGGGAAAATCGCCGATTTG 
>Escherichia coli K-12 802564_802645 
ATTGCCGGGCATCATTATGCTGCTGGTCACCCCGCTGGTGATTTACACCATGTATCC
ACCAGAAATTAAGAAGGTGGATAA 
>Escherichia coli K-12 reverse 4479246_4479327 
TGGTCGGCGGCGGTGGGATAGCGCCATTAACCGGGAGTGAGTCGGATATTTGCGAAC
TGCAAAAGATGTATTTTCTTCCGG 
>Escherichia coli K-12 reverse 552806_552887 
GCGCAGCGCATCTGCCAGGCATGATTGCCGCCAAAACGCTGGTGCCGGTGCTGGGCG
TGCCAGTACAGAGCGCCGCACTGA 
>Escherichia coli K-12 reverse 4380111_4380192 
CTTCATCGAAAGTCTGGAAGCGATCAAACCGTACATCATCGGCAACTCCCGCACCGC
GGATCAGGGTACTAACATCCAGAC 
>Escherichia coli K-12 reverse 2426358_2426439 
GGTGGCGAAAAATTCTGACATTCAGCCGACAGTCGAGTCGCTGAAAGGCAAACGGGT
AGGCGTATTGCAGGGCACCACCCA 
>Escherichia coli K-12 656798_656879 
GCCTGTCGCGTTGGGATGAAAAAGGAAACTGGCATGGCCTGTATGCCATGGCATTTA
AGGACTCGTGGAACAAATGGGAAC 
>Escherichia coli K-12 reverse 3242531_3242612 
TCGAGCATTTGCATCAGCTGTATAACGTGATGCGCAACGATAAACGCGAGCCAGGCA
AACTCAGCGAACTGAAGTTTGGTC 
>Escherichia coli K-12 reverse 1063276_1063357 
CTATAACCTGCCGGTTTATAACGCCTTTGGCATGATCGAACAGGAAATTCCGAAAAC
GCTGAATGTGAAGATCCCGGCGGG 
>Escherichia coli K-12 reverse 2440956_2441037 
CGAAGAGCTGTGCTGGGAAATGGCTTGCGAATTCGACGCAATGGGTGCGCTGTCTAC
TAAATACAACGACACCCCGGAAAA 
>Escherichia coli K-12 reverse 931528_931609 
AAGTTGCGGTCATCGGCGGCGGCAATACCGCGGTTGAAGAGGCGCTGTATCTGTCTA
ACATCGCTTCGGAAGTGCATCTGA 
>Escherichia coli K-12 reverse 1855442_1855523 
TGTCGCAGTGCTTAATGAGTTAAAGTCTGAAGGGAAAATTCGCGCTATAGGCGCTGC
TAACGTCGATGCTGACCATATCCG 
>Escherichia coli K-12 1003657_1003738 
TTTGCAGGATTGCGGAACAGATGTCAGCACGGTTGACGTCACCTTTTCAGGAACCCC
CGACGGAGTGCAGAGCGAAATGTT 
>Escherichia coli K-12 349088_349169 
AGATGGTGGATCGGATCCGCGCGGCGGTGGATGCGAAAACCGATCCTGATTTTGTGA



35
4		

TCATGGCGCGCACCGATGCTCTGG 
>Escherichia coli K-12 reverse 2584496_2584577 
GTCCTGACTTAAGCCATGTCACCAAAGTGGACAAGCGGGTGGCGATTATCGGTGCAG
GTCCGGCAGGGCTGGCCTGTGCGG 
>Escherichia coli K-12 reverse 1358455_1358536 
TCCTCGGTTTCGATGCGGTGACCACGCTTTCGGAAGAGACGCCGGACGCCGCACGCG
TGATCCCGAAAGCCATCTTCCTGA 
>Escherichia coli K-12 1032659_1032740 
CGCAGGCAACGCCTATCGACAAAGTCATCACCGACAAACCCATTATCAAAGTACCTG
GCTGCCCGCCGATCCCGGATGTGA 
>Escherichia coli K-12 reverse 439207_439288 
TTTCCACGCCGTGCCTAAATTTGATCCCTCCAGCGGTTGTTTGCCGAAAAGTAGCGG
CGGTTTGCCGAGCTATTCAAAAAT 
>Escherichia coli K-12 2154600_2154681 
GAGCCGGATTACCGCACCAGTCGATGGTCGCGTTGGTCTCAAGCAGGTTGATGTTGG
TAACCAAATCTCCAGTGGTGATAC 
>Escherichia coli K-12 410559_410640 
CATTCAATGGGCGGGCGCATATCGGCGGCAATGGCACGGCAGGTGAGTGGGGACACA
ATCCGCTACCGTGGATGGACGAAG 
>Escherichia coli K-12 2699981_2700062 
TATTTATTTAATTGATGACATTAGCATAATCATTCACTAAGTTAATTTATATAGTAT
CTGCCCAGACACTTATTTATAGTT 
>Escherichia coli K-12 4187422_4187503 
TCGTGTATCCAAAGCGATGATGGATAACCTGCAAACTGAAACCGTGATTAACCGTGA
CGGTCAGGAAGAGAAGCAGGTTTC 
>Escherichia coli K-12 2236582_2236663 
CAGTATGTTGAGCTTATTGTAGGCCGGATAAAACGCGCCAGCGTTGCATCCGGCATT
TGGCTCCTGTTGCCGGATGCGGCG 
>Escherichia coli K-12 1281696_1281777 
TTTCTATAACCACTCCAGCCAGTGGCGTTATGAAACCGTCACGGCGGAAGAGTTGCT
GTCACCGATGGCGGACAAATCCCG 
>Escherichia coli K-12 reverse 1122954_1123035 
TCTGGACATGAACTCCCTGTTCGGTAGTCAGAAAGCGACCATGAAACTGAAGCTGAA
AGCGCTGCCCGTGTTTGATAAAGA 
>Escherichia coli K-12 2979449_2979530 
TCATGATTTAGGACTCACTGAAACGCTCCATACGCCTGCGGGAACAGAACGTACCGA
ATTACTCTCTTTAGATGAAGTGTG 
>Escherichia coli K-12 433967_434048 
CACTTCGCCCCAGGCGCGGCGTGATGTACAACTACTGCGCGCGCAAAGTCATGCCAT
TTTAACCAGCAGCGCCACGGTGCT 
>Escherichia coli K-12 2994151_2994232 
AGATTATTGGTTAATGCAGATAAACCAGATGCATATTCCCCTGTTAAAAAAACGTGG
AATAATAAAAGATGAACGAGATTT 
>Escherichia coli K-12 4625340_4625421 
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GCGGCGAACTCGATTTTACCGCCAGCCTGCGCAGCCGTGTGGCGACGCTGAAAGGCG
CTGACGCCAATATTCTGCAACAGG 
>Escherichia coli K-12 reverse 1945631_1945712 
TCCTCTCCGGAATGTCAGCGCAGCAGTTCGTTAATGCCGTTGAGCGTGAAGAAGTGG
GGGCACTGGTGAAACTGCCGGGTA 
>Escherichia coli K-12 4575348_4575429 
AAAACTGGATTGGTAGCCGTTTTTCATCAAAATTCGTCCGTAACCCGGAATCAAAAG
ATCCTGAAGATAATCAGAACAGAC 
>Escherichia coli K-12 4437086_4437167 
TTTTAGGCGTGGTGTATGCGCCGGTAATGAACGTAATGTACAGCGCGGCAGAAGGCA
AAGCGTGGAAAGAAGAGTGCGGTG 
>Escherichia coli K-12 reverse 3920097_3920178 
TGATTCGGGTTATGGCTGAAAATGGTCGTCTTAACGCGCTCCCGGATGTTCTGGAGC
AGTTTATTCACCTGCGTGCCGTGA 
>Escherichia coli K-12 2252802_2252883 
TGCGACGCTTAACGCGTCTTATCCGGCCTACAAATCAGGCAATTTCAGCAAGTAAAT
GTAGGCCTGATAAGCTTGCGCATC 
>Escherichia coli K-12 560959_561040 
CTGGGGCGCAGTGTCGCTGGATGTAACGCATGCGCGCAGTCAGTTAGCCGACGCCAG
TCGTCATGAGGGGGATTCTATTCG 
>Escherichia coli K-12 reverse 4322020_4322101 
CGGTATTGCGCCCCGCGTCCGGCCACGTCGCTGACGCACTGGGGATTACCGAGGGGG
AGAACGTCATCCACCTGCGCACCC 
>Escherichia coli K-12 3493119_3493200 
GTTCCCGGCGCTGGGCAAACATGCGCCAAAAACGGATGCTCCGGTAGAGAAAGAAAA
GTGGGGGATCGGCGTACTGTTTCT 
>Escherichia coli K-12 1432659_1432740 
CGCGTTATTTATTTCTGAACTCGGTCCGTTACCGGAAAATGTTACCTGGTTATCGCC
GGAAGGGGAGTTTCAGAAGTGGAA 
>Escherichia coli K-12 101463_101544 
TCCGGTGATCCGCGAATTGTTACCGCGAGTGGGGCGTCAGACCACGACTTACGGCTT
CAGCGAAGATGCCGACGTGCGTGT 
>Escherichia coli K-12 reverse 3760514_3760595 
CCGCACTGTTGATGAAAGTACATACCAGTAACTACAGCATTCAGGGGTTCACCAAAG
CGATAGATGAAGCGGAACTGGTGG 
>Escherichia coli K-12 reverse 3711364_3711445 
CGCACCAAAACAGGAAGTGAAAACCAGCAATGGTGTGGTGGAGAAAGATTACACGCT
GGCAGAGTCGATGCGTAAACCGCA 
>Escherichia coli K-12 4579950_4580031 
CCAGCTAAAAATAGAATAAAATGGGCAATTTCTGGAATGATTTAAATATATTTATGT
GGGTTATGATTGGCGTGAAATAAT 
>Escherichia coli K-12 4172532_4172613 
GCGACAGTATTTTTAAACATGAATACCAGGACCGCTTCGCTATTGTAGCCGTAGGTC
TGCGTCTGCCAAAAGAGTGGCAAC 



35
6		

>Escherichia coli K-12 2790577_2790658 
GTTCCGGGCTGATGGCTGACCGGCTGGTGAAAATGCTCGGACTCGAACCGGGCTTTA
TCATCTGCCCGTTCCGTGGCGAGT 
>Escherichia coli K-12 4409601_4409682 
CGGCGCGTGCCTGCGTAGTGCGGACGCCGCAGGCGTTCATGCGGTGATTGTGCCGAA
AGATCGCTCCGCACAGCTCAACGC 
>Escherichia coli K-12 4488441_4488522 
TTGTTAGCAAAGTGTGCTTCGTTCATTCCTGAAAAATAATTAAAATTCAATATATTG
CAGTGGGGTGGGCATGATAAGACG 
>Escherichia coli K-12 reverse 1029335_1029416 
TGAAGAACACGGAATGAAACTGCTGGTGGATATTCAGCACGGACACAAAACGGGCTA
CTACCTGGACCAGCGTGATAGCCG 
>Escherichia coli K-12 497458_497539 
CGATGAAAGAAGCGGGCATCAATGTTGATTACGTTCTGGAATTCGACGTACCGGACG
AACTGATCGTTGACCGTATCGTCG 
>Escherichia coli K-12 reverse 2571010_2571091 
TAGAAGCGGCGCGTAAACACACCAATAAACGTCTGATTGCCGCAGGCGCTGGCAACC
CGCCGGTAGTGGTGGATGAAACCG 
>Escherichia coli K-12 reverse 1801567_1801648 
TCACTGGGACAACTACAAAGATGCAATGTTCACCACATCTTCTGAGAACCGTGAATA
CTGCATTAAGCCGATGAACTGCCC 
>Escherichia coli K-12 237688_237769 
GCCTCTGACTTGTAACAAAAACAAAGATAAAAATGAGAACGAGGATGTTGCCAGTGC
TGAGAATATGAACTGGATGCAGGC 
>Escherichia coli K-12 4555380_4555461 
CCTTGCGCTTTCTTAAATTAAGAAGTCGCAATGAGTATTACTTTGTAAATTGCAGGG
TATTGTTTAGCTATCTGTATAACC 
>Escherichia coli K-12 reverse 2702894_2702975 
ACCTGCAGTTCCTGGCAAGCCAGATGAACTTCCTCGATATCGTGCCAATCTCTGCCG
AAACCGGGCTGAATGTTGACACTA 
>Escherichia coli K-12 reverse 2104750_2104831 
TGAGAGCGTTACGATAGGTCGGGATACGCTTATTGCAAGTAAAGTATTTATTACCGA
TCATAATCACGGTTCCTTTAAGCA 
>Escherichia coli K-12 4548497_4548578 
GCTTGAGTTGACTAATTGTCCGGTGGGAACGTCGAGGGTCACTGCCAGCTTCAGCGG
GGCAGCCGACAGTACCGGATATTA 
>Escherichia coli K-12 2510219_2510300 
CACTTACTACCGGATTATTTTTCCATCCTCATTTTTCACTGCCCATTGCTCATTACG
GACAGATGGAAATGACCGATATTC 
>Escherichia coli K-12 4470385_4470466 
GATGCGGCGTAAATGCCTTATCCGGCCAACAAATTCAATAAATTGCAGGAATCACGT
AGGCCTGATAAGCGTAGCGCATCA 
>Escherichia coli K-12 2936432_2936513 
TGGTCGCGTGGAAGAATCACTTGGCTACAACGCCATCGCTGCGGGCTTCCAGGGGCA
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ACGTCACTGGACCGATCAATATCC 
>Escherichia coli K-12 reverse 361515_361596 
CCATTGTCGATGACTACACGGTAACAATCGGTGATAACGTACTGATTGCACCCAACG
TTACTCTTTCCGTTACGGGACACC 
>Escherichia coli K-12 4424412_4424493 
CTCGGGAGATAACTGGTCTAATTCCGCAGCCGTTTTTCAAAAAAAAGCCCCCTGCGA
AGGGGGCAAAGCAAACTATGGCAA 
>Escherichia coli K-12 1128567_1128648 
CCAGATCTCCTTAATCATCAACACCATTTTTGCCTCGTTTCTTGCTTCCGGTTCGGT
GTCTTGGATGTATTACGCCGACCG 
>Escherichia coli K-12 3559028_3559109 
CCGCCATGTCGACGCTGTTTGGTCATGTAAAAGGCGCGTTTACCGGGGCGCGGGAAT
CTCGTGAAGGTTTATTACGCAGCG 
>Escherichia coli K-12 reverse 2879274_2879355 
TAGAAGGCAGTCGCGTGCGGGCAACCTACGCACTTCTGGCGAAGCAATACGGCGTGA
CATGGAATGGACGTCGCTACGATC 
>Escherichia coli K-12 4266282_4266363 
ATGTGGCGCAACCGAGAAACAACTCGCTATCTTTAATACCTTTTGCGAAGGCAAACC
TGGTCAACGTTCCATTGCCGCGTC 
>Escherichia coli K-12 reverse 2328933_2329014 
TTGCCCGCTATCCGCTGAAGAAAATCACAGCGGAAAAGAGTACGACGGCAGTAAATC
CCGGCGTACTTAATGGGCGCTATC 
>Escherichia coli K-12 reverse 2815622_2815703 
AAGCAATCTTGGTATTACCTTCAACGATCTTTACGAGTACGTAGCGGGCCTTAAACA
GGCAATCAAAACGCCATCGGAAGA 
>Escherichia coli K-12 reverse 3684585_3684666 
TTATGACTTTGCTGTCATTGCCAACGGTGTACAGGAACCGTGGCACGCAATCACCTT
AGGTCAGCAAGTGCTCACTATCAT 
>Escherichia coli K-12 2148311_2148392 
TGGTGGATATCGGCGGTGGTACGACTGACTGTTCATTGCTGCTGATGGGGCCGCAGT
GGCGTTCGCGTCTCGATCGTGAAG 
>Escherichia coli K-12 reverse 3589565_3589646 
GTATCTTCCCGACGGTGGAAGTCATCGCCAACCTGCAGATGCTCGACAGCTACGCCG
GTTTAACGCTGCCGCTGATGGCCT 
>Escherichia coli K-12 reverse 3127232_3127313 
TGTTAGCCAGCTTTGACTCGGTAGAAAAAGCCGGACTTGCGGTTGGTGACATCATCG
CCAATGGCATTATCCCCGGCGGGC 
>Escherichia coli K-12 4451770_4451851 
TAAAAATGATGCTGGGGCGCGAGCTGGATACCCACGCGCTACAGCGTGCCGGGCGAA
CATTGTTGAGCGACAAACCCGTTG 
>Escherichia coli K-12 reverse 3800577_3800658 
TTATTTATTGGCTGAACGGAAAACCTTACGTTTTGTCCATACTTATATCATGATCAT
CGAGTATATTGATGGCATAGAGTT 
>Escherichia coli K-12 reverse 3868646_3868727 
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GGTGCGTGCTGGTGAGCAAAACCACGCCCACGCCACAGCCTGGCAGTGATGAAATCA
ATCGTGCTTATGAAGAAGGATGGG 
>Escherichia coli K-12 reverse 4028151_4028232 
AGTCGGCCGCATTTAAAAATGAAATCATCCCGACCGGTGGTCACGATGCCGACGGCG
TCCTGAAGCAGTTTAATTACGACG 
>Escherichia coli K-12 reverse 3073142_3073223 
CGAATTGCATAATTCCCGTCATCAAATTGTTAGATGATGCGTACGGTATTGAGTCCG
GCACTGTGACCACAATTCACTCCG 
>Escherichia coli K-12 3976864_3976945 
AACGTGGTGTCATCCCGTTAAGCTATCTGAAACCCAGCTGGGATAACGGTCTGGCAG
GGCAGTTGAGCAAATTTACGCTCA 
>Escherichia coli K-12 reverse 1518548_1518629 
TTTCGATGGTTTTCGCCATACCGTGGAACATTCGGTTTATGTCCATCCCGATCATCA
GGGCAAAGGTCTGGGGCGTAAATT 
>Escherichia coli K-12 reverse 2058907_2058988 
ATATTGGCGCAGTTGCAATTTTGTGGGTGCTGGCGATTGGTTTTAATCCTGCGCTAA
GGATTTCGTTAAAGAGCTATTTTA 
>Escherichia coli K-12 reverse 575638_575719 
CATGAGTCATCAACTTACCTTCGCCGACAGTGAATTCAGCAGTAAGCGCCGTCAGAC
CAGAAAAGAGATTTTCTTGTCCCG 
>Escherichia coli K-12 1516251_1516332 
CTATCGCCACCGGCGAGCACATCATCAGCCATACCGCGTCGTCCATTAAGCGTACTC
ATATGGAACTTGGTGGCAAAGCGC 
>Escherichia coli K-12 reverse 2280096_2280177 
TTGATACCACCGGTCTGGTGCTGATGACTGATGATGGTCAGTGGTCGCACCGCATTA
CTTCTCCGCGCCATCATTGCGAGA 
>Escherichia coli K-12 reverse 2191246_2191327 
TGCCGAATAAACTGCCCACTAATAAAGAAAGCATTTTTTATCTGAATGTTCTGGATA
TTCCACCAAATAGTCCAGAGCAAG 
>Escherichia coli K-12 2467084_2467165 
CCCGGCACCTGACCTTGCTGACGCCATGAAGGGATACCGCAAGAAGAACTTCCCGTT
TCTTCCTGCAGACCAGATCCCGGC 
>Escherichia coli K-12 reverse 4440504_4440585 
CCGTTCCGTCTTCAATGACACCGCGTGAAAACGTGATTTGGTTTGATCTCCACGAAG
ATGAGCAAAGCCTGAAGAATAAGG 
>Escherichia coli K-12 1605523_1605604 
TCTACTCAAGCCCCACCGTTACGGACCAAAACCAGTGGGTGAAAGAAGCGAAAGCGA
AAATCGCCAAAGAGCATCCAGGCT 
>Escherichia coli K-12 30186_30267 
GTGGCCTGCCAGAAGCGAAAAAAGAAGACGAGCTGCCGTTCCACGTCGTGGCTTATG
ATTTTGGTGCCAAGCGCAACATCC 
>Escherichia coli K-12 4249975_4250056 
GGCTGGAAGGCGTTATGCGCCTGACACCGGCGTTGGGGCAGCAAAAACTTTATGTTC
TGGTCTTTACCACGGAAAAAGATC 
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>Escherichia coli K-12 reverse 389201_389282 
GCAAGCCGTGGTTGCAGCTGCTGCAGGTGCAGACTTCATCGCCCCTTCCGCCGCGAT
GGACGGCCAGGTACAGGCGATTCG 
>Escherichia coli K-12 reverse 648766_648847 
GACCCGTATGACCACTAACCCGCGCGAACTGCTTATTGCCCGTAGCGCTGCGGATGT
GATTGTCAACTCTGGCTACTTCAA 
>Escherichia coli K-12 4033831_4033912 
TATCGGTTATTTCGATAGCCCGACTATTAACACTATCATTGCTATCTTCCTGCTGAT
CTCCGGCTGTAACTACGGTCTGCA 
>Escherichia coli K-12 3128615_3128696 
TGGGAACGCAGGCTGATTTTGTTGTGATAACCCGCTGTTATGAAAAAATGCTCGCCG
CCAGTGAGAACAACAAAGAGATTT 
>Escherichia coli K-12 reverse 3909879_3909960 
TCGGCAATATCATGTCGAATATCCCGATTGTTGGCGCGCTGTTCTCTGGCCCCGCAT
TTGGTATCGGTATCCTCGCGGCAG 
>Escherichia coli K-12 reverse 1411441_1411522 
CGAAGATCGCGTTGGGTCACCATCGTGACGATATCCTGCAAACGTTGTTCTTAAATA
TGTTCTACGGCGGTAAGATGAAAG 
>Escherichia coli K-12 reverse 2406133_2406214 
GCTGGAATCCCAGGAAGTGGATTTGATGGTAACCACCCATCGTCCTTCAGCGTTTAA
GGCATTGAACCTGCGTACCTCGCC 
>Escherichia coli K-12 3785993_3786074 
GTCAGCCAGACGCGGCAATGGAAGACGGCGATGCACTGATTTTCATGAACTTCCGTG
CTGACCGCGCGCGTGAAATCACTC 
>Escherichia coli K-12 1476258_1476339 
AAAGAGATTGGGATATGATCATTCAGGAGCTTTATAAAGATGCGTGGTTATTGCCTG
AATCCATTATTGATGGCTATATCC 
>Escherichia coli K-12 reverse 1580172_1580253 
GTAAACATATGCAATTTATCGAATTGCTAGAAACCGGGACGCCGAATATTGATTTCA
GTGGTCATAGTGAGAACACATTCC 
>Escherichia coli K-12 4544627_4544708 
TAACCAATTGCCACAGGACCGGGAAAGTTTATTCTGGATGAACGTTAAAGCGATTCC
GTCAATGGATAAATCAAAATTGAC 
>Escherichia coli K-12 2268283_2268364 
ATAAATCCGACCGTACGACGCCCGAAAGTGAGCAAGCGCTACAGCGTTGGTGGCAGC
AAAATGGTGGCGATCGACAATTAA 
>Escherichia coli K-12 reverse 4191262_4191343 
ATGGCGTGATGGTTTATCAGGAGACATATCACGAGGCGACTTATGCCCGCCATCATC
TGAAAGGCAAAAAACAGGACTTCT 
>Escherichia coli K-12 1135874_1135955 
TTGGCTTTGATACTGTGCCGCGCTATTTGCAGGGGCTGTTTGGTAACGCTCGTGCCG
ATGTCGAAGCCTCCGGTGGTAACA 
>Escherichia coli K-12 reverse 3431652_3431733 
CTTTGGTATGTTTATTGGTTGCATTAACTACCCTGAATGCGAACATACCGAACTTAT
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CGATAAACCGGACGAAACAGCAAT 
>Escherichia coli K-12 reverse 1407140_1407221 
AATCTCGCATTTACCCGGTGGTCATAAACCTTTGAATTTTGTTCATAAACTGGCGGA
TGGTTCGACTCGTCATGTGCAGAC 
>Escherichia coli K-12 reverse 2309834_2309915 
TTACTATCGCAAAGCTGACGAAACGCTGGGCATGACGGCTAAACAATTCCGTCACGG
TGGCGAAAATCTGGCGGTGCGTTA 
>Escherichia coli K-12 1267685_1267766 
TACGCAGCTGATATTGCGCATTGAATGTCCGGATGGCGAAATTTGGCTGATTAATCC
TTTTAACGGTGAATCGTTAAGCGA 
>Escherichia coli K-12 1145916_1145997 
TGATAATGGGCGGTTGGCCTGATAAGGCGTTTACGCCGCATCAGGCCGCCAGCACCG
ATTGCCGGATGCGACGTAACCACA 
>Escherichia coli K-12 581067_581148 
GCCAGGGACTATTGAGTACGAACGCCATCGACTTACGCGTGCGCAGGCCGATGCACA
GGAGCTGAAAAATGCCAGAGACTC 
>Escherichia coli K-12 1481516_1481597 
AACCTGATCAACGTCGAATCAAAATAGCACTGCCCTATGTCGTAGGCGCGGGCTCGT
GCATTGTATTGATGGAGCTAATGA 
>Escherichia coli K-12 reverse 797983_798064 
CACATCTAACTGGGCGCAAACCCTGCCGCCGGAACAGCGTCCGACTTTCACACAAGT
CGCTTCTCTGGCTGAAACGGCGCA 
>Escherichia coli K-12 1843733_1843814 
CGCTACGCTTATCAGGCCTACAAATGGGCACAATTCATTGCAGTTACGCTCTAATGT
AGGCCGGGCAAGCGCAGCGCCCCC 
>Escherichia coli K-12 reverse 838829_838910 
CAGTACGCAGCCATCCACAAAACGGCTGGATGCGTACTGACCTTTCTGCCACGCTGT
TTTTAAGCGATCCACAAAGCTACG 
>Escherichia coli K-12 reverse 4334729_4334810 
ACCCGCGGCTGGCGAAAGATAACGTGGTCTATTTCCCTAATACCGCATCTTGCGGCA
CGGCAACGGCAGTTTCAGTACCGT 
>Escherichia coli K-12 reverse 4121983_4122064 
CGCCGTTGAGCTGGCAAAAGACTGGCGTACCGATCGCATGCTGCGCAAACTTGAAGC
ACTGCTGGCAGTCGCGGATGAAAC 
>Escherichia coli K-12 3697204_3697285 
CAATAACGAAGTCCTGTTCAATGAAGCCCGTACCGCTCAGGCGGCGACGGTGGTCTT
TTCTTTACAGCAAAATGCGCAAAT 
>Escherichia coli K-12 reverse 2492590_2492671 
AGTCACCATGTCAATGCAGGATGCCGTATTGAACCTTTGCCGCGTGAAATTACGTGA
CCAGCAGCGTCTCGATAAATTGGG 
>Escherichia coli K-12 reverse 3560187_3560268 
AGCAATTTGCGCATTGTCACCAACAATCTCAACGTTGCTAACACGTTGATGGTAAAA
GAAGATTTTCGCATCATTCTCGCC 
>Escherichia coli K-12 2269171_2269252 
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CCAGCTGGGTCAGGCATTAATTCCTGTAAAACGGGCCAGCCCAACATTGACTTTTAC
CGATATTAACCGCGTCAGCGAACT 
>Escherichia coli K-12 reverse 3985140_3985221 
TTACGCCGAAATATATGGAAGATCTGGATCAACGCTGGATGGACTATGGCGTTAAGT
TCCTCGACAAGATGGCGAAGAGCG 
>Escherichia coli K-12 842756_842837 
GTGCGCAGGCGATTATCAGTTCTAATCCGGGGCTTAACCGCGCCATTCGTCTGCGTC
GGCAAAAAGAGAGTGGGGCGATTT 
>Escherichia coli K-12 3410723_3410804 
CCGTAACTGCGAAGAGATTGCCCAACTGGCTGAAGACTGTGGCATTCAGGCTCTGAC
CATTCATGGCCGTACACGCGCCTG 
>Escherichia coli K-12 1691434_1691515 
GCTACGCTTATCAGGCCTACCTTTTCCTGCAACACTTTGAATTTATGAGTTTTTGTA
GGCTGGATAAGGCGTTTACGCCGC 
>Escherichia coli K-12 3096938_3097019 
GCGTTATTCCGGTGAAGACGCGACCGATCAAAAGAATCTGCAAAAACTGCTGGAAAC
AATGAAAGACGTACCGGACGACCA 
>Escherichia coli K-12 165958_166039 
CTCAGCCAGCCTTTATGCAACTGGTGCGTCAGGAGCTGCAGGCAAAACTGGGCGATA
AGGTAAAAGATCTCTCCGGCGTGA 
>Escherichia coli K-12 1196581_1196662 
TAATATTTAAGGTCTTCATTGATTAAGACATCCCCAAAGTTAGTTATGTATTCACTG
TTATTAGGACAATTATGAATTACC 
>Escherichia coli K-12 3486397_3486478 
GTGAAGTGGCTGAAATTTCGTACAAAAAATTTCGCCAATTGATTCAGGTAAACCCGG
ACATTCTGATGCGTTTGTCTGCAC 
>Escherichia coli K-12 reverse 530640_530721 
AGGGTTGGCGCGTCATCGCGGTTCGGCGTTTGGTCGCACGTTACAACCACAACTTAG
CCAGGCGAGTTTTGAAAACCTGCT 
>Escherichia coli K-12 reverse 326373_326454 
GATCCTGCAACGCTCCGGCGTCGGCAACGCTGAACTGCTGGCGGAGTTTGATATTCC
GCTGGTGCATGAATTACCCGGCGT 
>Escherichia coli K-12 reverse 245396_245477 
CAAAGCGATTAATATTGGTTTCCCCAATGCCTATGACCGTGCGCATGGTTATGAAGG
GAAATACCTGATGATCCACGGCGA 
>Escherichia coli K-12 reverse 4312507_4312588 
CCGCTTTTTCTATCAGGCCAGACAGCGGGATTTGTACGGTGCCGGAGGATCAAATGC
TATCTGTGCTGATGTACAGCACAA 
>Escherichia coli K-12 reverse 55893_55974 
TTTCAGCGAACAGAACACCAGTAGCTACTCGGCAGAGCCGCAGTTAGACGTTAATTA
CTACCAGAATGATGTTGGTCCGTT 
>Escherichia coli K-12 reverse 914368_914449 
AATACACGTTAATTTTGCTACTTTTCCTCGTTGGTATTCAGTTGCGCAATAATGGCA
TGACCTTAAAGCAGATTGTCCTTA 
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>Escherichia coli K-12 reverse 749304_749385 
TATGCGCGAAATTCCTCCCGCTCCGGATAAAAGCAGCGACCATGCGATACTTCAGGT
CGCTATTCAAAGTCGTATTAAATT 
>Escherichia coli K-12 reverse 1958854_1958935 
TGCTGCCGGTCCGCTGGCAGTGACTTTTCATCGCGCCTTCGATATGTGCGCTAACCC
TTTATATACACTCAATAATCTTGC 
>Escherichia coli K-12 reverse 1016172_1016253 
TGGCGATCCGGTTATGCCGGGATGCCTGGGCCTGGACGCAATGTGGCAGCTGGTAGG
GTTCTACCTCGGCTGGCTGGGCGG 
>Escherichia coli K-12 reverse 4320916_4320997 
GCTGGTCAGCCAGCCGGAACAGGCGACCTTCGCGGTGACGGATGAGGCGATTTCCAG
CGAACAGCTCAACGCCCTTTCCAC 
>Escherichia coli K-12 3797538_3797619 
ATTTTTATTAAATAGTTGCGCGGTACTTTATGTTCTGGCGCTAACACAAACCAGAGC
AACCCTACTCCTGTTCCCTATAAT 
>Escherichia coli K-12 1497644_1497725 
GTATGCGCGCAAAGACATTAAACAGCTGGGCATTGCGCCGATGACCAGTATGTTCAG
CTGCGGTACTAATGAACGTCGGAT 
>Escherichia coli K-12 reverse 3702327_3702408 
CTATGACCGCTATCCGCATATGTTCTCCGGCGGTCAGCGTCAGCGTATCGCCATCGC
CCGTGGTCTGATGCTCGACCCGGA 
>Escherichia coli K-12 reverse 2108921_2109002 
TTCATGAAGGTTGGATTGGTAAAGTTACGCTATCATTACATAATGTGCGTCGATCTT
TAGCAGACGGTTTTCATGTTTTTA 
>Escherichia coli K-12 reverse 2120818_2120899 
AGTGAAAAAACTGGTCCATCAACTGGCGGACACCACCTGTTCGGTGCTGCTGATCCC
CGACGTCTTTACCTTCAACATTCT 
>Escherichia coli K-12 reverse 1968895_1968976 
GTACAGCATTGCGATGACGCTGGCTGACACATTGGGCACCGCGCCCGGACGCTGGAA
AGTGTTTGCCAGTGATATCGACAC 
>Escherichia coli K-12 reverse 4195112_4195193 
TTAACGGGATCGCCGAAGATCTTACCTGGGAAGCGTTCCGCGACACGCTGCTGGAAC
AGGCCGAGCAAGGTGTGGATTACT 
>Escherichia coli K-12 2244289_2244370 
CGCTGGTTCAGTCGCAATTTAATGTCAGCGACCGCTGCGCCATTAGCGGTCACTCAA
TGGGTGGTCACGGTGCGCTGATTA 
>Escherichia coli K-12 reverse 621648_621729 
GGGCGTGGCGCTGGCGGCGGTGCTGGAAGGACTGACCAGCGGCATCGCCCTGCTTAA
TCCTGACGTCTACGATCAGTTGCG 
>Escherichia coli K-12 reverse 3159997_3160078 
ACAAGCGCGTGCCACATCCGGCCTATGGCAATGCCCGTATTCCGGCTTACGAAATGA
TCCGTTTTTCGGTCAACATTATGC 
>Escherichia coli K-12 reverse 324991_325072 
CAGAGAAATAAGGCTGGAATGGTCAGGAGATAAGAGAGCTTTACCAACTGCTGAAGA
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GGAAATATCTCGCGTGCAGGCCTC 
>Escherichia coli K-12 reverse 3548989_3549070 
CGAAGAACATCGTGATGACGTCGATTTTTATCTCTGGTTGCAGTGGCTGGCTTACAG
CCAGTTTGCCGCCTGCTGGGAGAT 
>Escherichia coli K-12 3767654_3767735 
TAAATGTAGATCCGCAAGGTTTGGTTGATATAAATTTATACCCCGAAAGTGATCTTA
TCCATTCTGTAGCTGATGAGATTA 
>Escherichia coli K-12 reverse 4560299_4560380 
ATGGTCTTGGTGGATTACGCGCCGCGCAGCAGTTAATGACACCTGTGCTAAAACCGT
TGTTGGGCATTCCAGGGATCTGCT 
>Escherichia coli K-12 2370424_2370505 
TGGAAGAGATTATCGGTCAACCGGTAACCTGTTCTGCCGCTGCGGGCTGGCGTGCCG
ACCAGAAGGTGATCGAAGCAAAAG 
>Escherichia coli K-12 1014040_1014121 
CAGTGGCACCGAAAACAGCTTTCGTTTTGTATGATGATCAGAAGAGCATTCAGGATT
CGTTGTACACCGATCACATTGATT 
>Escherichia coli K-12 reverse 3628131_3628212 
GGGATATGTTCTGGCAGTTGATGGTCGATCTCTCGCGCCAGGACAAAGTGACTATCT
TCATCTCCACCCACTTTATGAACG 
>Escherichia coli K-12 reverse 828074_828155 
CGATATTCGCCATGCCGACGGGATGCCGGAAATCAACATCAACGAAACTACGCCGCG
TTTTGAAGATGCGTTTATTGATTT 
>Escherichia coli K-12 reverse 1320547_1320628 
CCGGGGCAGCAACCGCGCTACTGGAAAACGCAGCGCCGTTCCCGCGCCCGGATTATC
TGTTTGCTGATATCGTCGGTACTG 
>Escherichia coli K-12 reverse 2112479_2112560 
CCGCATCCAAAGCATCCAGCGATCATTTAGTCCGCGCGTGGAAACGTACATATGGTT
TACCGACAATTGTGACTAATTGCT 
>Escherichia coli K-12 2304711_2304792 
TGGCGCGTCTTATCAGGCCTACACCGCTGTGAAGTGCTCCACCCCGTAGGTTGGATA
AGGCGGTTACGCCGCATCCGACAT 
>Escherichia coli K-12 734854_734935 
ACCCGGTGTACACGCCGGCGCGAAAAATCCACCTGTACCACTGCGACCATCGCGGCC
TGCCGCTGGCGCTTGTCAGCACGG 
>Escherichia coli K-12 3897067_3897148 
AGCGATCACTGCGCCAATGTGTGTGGTATCTAACGGCCCAAATAACAAAATGCAGCA
TTCTATGGGCAAGCTGAATATGTT 
>Escherichia coli K-12 625433_625514 
TCCGCTGGCTGATGGTGGCGTCCTGCTGGGGGCCAGCCCGGAACTGCTGCTACGTAA
AGACGGCGAGCGTTTTAGCTCCAT 
>Escherichia coli K-12 3097796_3097877 
TTGGCGATCTACGCCAGGCCATTGAACTGAATCCGCCGCATCTTTCCTGGTATCAAC
TGACCATCGAACCCAATACGCTGT 
>Escherichia coli K-12 32388_32469 
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GGTTTATAAGCGCGTGGATACCTGTGCGGCAGAGTTCGCCACCGACACCGCTTACAT
GTACTCCACTTATGAAGAAGAGTG 
>Escherichia coli K-12 reverse 3902956_3903037 
CGGCAATATGCTTCTCGGTGGGCTGGTTTACCCCCTCACCTGCCAGCCACAGGATAT
GTTGCAGGCCATGGAAGAGAACCG 
>Escherichia coli K-12 3837506_3837587 
GCGGACTGATAGTCTGGTTGTTTTTGCCATCAATACAAAGAAATATTCCTGTCGTTA
CCCAACCCGTAGAAATTTTACCCT 
>Escherichia coli K-12 reverse 2898652_2898733 
AAACAACCTCTTCTACGGCTATATCCTGGAAGACATGAAAACCGGCTTCAACATCCT
GCGTGAAATCATGGTGGAAGGGTA 
>Escherichia coli K-12 19128_19209 
GCAATTAAGTCAGCATAAACTGGATATGATCATTTCTGACTGTCCGATAGACTCTAC
GCAGCAGGAAGGCCTGTTCTCCGT 
>Escherichia coli K-12 2274687_2274768 
GTAGCGCATTTATCATCATCGGCTACGCCATTCCGGCCTTTTTGTTTGCCATCCTGC
TGATTGTCTTCTTCGCGGGCGGCA 
>Escherichia coli K-12 reverse 2451921_2452002 
GTTCTACTTTAACGTGCGCGAGATCCCGCCAAAATCAAACAAACCCAATACCCTGCA
AATCGCGCTGCAAACGCGTATCAA 
>Escherichia coli K-12 reverse 1276681_1276762 
GCGGGTGTATGACACTGATGATGAAGAGAATCATCAGGAGTTTACCTGCCAGCCAGA
TATGACTTGTGATGATAAAGGCTG 
>Escherichia coli K-12 616058_616139 
AGGCGAAGATGTCGTTGCCCAAAAAACGCCGTGCAGTTTTGATGTCTCGGTGTGGGA
GTTTTTCTGGCCGTTTATCGCAGG 
>Escherichia coli K-12 4134886_4134967 
AAGCGGTAGACGCACCGGAAATTATCCCGGATCCGTTTGATCCGTCGAAGAAACGTA
AACCGACAATGCTGGTGACCGACC 
>Escherichia coli K-12 reverse 2539088_2539169 
ATCAGTTCAATAATCCCGATAACCCTTATGCGCATTACACCACCACTGGGCCGGAAA
TCTGGCAGCAAACCGGCGGGCGCA 
>Escherichia coli K-12 reverse 4096674_4096755 
CCGTTGCCAGCCATGATACCGCCAGCGCGGTTATCGCCTCGCCGTTAAACGGCTCAC
GTGCTGCTTATCTCTCTTCTGGCA 
>Escherichia coli K-12 reverse 3144608_3144689 
CATGGTCGCCTGTCCGTACAACGTGCCGAAGTACGACTACAACAACCCGTTTGGTGC
GCTGCATAAGTGCGAGCTGTGCAA 
>Escherichia coli K-12 reverse 3899953_3900034 
GCTTTGGTGATACCGGACGTTCCGCTATCGATCAGGGGCGTATCCCGCAAATCATGG
ATAACCTGCTTGCTGAAGGGAAAA 
>Escherichia coli K-12 reverse 1388519_1388600 
GGCAACTGAGATCGACAACACCGTTGTGCTGTGTATCTCTGCCGATCTGCCGTTCGC
CCAGTCTCGTTTCTGCGGCGCAGA 
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>Escherichia coli K-12 reverse 2152759_2152840 
GTGCGGCCATTACCAAAGCCCTGGATATGGTAGAGGAGCGGAAACGTGAGTATCGTG
CAAATGGTATTTCGTATTATCGCC 
>Escherichia coli K-12 reverse 3370652_3370733 
TCGCCATTGACGGCACCGACCGCCCGCGTCCGGTGCCTGTTGAAACGCTGCTGGCAC
GTATTCACCATCACGGTTTACTGG 
>Escherichia coli K-12 897467_897548 
TGCTCATGCCATTGGCTGGCCTGCGGACCGCGGTATGCTCACCATCTGGCTGGCGCA
TGTCACTTTTTGTACGGCTTATGT 
>Escherichia coli K-12 reverse 4105282_4105363 
TGATCGTGAGCTGGTGGCACGTATTCGCGCGATCCTGCGCCGTTCGCACTGGAGCGA
GCAACAGCAAAACAACGACAACGG 
>Escherichia coli K-12 reverse 189070_189151 
CATCATGGGCGAACGTCTGTGCCGCATCACGCAAGAAAGCCTGTACCTGGCGCTACG
CATGGTAAAACCAGGCATTAATCT 
>Escherichia coli K-12 reverse 1088809_1088890 
CGTTTATGACGAAAACCTCCAGCAAATGGATCGCAATATTGATGTGCTAATTCAGCG
GGTGAAAGATATGCAAATATCAAC 
>Escherichia coli K-12 3650937_3651018 
TTTATCAGTGGTTTACACAACAAATTATTAAATAATTATAAGATACCTTAACCCATT
TTATTATTACACATCTAAAACATC 
>Escherichia coli K-12 reverse 2279126_2279207 
TAAAGAAACCTTACCACCGGAGCGTCGTCAGCCATTTCACATTCGTACCACTATTGG
TAACTTTGCGGCGCTGTTCCGCCA 
>Escherichia coli K-12 2612867_2612948 
TGCAGGAAAGTTTGCAGCAAGAAAACCACCAGCTTAGCGAGCAGCTCCTTTCGAATC
TGGGCATCGGTGACATTATCTATC 
>Escherichia coli K-12 1298882_1298963 
CAGCGGCAAGCTTGGCGAGGATAAACAGAACAAGCAAGAAAAATCAGAAACCGCGGT
ACGTGAAAGCATTGGTGTGGTGCC 
>Escherichia coli K-12 2770014_2770095 
GATGTGCGATGAGTCTCCCTGCGTGATAGCACCAGCCAATCCGGTTCCTTCGCCTTC
AGGAGCATTGTCTTTCTGGAGACT 
>Escherichia coli K-12 reverse 2097772_2097853 
ATACATTCAGCAAGTTGACGATAAAGTGAATCAAGAGCTAGAAAAGGATCTCAAAGA
CAACATTGCTCTGGGACGGAAAAA 
>Escherichia coli K-12 783486_783567 
GAAGGCACTCAGCTGGTTGGCGGTTTGCGTTGTTTCGATTGGTCTGATGACGGTATT
TATCAATCCGGTGTTTGCATTTTT 
>Escherichia coli K-12 reverse 3947508_3947589 
TTGCCCAACGGCAGTCTCTGGTAAAACAGCTGCATGAACGCCAGCTTGATCTTCTTA
TTACCACTGAAGCGCCCAAAATGG 
>Escherichia coli K-12 340601_340682 
AGGCAAACCCTGACTGGTGTTTTGTTGAAGATGCCGGGCGGGGCTATCGCCGCGTGG
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TCGCCTCGCCGGAACCGAAACGTA 
>Escherichia coli K-12 reverse 2620520_2620601 
TCCGAGCGCGCGCATCAGCGTTGTCGGTATGTACCGTAATGAAGAAACGCTGGAGCC
GGTACCGTACTTCCAGAAACTGGT 
>Escherichia coli K-12 reverse 3335825_3335906 
TCCTGATTACGCTGGGTGCGAAAATTAGCGGTCAGGGCACCGATCGTATCGTCATCG
AAGGTGTGGAACGTTTAGGCGGCG 
>Escherichia coli K-12 reverse 112188_112269 
TTCTGCGTGAAGATCGTTTGATTGCTCTGGTGCGTCAGCGACTGAGCATCCCAGGCG
GCTGTTGCAGCTTTGATTTACCTA 
>Escherichia coli K-12 3217440_3217521 
TGCGACGCTTGACGCGCCTTATCCGGCCTACACCCGCTACACACCCCGCAGGCCTGA
TAAGATGCGCCAGCATCGCATCAG 
>Escherichia coli K-12 2565367_2565448 
CGGCCCCGCTGCCGGGTTTTTGCTATGCACCACAATTACCCCAACCGGATACACAGC
CGGATACAATTCCACCAGCACCCA 
>Escherichia coli K-12 reverse 2136634_2136715 
GTCAGGTGAATAAATCCGGTCAACAGGCGATCACCAACGTGCCACTGACTATTCTCG
ACGCCATCAACGCCGCAGGTGGCC 
>Escherichia coli K-12 2266939_2267020 
CAACCGACGAATCACTGGTGGAAATCAGCCAGCATCTGGGGGTGAATGATCCCTGCG
CGATTAGCTGCGAACCGTTTATCC 
>Escherichia coli K-12 reverse 3101224_3101305 
TTCAGGAGATGGGCGAAAGCAGCAAAATGCGCAGCCGTCTGACCAAACTTGATGCGC
AGCTGAAAGAGCAGATGAACCGCA 
>Escherichia coli K-12 reverse 2638934_2639015 
TTCTTTGGAACTTGCGCAGCAATTTGTTGACAAAAATGAACTAGAGAAAGCTGCCGC
CCAGTTACAACAGGGGCTGGCAGA 
>Escherichia coli K-12 reverse 1576394_1576475 
TTACACCTTCAAAACACGCCTGGACTGGCAAAAATTCGCCGTGGGTAATGTTTCGCA
TCAACCCTACTTCGGCGCGGAATA 
>Escherichia coli K-12 949924_950005 
TTTTTCCTCTCTGGTGGTACAGCTTCCCGGCAATGCTAAAAGGATATATTGACAGAG
TATGGAATAATGGGCTGGCTTATG 
>Escherichia coli K-12 reverse 1892241_1892322 
GCGGGCATTTTTACTGCTCGATGACACCCTGGAACTTTGTTATGACGTGGCGAAACT
GTCACTGGGGCGTTCCGCCTTGCT 
>Escherichia coli K-12 744670_744751 
TACTGAAGGATGGTGACCGACTCCCGATTGGCAAATCGAAGCGTGATTCTATGGAAG
CGCAGGGCGTTAAACAGCTGCTGT 
>Escherichia coli K-12 reverse 1763226_1763307 
TTGAGCGCACCATTCTGGTGGCCGACGAAGACAGCTACGTCAGCTACATTGAAGGCT
GTTCCGCTCCGGTGCGTGACAGCT 
>Escherichia coli K-12 reverse 2335761_2335842 
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GTTTGGCTACCAGCGGTTAATGCCTTCTTTTGCTGGCGTACGCTTCGAAATGGGTAA
CGACGGCTGGCACAGTTTTGTGGC 
>Escherichia coli K-12 1487596_1487677 
ACCAGTCAACAAACTGCGGTGAAAACGCACGCTTTAGCATCGCGCTATTGAATCAGG
CCGTAGAACGAGTTCATACGGCTA 
>Escherichia coli K-12 reverse 3664215_3664296 
GAGCAATATGCTCTACCTTTCCTGTTTATCGATGTTTTCTCATAAGAAAGAACTGAT
CCCCTTACTTTTCAATAGCATCAG 
>Escherichia coli K-12 reverse 2249138_2249219 
TGCTGGATTTCCGCGTTGATATTGGCTTTATTGAAGGACCGTGCCACAGCACTGAAA
TCATTTCTGAACCGTGGCTGGAAG 
>Escherichia coli K-12 1953888_1953969 
GGGGATCGACCCTACGCAACTGTTTCTGTGCCAGTTTGAAGCGGTGCGTAAACTACT
GGGTAATGATCAGCGCGCGCATTT 
>Escherichia coli K-12 reverse 2064811_2064892 
CCCACGGCGGTCTGGCATTGATTTTTGTGGTACTGGCAAAGATTCTGGTGTTAAGCG
AGTTGGCTCTGCGTGGCGAATCGA 
>Escherichia coli K-12 4621203_4621284 
TATGGGTGCCTGCACCGATTCCAAAGTTAACCGCATCCGTTTTAAAGACCATGACTT
TGCCGCTATCGCTGACTTCGACAT 
>Escherichia coli K-12 4253926_4254007 
TGGGTTGCCTGATGCGCGGCGCTTCTCAGGCCTACACAACACATCGCAATTTATTGA
ATTTGCAGATTATGGAAGGCCGGA 
>Escherichia coli K-12 reverse 4300258_4300339 
GCAAGTGCCTTTCCACGGCGCGCGGGCACAGATTCTGGCGGTCGATAAACAAATTGT
TGCCGTCAAAGGGCAAATCACCGA 
>Escherichia coli K-12 reverse 4259706_4259787 
AAGGTTTTGTGCATAAGGTGGAATCCACCAACAGTTATGTGCTCTGTCATCTGTTCG
ATCAGCCCACCCATACGTCAGCCA 
>Escherichia coli K-12 reverse 1354034_1354115 
GGATACCTTACTGGCGATCCCTTCGCTGCTGTTGGCAATTATCGTTGTAGCGTTTGC
CGGACCGAGTTTGTCCCACGCTAT 
>Escherichia coli K-12 reverse 2111487_2111568 
AAGCGTTACAGGAATATTGCGCGAAGCATCTTATTTTCCGGACCAGCTGGGTCTATG
CAGGAAAAGGAAATAACTTCGCCA 
>Escherichia coli K-12 reverse 1259924_1260005 
AATTCACGCTAACCTGGGATTCTATTCGCACACTGCTGCCTGCGGCATTCTCAATGG
CAATGCTCGGCGCAATCGAATCTC 
>Escherichia coli K-12 3283534_3283615 
TGGAAGCAGAACTGGGCCGCCTGGGCGGTGTTGAAGATGACATGAGCGTTGACGCCG
AAAGTGCATTCCTGACCGATCCAC 
>Escherichia coli K-12 2179420_2179501 
GGATGCGCTGATCCTGCTGCGCGATAAAAACTTCCTCGTCTTTTTCTTCTGTTCATT
CCTGTTTGCGATGCCACTAGCGTT 
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>Escherichia coli K-12 reverse 329001_329082 
AGCAGCGATTACAGGCGATTGTTGGCGGAAACTTCGATGAAACGCAGGTGAGCAGTG
CGGCGATGAAAGCCTGGCTGGCGT 
>Escherichia coli K-12 1162919_1163000 
TGACGGGGTGACTGCGGGTAGCGTCCTGCTGGTTGATAGCGTTAACAACCGTACTAA
CGGTTCGCTGAATGCCGCAGAAGC 
>Escherichia coli K-12 reverse 2820657_2820738 
TGAAGCTGCAATGGAAGAGCAGCGTCGTCGCGCGCGCGAAGCCAGCGGCTTTGGTGC
CGATTACAACGCAATGATCCGTGT 
>Escherichia coli K-12 reverse 1540681_1540762 
TTTCTACAATCATTCCAGCCAATGGCGCTATGAAAAAGTCTCTGCTCAGGAGTTACT
TTCACCGCTCGCCGATGCCAGTAA 
>Escherichia coli K-12 reverse 2100526_2100607 
GTGGAATAACGGTGAACTGAGCAGTTACCTGATCGACATCACCAAAGATATCTTCAC
CAAAAAAGATGAAGACGGTAACTA 
>Escherichia coli K-12 4573126_4573207 
CAATACCGTTAGATGATGAAACAGGAACGCATTTTTTGAATGGACTGCTATGCGCAG
CCTCTGTAGAGGCTAAGCCTCGAC 
>Escherichia coli K-12 reverse 1169854_1169935 
AGACAAACGTGCAAACCCAACCTGGACGCCAACGGCAAACATCCGCGCCCGTTATAA
AGCACAGGGAATTGAGTTGCCTGC 
>Escherichia coli K-12 reverse 3452572_3452653 
TAGGTCAGAGCATTAGCGTTGAACTGTTTGCTGACGTTAAAAAAGTTGACGTAACTG
GCACCTCTAAAGGTAAAGGTTTCG 
>Escherichia coli K-12 reverse 2410397_2410478 
TGCGGCTGATGTCGATCTCCGGCAATTTTGTAGTGAGCAATTGCTGGAGCCGATGGT
ACTGCGCGGCGAGTATTTTTCTGA 
>Escherichia coli K-12 reverse 1909664_1909745 
TTTACATTCACAAAATTGACTCTATGTACAATTTGCGCATGTATTCACGGATTGGGC
GTCGTAATCCGCTGTACAGCACCG 
>Escherichia coli K-12 3017570_3017651 
ATCACCAGTGCCAATACAACTGTACCCGCCTGGATTACGACAGTGCGCTGAATATCC
GCGAACTGAAAAAAGTCGCGCTGG 
>Escherichia coli K-12 reverse 158388_158469 
GTATGCGCATCAGCCCGGAAACCGCAGAACCGATCCCTCGCCTCGCTACCCTGCTGA
ACGATATCCCACCGGCACGCCTGT 
>Escherichia coli K-12 562788_562869 
GGTGGAGATCCCCAGACAGGTGATGTTTACCGTGTATGTGACATCAACGCCTTACGA
TCCGTTGGTTACACCTGTTTATAC 
>Escherichia coli K-12 reverse 4041130_4041211 
GATGGGCCTTGATGACGGAAACACCAGACGAAGAAGAGCTGGATCTACAGTTTCTCG
CAAGTCGAATGGATACCTCAAAGC 
>Escherichia coli K-12 reverse 3154701_3154782 
CAGCGGGATTAACTCCGCCACGTTATCAGAAGAGATTTTATGCGCGGCGGAGCGGTT
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ACTCGACGTGATGGAGCGACCACT 
>Escherichia coli K-12 3679844_3679925 
CCCGACCAGCCGCGAAAAGCTGCTTTCCCTGCTGCGCGAATGCCGCGCCAACGGCGG
AAAAGTGATTTTCGACAATAACTA 
>Escherichia coli K-12 reverse 3521663_3521744 
AGTTACGCGAACAGCGTTCGCAACGGCAGCGCCAGCGACAATTTACCCGCGACTGGC
AATCTGCGCTGGAAGCACTGGCGG 
>Escherichia coli K-12 reverse 877333_877414 
GCTTCCACAACGGCGAGCCGGTAAAAACCAGCATGGTCAGCCTGTGCGAACAGTTAT
CGAAACTGGGGATCTGGACACGTC 
>Escherichia coli K-12 1519506_1519587 
ACCAGTGGGGGCGACGGTGGGGCAAATCGGCAAACTTAAAGGTTGCAGAGTGGTGGG
GGTAGCCGGTGGCGCGGAAAAATG 
>Escherichia coli K-12 reverse 4350807_4350888 
AGTCGCAGGACGATGAGAAACTGTCGACGCTAAGCCACTCATGGTCACAGGTGGTAG
ATGTCTCGGAAGTGTTACGCGACG 
>Escherichia coli K-12 3646936_3647017 
CGCTGGTCGAAGTGATGAACGCCGAAGGCCCGCAGCTGCACACCAACGCCATCCCGA
AAGCGGTAGTGAAAAATACCGATG 
>Escherichia coli K-12 874114_874195 
TTATTAAAAATATGGCGATTATTGAGTCTAACAATAATCAGTATCTGGCTGTGGGGA
TCATCAAACTGTGTGGTCTGGAAG 
>Escherichia coli K-12 1289658_1289739 
TATTCCAGGACTCATGGCACCTGTTGCACATAACGGCTACTGGCTGGTTGATGGAGC
AGTCGTTAACCCAATTCCTATTTC 
>Escherichia coli K-12 reverse 66163_66244 
TCTGGGCGCAGGCGGGTCAGTCGATTCCAGCAACCGGCACCACCCACGCCGACTATT
TCTACGGCACCATTCCCTGCACCC 
>Escherichia coli K-12 reverse 3798736_3798817 
AACATATGAGTACACGAGCAATAGAAATACTGAAGCATATTTATGGTGAGGGTAAAT
TTTCCACCAACTACGACTTGCATT 
>Escherichia coli K-12 2559423_2559504 
CGAGGAATCCGGTTGCAGATCTTGATACGGCACTGAAGGCCCGCCGACCTGGTCACA
ACGCGTGGATACCGATTAGTGAAA 
>Escherichia coli K-12 reverse 289764_289845 
TAACGAGATGACGCTGGTCTACGCGGGCGATGCGCGCAACAACATGGGCAACTCGAT
GCTGGAAGCGGCGGCGCTGACCGG 
>Escherichia coli K-12 2670610_2670691 
TGGAGCGGCGAATCGCCCGTCTGGAAACGGGCATGGCCTGGGCAGAAGAGCCGCCGT
CACGCACCCGTCACTTAATCAGCA 
>Escherichia coli K-12 4077904_4077985 
TCGCCATTTTTTGATGATTAAGCCCGTCGCCACTCTGGATGACATTCTGCATCGCGG
CGACTGGTGCGCGCAGCTGCAACA 
>Escherichia coli K-12 2164598_2164679 
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TCTGTAAGCCGTACAGCCCACGGGAAGTGGTAGCGCGCGTCAAAACCATTTTGCGCC
GTTGCAAACCGCAGCGCGAGTTGC 
>Escherichia coli K-12 reverse 2734629_2734710 
CTGTGCTGTTTTGCAATCGAGCGGGAACGGAAGTCGCCGCCGCTCATGCTGGCTGGC
GTGGACTGTGCGCAGGCGTGCTGG 
>Escherichia coli K-12 reverse 3078126_3078207 
GGCCTCTAACCCAGGTCCGGGCCTGGGGCTGCTGCTGGCGTTTACCTTGTTTGGTAA
AGGGATGAGTAAACGTTCTGCGCC 
>Escherichia coli K-12 reverse 2924968_2925049 
ATACCTTTTATACGACTCAGTTTGCCGGGGATATGCACGCGCAGTTTGGCGATATCA
AACTGACATTGCTGCAAACCTGGA 
>Escherichia coli K-12 reverse 3072001_3072082 
CTGCTCGCCCGATGGTGGCTATCGTTGGTGGTTCTAAAGTATCTACCAAACTGACCG
TTCTGGACTCCCTGTCTAAAATCG 
>Escherichia coli K-12 reverse 3510355_3510436 
ATCTGCCAGGGCTGCATTTAGCCGGACTTACCCATTTCCCTTGCCTGCTTTGGGATG
AGGCTGTCGGAAAAGTTTTGCCGA 
>Escherichia coli K-12 1444331_1444412 
CCCTGACGCTGGCCGCTGGCAGTGGCGCTACTGGGGAAAAGGGAGTTTTACACCGAT
GAATGCCACCTGGGATGTCGCAGG 
>Escherichia coli K-12 1773105_1773186 
AACTAATGAATTACCGCAAATGAACAGCAAACCGTTAGTCTGGCTGGAAGGTGTTTC
ATCGGTACTGTTCGGTGTAGCCGC 
>Escherichia coli K-12 reverse 292596_292677 
CCCTTTATTTATTATATGGGCGAAAGAGTATTCTGAATCAGGTAAATGCCACTATCA
CATTTGCCTGTTGTTCAACAAAGA 
>Escherichia coli K-12 1661728_1661809 
CATGCTTTCCGTTCTCACCGGCAACGTCGGCATAAACGGCGGCAACTCAGGCGTACG
CGAAGGTAGCTGGGATCTGGGGGT 
>Escherichia coli K-12 reverse 2293893_2293974 
GCGGTATGTTTATCCTCGCCTTTATGGTGCTGGTGATTGGCGGTTCGCTGCTGCTGT
TTGCCGCGCGTGGACACAAAGTTC 
>Escherichia coli K-12 4549792_4549873 
ATAAGACGCGTCAGCGTCGCATCTGGCATAAACAAAGCGCACTTTGCTGGTCTGTTC
CCCTCACCCTAACCCTCTCCCCGG 
>Escherichia coli K-12 3064346_3064427 
CGATCTGATCATCGCCGCCAGTACCTCAACCTTCTCAATGACGCCTGTAAACCTCGG
CGTCCCGTATAACCTGGTCGGCAT 
>Escherichia coli K-12 2972078_2972159 
TGGACGCACTGGCAGAGTACCAACGCGCGGGAAAAATTCGTTATATCGGCGTGTCGA
ACGAAACTGCATTTGGCGTAATGC 
>Escherichia coli K-12 486045_486126 
TGTTCTTGAATCCACGGTGACAGAAGAACGGCGTCGATTATTGATGGAGATTATATT
CCACAAATGCGAATTTGTCGGAGA 
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>Escherichia coli K-12 reverse 721355_721436 
GTAAGCCGTTTGGCATTGGCGAATTGCAGGCCCGTCTGCGCGTCGCATTACGCCGCC
ACTCTGCCACCACCGCGCCCGATC 
>Escherichia coli K-12 4010561_4010642 
TGCGCTTTTTTAAAGAAGCGGTGTTCCAATATGCGCTGTATGAGCCTGGATTACTGG
AGCCGGAAGGCGTCAGCAAAGTGT 
>Escherichia coli K-12 reverse 268489_268570 
TGGATGAACATTTTTATCATCAGGTGATTGGAGAGGTATACCGGCATAAGGTGCTGT
TTGTTATCAGCCAGTCGGATAAGG 
>Escherichia coli K-12 144048_144129 
GTGGTCTGTTTGTTGGCATTCTGGTGACGGCAATTTCACTGTTTTTTGTGCCATTTC
AGGTGCATTCGTGGGTATTCGTTG 
>Escherichia coli K-12 reverse 1588535_1588616 
AAGTGAATGCAGCAAAGGGACAACGGGGGTTCGGGTTGCATTTAACGGTATTGAGGA
TGCAGAAAATAATACTTTGTTGAA 
>Escherichia coli K-12 reverse 1345710_1345791 
TTCTGGTACTGGCATCCAACACCTCACAAAGCGCGCTGGAAGCAATGGCATCACGAA
TTTTGACCCGCTTACGGCTCCCCT 
>Escherichia coli K-12 1776345_1776426 
TCCGGATCAAACCCAACTGTATGGCGGTGCACCGGTTAACCGCTTTATTTCTGGTGA
CTTCACCCTTGATGACAGTACCAA 
>Escherichia coli K-12 reverse 1996432_1996513 
GGAAGCCGCGCGCGCACATGGTTTACGCCGCGGTGTCACTCAGTATTTAATGCTGCC
AAACCGGGCGCTGGGCTTTTTGTC 
>Escherichia coli K-12 reverse 3084884_3084965 
TTATGAAGGTACTCGTTCGCAGTCCGACTGTTCGGTGAACTACGGCCTCAATGAATA
CGCCAACAACATTATCTGGGCGAT 
>Escherichia coli K-12 4453044_4453125 
GATCGTCACGTTTAACTCGCCGGATCTCTCATGGTTCGGCAGTGGATCGCTGTTGTT
CCTGCCAACGCCGGTCATTATCGC 
>Escherichia coli K-12 924363_924444 
CGCACCACGACGTGCGTTATACCGCAAAAGCGGTGCGTGCGGCGGTAGAGCTGGCGG
TGAAATACATTAACGATCGTCATC 
>Escherichia coli K-12 3082735_3082816 
ATTTGTTACCTTGTGCGCATTGCCGGATGCGATGCTGGCGCATCTTATCCGGCCTAC
GGGTGCCGAACGTAGGTCGGATAA 
>Escherichia coli K-12 reverse 2945400_2945481 
TTATTCGTACGTGATTGATGCCATTGATAGTGTACGGCCCAAAGCGGCGCTGATTGC
TTATTGTCGGCGCAATAAAATCCC 
>Escherichia coli K-12 2018910_2018991 
GCCTGATGACGCCCCCGGCACACCAGCTCAGCCATTAACACCGCTGGTAGCAGAAGC
CCAGAGTAAAGCGGAAGTCATCAG 
>Escherichia coli K-12 137819_137900 
TCGCCACCAGCGACAATCGCCCGCTGTATGTGATTGCCAGCGACGGTGGTCTGCTAC
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CTGAACCAGTGAAGGTGAGCGAAC 
>Escherichia coli K-12 571813_571894 
GCAACTAAAAACATCTGTTTCCCGAGGCTTCTCAACTAAAATTCAGGAGCACTTAGC
AATGGGCGTTCTACTTTCGTTAGG 
>Escherichia coli K-12 4143030_4143111 
GTGGCTTCAGGGGATGCAGCAGGGCAGCATTGTTATGCTGGCGGTGATCATGGGTCT
GATGCTGGCGTTCGATATGGGCGG 
>Escherichia coli K-12 reverse 161095_161176 
TAGCTCGCTGAAAAGCGAAGTAAAATACGGCGCAGAACGCAGCCGTATTGACTTTAT
GTTGCAGGCGGATTCGCGTCCAGA 
>Escherichia coli K-12 reverse 3590428_3590509 
GGCTGATCACCCATTTTCTCGCGGAGTTCGGCTACGACTGGAACCACGCGCAAAACA
GCGGTCAGGCAATGTTTCTGGTGG 
>Escherichia coli K-12 reverse 3131835_3131916 
CTGTACAGCAGGCGACGAAACCTTTTCTGCGCGCAGCGGGGAGCGTCGTAGCCTGGT
ATTTTGACTTTGGTTTTGCGGGTT 
>Escherichia coli K-12 3528964_3529045 
TTCCGTTTCTTGAGGCACTGAAAGCCAGCGGTAAGCAGCGAATTTTGCTCACCAATG
CGCATCCGCACAACCTGGCGGTAA 
>Escherichia coli K-12 4008028_4008109 
GTGGTGCACTGAAAAAAGAGGCGGTTTCTGCACCTGCGCCACAGGTCGAGCTGGCGA
AAAGTGGGCGCAGTTTCCTGAAAG 
>Escherichia coli K-12 reverse 2226850_2226931 
GTGCATTCTTATGCTCGCAAATTGCGGCTCGTCAGATGGTGAAACAAGGGCAGGGCG
GTCGCATCATCAACATTACGTCGG 
>Escherichia coli K-12 reverse 1977516_1977597 
ACTGAAAACCGGTTTGTGTAATGGCGTCGATGCGGTGATCAAAGCCTACCGTTTATA
CCTTGAACAGTGCCCACAAGCAGA 
>Escherichia coli K-12 reverse 2512048_2512129 
TTCGGAAGCGGTCTTCCTGGCAGCAGGCGTGTTAGGGGCGACGATTATGCCGCATGT
GATTTATTTGCACTCCTCGCTCAC 
>Escherichia coli K-12 3495243_3495324 
GTCTATCGGTGTTGATAAACTGCCGGACAGCGCGCAAATCTGCTCCTGCTTCGACGT
CACCAAAGGTGATCTGATTGCTGC 
>Escherichia coli K-12 3975672_3975753 
GCTTCCATGAAACCAAAAACTACACGGCGGGCGGTGAAGGCGGCGCGACGCTGATTA
ACGATAAAGCGTTAATCGAACGAG 
>Escherichia coli K-12 3329640_3329721 
GAACCGCTTTACGCTGACGGGATGCCTGCCACAACGTTCTGAGCCGCTCCCGTTGGC
TTTTGCCGTGCAGGATGGAGCCAG 
>Escherichia coli K-12 3736216_3736297 
GTGAACGCCTTATCCGACCTACCCGCCAGGCATGATAAAACGCACCAACAACGCTTC
AGGCTCGTAGCTCAACTGCCTGAG 
>Escherichia coli K-12 4510372_4510453 
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AAACTTAGTCATGTCACGTTTTTGGGTTTCTAAAATTTTAACTTCGCGTTTTTCGTT
GCCGTAAGGGTTATACAGAAATGT 
>Escherichia coli K-12 1943767_1943848 
TTTGCTGGCAGTGACGCCAGAAGATCTCATCTCTATTGCGATTGGCGTGGTCATCGT
GGTGGCTATTTTGTTCTGGCAATG 
>Escherichia coli K-12 reverse 655236_655317 
GGCAACGTTATCTGGATAAAAAAGAGCACATCTCTCATGAAATGTTAGATGTCAGTG
AAATCACCACCACTGCTCCTGCGT 
>Escherichia coli K-12 reverse 1971821_1971902 
CCGTCACTCATGTCCGCGAAGGTTCAGATGCCATCTATGCCGGTACCCGTGAAATTG
CGGCGGGCAACACCGATCTTTCCT 
>Escherichia coli K-12 reverse 2119380_2119461 
GCTGGCGCGTATTCTCGGCGCGGGCGTGGCAGGGGGATACAACCTGGCGTACAACGT
GGCCGTTGTGCCACCGATGAAGCT 
>Escherichia coli K-12 4234543_4234624 
GTTCTGGGACTGGGTTGGCGGCCGTTACTCTTTGTGGTCAGCGATTGGCCTGTCGAT
TGTTCTCTCCATCGGCTTTGATAA 
>Escherichia coli K-12 reverse 304811_304892 
TCCACGGGATAACCGCGAGCGCTACTACCGGGTCTCATTTCGCGAGGTCCCCACTCG
TAACCATACAAGACGCAGCCCAAC 
>Escherichia coli K-12 reverse 4308940_4309021 
GGTGATCTCCGATGCCAACTCGGTATACGGCTTCTCATTTGACTTCGTGAACTTCTT
TGCCGCCAGCGTAATTGGGATACC 
>Escherichia coli K-12 3254630_3254711 
CAATCTCAGCAAAGACAAACCGTTAACGCGAATGCAGCTTTGGCTGGACGCCTGCCC
GCAGCGAGAGAATCCGCTGATTCA 
>Escherichia coli K-12 reverse 2494045_2494126 
GGGCAAAGTTCGCTAAGCCAGGTAAAAAGACCAATCTCAATGATGACCAATATATTG
TCATTAATGCATCTGTCGGAATTT 
>Escherichia coli K-12 reverse 4558901_4558982 
GGCAGAATCCCGCGTTGGCGGTTTGCTCGGCGGTAAACCTGGCGTCACCGTGTTCCA
CATGGGCGACAGTAAAAAGGCGTT 
>Escherichia coli K-12 341777_341858 
CGCAGCACGGTTTGCTGCTGTCGAAATCTGAACCTTTAATGCGTGAAGCGATGCAGG
CGGGGGCGCATTACGTCGGCGGCC 
>Escherichia coli K-12 reverse 2349108_2349189 
GGGTGAATGGCGAGCGTTGCTGGTGACTGAAGATATGGCGGGGTTCATCAGCATTGC
TGACTGGTATGCCCAGCATGCAGT 
>Escherichia coli K-12 reverse 1108323_1108404 
CGGTGATTTTTTTATGCCTCGGCATCGGTTATGCGGTAATAAGAAGAACGATTTTTA
TTGTGTATCCGCCCATTCTGAGTA 
>Escherichia coli K-12 reverse 1263149_1263230 
GCACGGAACTGGAGCTGAATGCTCAACCGGGTAACGTGCAGTTAGTCGACAATAAAG
GTCAGCGTTATACCGCCGATGACG 
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>Escherichia coli K-12 372480_372561 
CTTCGACGAATTGTATAACGCCATTGAATGGGTACTTCCGGCGCTGGAAGTGGTGGG
GAGCCGCATTCGCGACTGGTCGAT 
>Escherichia coli K-12 1836617_1836698 
CGGTTACCTATCCGCGCCCACCGGACTTTACCGGCACGGCGTTTCTTGAACAGTTGC
TGATTATGCTGACGCCCGATCCCG 
>Escherichia coli K-12 630907_630988 
GTCTGGCTTCCATGCGCTGATCTCTTCTGGGACCACGCCGAAGATGCTGGCGAACGA
AGGGCAGGCGTGCTTTATCGGCTA 
>Escherichia coli K-12 533379_533460 
CGGCAATGAAGCGGTATTAATTGGTCAGTTAGAGTGTAAATCGATGGTCAGGATGTG
TGCGCCACTGGGCAGTCGTCTGCC 
>Escherichia coli K-12 reverse 1319068_1319149 
GCGAATCCGGCATCAATACTTACGCTCAGGTGCGCGAGTTAAGCCACTTCGCTAACG
GTTTTCTGATTGGTTCGGCGTTGA 
>Escherichia coli K-12 reverse 1790487_1790568 
CGCGTCGTTAATTGCCCAATGGCAGACGGTCGGCTTTGCTCATGGGGTGATGAATAC
CGACAACATGTCGCTGCTGGGGCT 
>Escherichia coli K-12 reverse 3551237_3551318 
CCTGGCCGGGCGATGAAAAAGTGTGGGCCAAACTGGCGGTGGTGCACGACAAACAAG
TGCATATGGCGAACCTGTGTGTGG 
>Escherichia coli K-12 2025879_2025960 
TGCAACCATCGCCGAATGGACGGGATTAAGCCGTAGCCAGGCGGCGCTGACGCAGCT
TCATGAGGCGTCGGTAACGCTAAT 
>Escherichia coli K-12 3304475_3304556 
CCTTATCCGAGCTGGCAACGCTGTCCTACATAGACCTGATAAGCGAAGCGCATCAGG
CATTGTGTAGGCAGCAGAAATGTC 
>Escherichia coli K-12 1603494_1603575 
TTTCAGCAATTGGTTGGTTGACGATAATTCTGGTGGCATTTATGGCCTGGCTGCTGG
CAAAGACGGCGTTTGGACGCAGTT 
>Escherichia coli K-12 1909197_1909278 
TAAAATACTCTTATAGCAAGCGCGTTTAATATAACGCCACCTTCAACTTTATTTTTC
TCATGCTAAATAAAGAACCTGTCT 
>Escherichia coli K-12 reverse 216552_216633 
TAAGCTTTTCGTCTTACGAGTCCCGGATCTTACCCCGCAACAAGCCACAGATATCAC
CGCGTTTGCCAATAAAATCAAAGA 
>Escherichia coli K-12 2324395_2324476 
GCGTGCTCGGCGGTTTGCAAGTAGACGAAGAAGCAAACCTCGCGAACTGGGTAGTGC
CTGGGAAAATGGTGCCCGGTATGG 
>Escherichia coli K-12 reverse 2519925_2520006 
TTTACGCGCACGTTTCTATGATCAATGGCGATGACGGTAAAAAACTGTCCAAACGTC
ACGGGGCAGTCAGCGTAATGCAGT 
>Escherichia coli K-12 4203943_4204024 
TGAATTGTTCGGTCACGAAAAAGGGGCGTTTACTGGAGCCGATAAACGCCGGGAAGG
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GCGCTTTGTTGAGGCGGACGGCGG 
>Escherichia coli K-12 reverse 3626202_3626283 
GTGGTTTGGCGGGGTGATGGCGATCATCAACAACATTACCATGCTGGCGATTGTATT
GACCGGATCGGCGCTGATCCGCGA 
>Escherichia coli K-12 2146598_2146679 
TCGCCTGATGCGACGCTAACGCGTCTTATCATGCCTACAAATCGCTCATTCCCCAGG
CCGGATAAGGCGCTCGCACCGCAT 
>Escherichia coli K-12 1616281_1616362 
TACACCACATATTGAACCCCTGCCTTCGGATCACCATACCGCTGCAGATTACTTACG
CCAGTTTGATTTGCTTGTCCTGAA 
>Escherichia coli K-12 reverse 4323805_4323886 
CTTCCTCGTCCCCGGCTACTACGTCTTCGCCAAAAACAATATCTCCGCCAGCGACTT
CAAGCGCACCGTCAACGCCGGGCA 
>Escherichia coli K-12 2553635_2553716 
TGAAGAAGATGCTATTCACTGGCATCGCACCGCCCGTGACCTGTGCCTGCCATTTGG
CGAAGACGTTTATCCCCGTTACAA 
>Escherichia coli K-12 4314231_4314312 
CAATGGGGAGAGGGAGAAAACGAGCGCAATATTCAATATCGAGCACAATCGGTCCCC
TCGCCCCTCTGGGGAGAGGGTTAG 
>Escherichia coli K-12 reverse 3120399_3120480 
AGTCTGGCGGCCGAAAAATACCGAAACGGCAATCAGCATGGGACAATCCGCAGGTGC
GATGGTGGTAAATAAGCCATCTTC 
>Escherichia coli K-12 reverse 972972_973053 
GCGAAAATCCGGGATCAAAACTGATCTTCACGGGAGGCGTAGCAAAAACCAATACGG
TGAGTACAGCGGAAGTAGGTGCCA 
>Escherichia coli K-12 1176930_1177011 
CCTGGAAAACGTGGCTATGCCGCTGCTGATTGGCAAGAAAAAGCCCGCTGAAATCAA
CAGCCGTGCACTTGAGATGTTAAA 
>Escherichia coli K-12 96504_96585 
TGATGCCGCAGCTGGGGCTGTTCTACATTCTGCTGGCTTACTTCGTCATTGTGGGTA
CTGGCAACGCGGTAAACCTGACCG 
>Escherichia coli K-12 4102142_4102223 
GCTCATGACGATGATTATTCTGGGCACTGCCGGGATTGCCTCGTTTGAACCGCATGT
TTTCGTCGGCGCAGTATTACCGTT 
>Escherichia coli K-12 4236542_4236623 
CTCTGCTCGGCGGCGACAACCTGATTGAAGTGAATAACCTTGCTGCCGACCCGCTGA
TTAAACCCGCACAAATCGTTGATG 
>Escherichia coli K-12 2835070_2835151 
GGATGCGACGCTGGCGCGTCTTATCCGACCTACGGGGACGCATGTGTAGGCCGGATA
AGGCGTTTACGCCGCATCCGGCAA 
>Escherichia coli K-12 3992387_3992468 
CGCAGGATATCGGCGTGCTGACGCGTAAGCTGTATGCCGCGTTTGAAGCATTACCAG
GTAAAGTGACGCTGGTAAACCCGC 
>Escherichia coli K-12 reverse 1847447_1847528 
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GGGTGAAGAAAAACAGTACCGCACAAGCCGGATGCAAACTGTTCCTGACGAAACCGC
TGGGGATCGGCGTTCTTACCACGG 
>Escherichia coli K-12 3185650_3185731 
CTGCATGCTGAGTCAGGGTGGAACTACTTATTCAAAAGCGAAGGTTACTTTCACTAC
AGCAAATACCATGACGGGTCAGTC 
>Escherichia coli K-12 reverse 269696_269777 
TTGAACAGGATGATTTTGATCTCGATATAGTCTACGGTGAACCCCGCCCATCACCCT
ATGAGAAGATCCCGCTTGCTGTTG 
>Escherichia coli K-12 reverse 3013387_3013468 
TGATGATGAAACCTTCTCATCCTTCCGGACACCAGCTGGTGGTGATTCGCGGTGCGG
GAGATATCGCCAGTGGTGTGGCGC 
>Escherichia coli K-12 reverse 3630029_3630110 
CTGCGCTGGAATCGGCGAAAGCTCAGGTATCGGCTTCTAAAGCGGCTATAGAAGCGG
CACGCACCAATATCATTCAGGCGC 
>Escherichia coli K-12 reverse 4003694_4003775 
GGCGATATGTGGCGTGTTAGTCCAGCTGTGGACTTTTGGTTCGCTACCTATTATCGC
GCTGGGACTGGCATTTAGTTTTGC 
>Escherichia coli K-12 reverse 1521975_1522056 
CAGCCGCTGGACACACCGTGGTGAACTGGGCGTTCCGGTCACGTTCACTACCGGCCT
GAACTACGAAAACATGAGTGAAAA 
>Escherichia coli K-12 reverse 3723323_3723404 
TCTTCTTCAACACCGACCGTAAAAAACGTCTTGAAGATAACCTGCCGCGCCTGCAAA
CCGTGTTGTTCCAGCAACAGTTGG 
>Escherichia coli K-12 4536283_4536364 
AGAATCCGTCGACTTATAATCGCCAGAACGGCATATCAGGACGGTGCTGCGAACGCT
GTGGCCCAAAACGTTCCAGTAAAC 
>Escherichia coli K-12 reverse 2932400_2932481 
TGACATGATGGATGGTATGCCTCCAGCGCTGAAAGCTGCGACGGGTGTCGATGCGCT
CACTCATGCTATTGAGGGGTATAT 
>Escherichia coli K-12 reverse 3014633_3014714 
TGACGTAATTCTCATTGAAGCAGATGGCTCGCGTGGAATGCCGTTAAAAGCGCCTGA
TGAGCACGAACCTTGCATACCCAA 
>Escherichia coli K-12 3208716_3208797 
TTGGGGCGACTGGTTCCTCGGGATGTTGCCGCTCAGCATTTTACTGGTTCTGCTGGT
TCCCTGGCTGGCTTACGTGCTGTA 
>Escherichia coli K-12 reverse 2117725_2117806 
AGTGGAACATGGCGTCGATACCGCGTGGCTGGTCGATCACCACACAGAAGACTTCAC
CGCCAGCTATGCCGTTCAACACTG 
>Escherichia coli K-12 reverse 1499920_1500001 
CCTGCTCCAAATTTATGATCGCGCAAGGGTTAGCGCCTCGCGTATTGTCCACCAGGC
ACAAATTTATGGCGATGCCGTCGT 
>Escherichia coli K-12 reverse 3907176_3907257 
AAATCTGCCGTACTGCGCTGGAGAAATTCTCCCAGCAGCATCAGCCGTTGCTGGTAA
GTCTGGAGTCGCTGGGCCGTCATA 
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>Escherichia coli K-12 23760_23841 
CTAACCGTCCTGACTGGTGTATCTCCCGTCAGCGCACCTGGGGTGTACCGATGTCAC
TGTTCGTGCACAAAGACACGGAAG 
>Escherichia coli K-12 100138_100219 
TGTGTTGGCGCTGCCGTTGCCGCAGCAACGTTTGGCTGGACGTGAAGGTCCGGTTCG
TGTGCTGGTAGTGGGTGGTTCTCA 
>Escherichia coli K-12 reverse 4482370_4482451 
ATGTTGTCCTGCGTCAGGACGAAGACGTTCTCGATACCTGGTTCTCTTCTGCGCTGT
GGACCTTCTCTACCCTTGGCTGGC 
>Escherichia coli K-12 942142_942223 
AAATCGCAACCCGTGCTATCTCGATGCTGGCGATTCTGACCGGTAACGTTGGTATTA
ACGGAGGCAACAGCGGCGCGCGTG 
>Escherichia coli K-12 reverse 1759874_1759955 
GCACCAGCATGGCGCAAAAGTGCTGGTGGATGGCGCTCAGGCGGTGATGCATCATCC
GGTGGATGTTCAGGCGCTGGATTG 
>Escherichia coli K-12 4268519_4268600 
ATTATTAAATTTAATAATAAGTATCGGGTTTGTTACGATAGAATATTTCTATATCCT
CAAGAATATGCTTTGCCTTATTGC 
>Escherichia coli K-12 1229340_1229421 
CCCTGTTTTTGAAAGCGCTCTGTCATAATGAGAGTTACCCGATACCTTATTATCAAC
AGGTAACTCTCAATCTTTAAAAAA 
>Escherichia coli K-12 795436_795517 
CAGCGTGCAGAAAGATTTCACCATCGACAGCAAAACCAACTGGACTTCACTGCTGAA
TGGCGGTCGCCTGGCGGTTGGCGA 
>Escherichia coli K-12 2864585_2864666 
GGTACCGGGCAGTATTTATCGATAATATCCGCTACGCTGCCGACCGCTTTGCGCCAC
ACGGCAAGCGAATATTAGTTGAAG 
>Escherichia coli K-12 reverse 901853_901934 
TGGTGTCATCGCTCTGTCACTGCTGTATGCCGCCTATGCCTCGCAAACGCTTCGGGG
CGCGTTGAAAGCGGTGCCGGTGGG 
>Escherichia coli K-12 reverse 1976656_1976737 
GCGGTCACATGAACACCTTCGAAATCGAAGCTCTGATGGATGAAGAGATTGAGACGC
ACGAAAGCGAGGCAGAAGTCCCGG 
>Escherichia coli K-12 reverse 727856_727937 
TGTGCTTTGCCTTTGGTGAAGTGATGGGCGATCGCCGCCAGGGGCGCATGTTGCTGT
GGGCGATGTCAGTGATTTTTGTCA 
>Escherichia coli K-12 reverse 3593041_3593122 
TTTTTGCTGAACGCGACCAGTTCCAGGAGCGCATAAAGTGGGTGTATGAGCTGTTTC
CACGTCTGCATGAGCGCCGTATTC 
>Escherichia coli K-12 2877060_2877141 
TACGCCTACCGAGTATGGTATTCGATTTGTGGCGACCAGCGGCGAAGAGGAAGGGAA
ATTAGGCGCTGAGAATTTACTCAA 
>Escherichia coli K-12 reverse 4489273_4489354 
CAGCCTGCTGTGGATGCTTTCAGAGTTGTATGAACAATTGCCGGAAGCGGGCGATCT
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GGAGAAACCAAAACTGGTGTTTTT 
>Escherichia coli K-12 965413_965494 
AACTGGGAATCACACTTCTGCTTATGCCCGTGCAAATCGTCATATTTCATGGCATTA
GTCTGACCTCGTTTATTGCAAATC 
>Escherichia coli K-12 reverse 3468467_3468548 
CTTCTGTCGATCAAGACGCATGGGGCTTTGTCCCGGGCGGCGATAACCCGTGGAAGA
AATACGAACCGGCGAAAGCATGGT 
>Escherichia coli K-12 reverse 4605230_4605311 
AGATGTGTCGCCGGAACATTTCCATGCTGAGTTTCACGAAACCGGACGCGTCGCCTG
TTTCTGGGTCGATGTGTGTGAAGA 
>Escherichia coli K-12 1268553_1268634 
AAACCGGTGCGGTAATTAACGTCAAGAAACCACAGTTTGTCAGCCCGGGACAGATGG
GTAATATCGTTGATAAATTCAAAG 
>Escherichia coli K-12 reverse 3957334_3957415 
TGGTCACTGGTGAAGCGGATCTGGCGATTGCGGGTAAACCGGAAACCTTGCCCGGCG
CAGTGGCGTTTTCGATGCTGGAGA 
>Escherichia coli K-12 3302889_3302970 
GCTGGTGTATGCCAGTGGAGCTTTCCCGCGACTGGCTGGTGAATCTGCTTAATCAGT
GCGATGAGCTGGGCATTCGTAACC 
>Escherichia coli K-12 reverse 2980250_2980331 
ACACATTGCGGATGCCACCGGACGTGCAATTACCGGGGCCGGAATGACTCGTGTGGC
GCTGCTGGGTACGCGTTACACCAT 
>Escherichia coli K-12 3192483_3192564 
GGTCTGGCAATCACCACTGTCGAACCTGTTCGTGGTTCCTGTCAGTTTACTGTTTAC
GATTATTGCGGTGCATTATACCGG 
>Escherichia coli K-12 reverse 2247758_2247839 
AAGATCCGGCGAAAAACATTCCACGCGCGGTACGTCAGGTGTTCTGGCGAATCCTGT
TGTTCTATGTGTTCGCGATCCTGA 
>Escherichia coli K-12 reverse 1057569_1057650 
ACCGCTGGAACTGCGCGAACTGGTAGTACGGGTGAAAAATCTGCTCTGGCGAATCGA
CCTCGCGCGACAAGCTCAACCGCA 
>Escherichia coli K-12 357583_357664 
GTCAGCGGCTACCGTGATTCATTCCCGCCAACAACCGCGCATTCCTCCAACGCCATG
TGCAAAAATGCCTTCGCAGCGGCT 
>Escherichia coli K-12 4290915_4290996 
GACTGGAAACATTGATGCTGGTGCTGGCGGTGTTGTTGGGGGCTTATACCGGCTTTC
TGCTGTCGGCGCTGAAATCGTATC 
>Escherichia coli K-12 3545184_3545265 
CTTACACGCTCGTCGCACCACCGGGTTGCAATTGCCGGATCGCATCGTCAGCGTTCC
GTTATGGCAGCGGCGTCACTGGCG 
>Escherichia coli K-12 1041227_1041308 
AGAAACAGGACGAAAGCTGTTCATTAACGCAGGCATTACCATCGGAACTCAAGGTGA
GCGCCGACAATGTCTCATTAACCG 
>Escherichia coli K-12 3795413_3795494 



37
9		

TGAGCGAAGGTGAAAAATCATATACCTGTAATCAATTTTCGCTTTCATCAGAACGTC
CGATGATTGGTTTTTGCCCGGGTG 
>Escherichia coli K-12 3731588_3731669 
GCGGCTCGCCGGTAGATAACAACGCCAAGCTGTTCCGCGCCGGACAAATGAAAGTGT
TAAAACCTTACGTTGATTCCGGAA 
>Escherichia coli K-12 reverse 2360772_2360853 
CGCACTGGGGGCCACATGATGGCGATGCGGGGATCCGCAAAGATGCCGCTATGGTCG
CGGATATGCGTGAAAAATGCGGTG 
>Escherichia coli K-12 reverse 4513818_4513899 
GCAATCTGCGGCTATCATCGGCGAAATGGTGGGTAAAAAGCGAGAGATGCAGGCACG
TCTGGAACAACATAAAGAGAGGAT 
>Escherichia coli K-12 reverse 2402911_2402992 
GGCGGTAGAGAAACTGGCCGGGATCACCGTGCCGGATCGCGTTAACGTCATTCGCGT
TATGCTCTCCGAACTGTTCCGCAT 
>Escherichia coli K-12 reverse 115084_115165 
GTTTGCCGCTATCTATAAGACCTTCAACACCCCACTACCGGCACTAACGCAGGGGAT
CATGACGCTGGCAGACTTTAGTGG 
>Escherichia coli K-12 1294246_1294327 
CGCCGCTATACGCCTCACAGGGCTCTTAAGCACCGACGTTGACTTGTGACCTGTAAA
GTACAATATCCCTGTGTTTAGGCG 
>Escherichia coli K-12 4415919_4416000 
ACGCTGGTTTCGATTAACTAAATGAAATATGTGAAAATTGTAGGCCGGACAAGGCGC
TCGCGCCGCATCCGGCATTGTTCA 
>Escherichia coli K-12 2721244_2721325 
GAACCATCACTGCTTTTATGCATATGGTGGAGTACCGGCGTAATCAGAAGCAACTAC
GCGAAACGCCGGCGTTGCCCAGCA 
>Escherichia coli K-12 reverse 2489675_2489756 
TATTGGTCTGTATTTGCTGAATCCTTCTTCAGGAGCGGATGGTAAGAAGAATAGTAA
TCTGAGCGCATTAATTTCTGCGGC 
>Escherichia coli K-12 1551625_1551706 
GAAAGGCAATGAGCATAAAGTGGCGGATGTCGGTAAGTACAACGCCGGGCAAAAGAT
GATGTTCTGGTCGATCATGAGCAT 
>Escherichia coli K-12 3268969_3269050 
AACAAATTTTACTAATGCCAACATGTTTCAGGTTAATTTTGTTAGTTCAACACAAAA
CGCCACAATCTCCTGGGATTATTT 
>Escherichia coli K-12 reverse 2521996_2522077 
GCCCGCGATGCAAATGGCCTTGCTGGAACGCCGCGAACTTGATGCCGGGATCTGGCG
AATGGCGACAGAACCACCGACTGG 
>Escherichia coli K-12 reverse 3677281_3677362 
GCGAATTGGTGATAGCGATATCCACGGTTCTCTGGTCTACACCACCGGAAAGCCACG
ACCAAAACTGGAAGGTGATGTCGA 
>Escherichia coli K-12 reverse 2288246_2288327 
ATACCACTGTAGATAGTGGCGGCTTACTGGAGGTTATGGATGGCGGGACTGTAACTG
GCGTTGATAAAAAAGCAGGCGGAA 
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>Escherichia coli K-12 1624993_1625074 
AAATCCTCAGCGTAAGCCAGCAATCTCTTGAACGATATTCTGCGGTGAGTGAGAAAG
TGGCAGCAGAAATGGCAACCGGTG 
>Escherichia coli K-12 reverse 3847925_3848006 
ATCGCCCGCAGGCGTTAGGTTTACCGGCGGTCGGTGAATGGCGACACGACGCGCTGG
AAATTGCTCAACAACAAGAAGGGG 
>Escherichia coli K-12 1524385_1524466 
GAAAACGGTGAGACTTGCCTGCCTTTTATCACGGCGTATCCGGCACTTTCGTCAGTA
ATCTGAATTTGCCCGGCACGTAGC 
>Escherichia coli K-12 708998_709079 
ACTCCTTTGGGGCGAAATACGACTTCAAAAATAACTTCGTACTGGAAGCGGCATTTG
GTCAGGCGGAAGGGTATATCGATC 
>Escherichia coli K-12 1646916_1646997 
GAATTGCAACTATTTCTGTAGTCACTTTTGTGGGGACAGTCCACAAAACTGCCAACT
TCCGCTTCTTGCTCTTAGCGGACA 
>Escherichia coli K-12 2010116_2010197 
TTGCCGATGGCTGGTTTGAGTGGAAAAAAGAAGGCGACAAAAAACAGCCTTTTTTTA
TCTATCGTGCTGATGGACAACCTA 
>Escherichia coli K-12 613299_613380 
ATGCAACAGCAGAAGAACGCCCGCTGGCAGTTTTGCTCGATGGCGAATTTTGGGCGC
AAAGTATGCCCGTCTGGCCAGTGC 
>Escherichia coli K-12 reverse 2471794_2471875 
AAGAAATGTAGGGACAGGGGCGAATCAGATACCTGATATGGGTAGTTTTATGCTTTC
TGCTTCAGTTCCTGGATATCAAAA 
>Escherichia coli K-12 reverse 2550889_2550970 
GCTTTTTTGAAGTGATGAAGGGCGACAACGTGGCGATGGTGATTAACGGCGATCAAG
GCACGATCAGTCGCATTGACGTGC 
>Escherichia coli K-12 2353422_2353503 
CTGGCGATACCATTTCGCTGATTGGTACCACCTCTTTACGTATTGATTACAACGAGA
TTGACGATAATCGAGTGACGGCAG 
>Escherichia coli K-12 3893205_3893286 
TATCGGTTTTTCCGGTCGCGAAAGCCATCCTCGCTCGCGGGAGCTGTTAAGCTCGCT
ACCGTTAGCCATTGATTATGAAGT 
>Escherichia coli K-12 209061_209142 
GCAAATGGCTGAACGCTTTAAGATGCCTATCATCACCTTTATCGACACCCCGGGGGC
TTATCCTGGCGTGGGCGCAGAAGA 
>Escherichia coli K-12 reverse 3391266_3391347 
AAGAAGCAGTGCGTATGGCGCTGGTCAATCTTTCTGCCGTTGCTGCACCAGCGGGCA
CCATGCCGGTAGTACTTGGCGCAG 
>Escherichia coli K-12 reverse 619752_619833 
CGGTAACGAAAGCAATGCAGGCCACGGGAATAACTCATCTGGCAGATCAAAGCGTGG
ATACCCTTTCTGGCGGACAACGCC 
>Escherichia coli K-12 reverse 3595901_3595982 
GGTGGTGGGGCATAGCGAAAACTTCTCTGCCTCTATTACCACCATGCAGGCGGTGAT
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CTGGATTGTTACCTTCCTCGCCAT 
>Escherichia coli K-12 2616786_2616867 
TCAGGCGCGTTACTCCTCGCGCCCGCCGGAAATTTTATTGACTCACCCGTTGCCGGA
AAGTCGTCTGGCAGATGCCCGCAA 
>Escherichia coli K-12 4543958_4544039 
TATTCATTTACGGGAATGTAGCACGGTGGTGAGTGAACGTGTAGGTGTGGCGTTTCA
CGGTGTCGCGGATGGTAAAAATCC 
>Escherichia coli K-12 2939694_2939775 
ACGCCAGTTGCCTGACATCAACATTCAGGTCTTCACCAATAGCCATCCGATTTGCCA
TGAACTCGGTAAACGCGAACGCAT 
>Escherichia coli K-12 reverse 3790793_3790874 
TGTCGTTTGATCTGGTGGGCGAAGATGTGCTGGTTTCTGGTGCAGGCCCGATTGGTA
TTATGGCAGCGGCGGTGGCGAAAC 
>Escherichia coli K-12 3827336_3827417 
CTGCCGGATGCGATTCATCACCCTACAAATTCAATAAATTATGAATCAATACGCAGG
CTTGATAAGCGAAGCGTATCAGGC 
>Escherichia coli K-12 2652877_2652958 
CGATGATCTGCTGTTAGAAGAAGGTGCAGTAGAGCTGCCGGAAGGAGAGTTTAACGC
CGCGTTTAATCCTGAAGCCGTGGT 
>Escherichia coli K-12 reverse 4104249_4104330 
AGGAATTCCTTGCCGCAGGTGCCAGTTTTAACCAGATGGTCACCGCGCTGGAGCGCA
TGATGACCTCTCAGCAGCGTCTGC 
>Escherichia coli K-12 reverse 1071326_1071407 
TACGCGCCGCTGTTTTCAGGTTCGCGAACGATTACTGTATAGCGGCGGCGCGCAGGC
ATGGGTGGAAGCGCAGCCGTTGTT 
>Escherichia coli K-12 reverse 901161_901242 
GTCGCTGAATAGTGCGGCGTATACCACGCAGCTGTTTTACGGTGCAATTCGTGCGAT
CCCGGAAGGTCAGTGGCAGTCCTG 
>Escherichia coli K-12 4553592_4553673 
CGGCGACGCCAGAAACCTTACAGGAAATTGCTGACCAGCTGGGTGTTTACGACCCGT
GCGCCATTGCCTGCGAACCGTTCC 
>Escherichia coli K-12 reverse 319299_319380 
TTTTACGCGATCAGGGCGTCGATATTATCCTCAATGCCCATGTGGAGCGAATCAGTC
ACCATGAAAATCAAGTGCAAGTGC 
>Escherichia coli K-12 reverse 3525830_3525911 
ATTAATTGATCCGGGTGAAAGCGTCTACGAAGCCGCTAACCGCGAGCTAAAAGAAGA
GGTTGGATTTGGAGCGAACGATCT 
>Escherichia coli K-12 2761223_2761304 
GTTTGTATTAAGATATCGGTAATCTTTTGATGGTTGGAAGCCCGTCCTGGTAGACGA
CCTAGCCTACCGAAGATGTGAGTT 
>Escherichia coli K-12 reverse 4229758_4229839 
TGCTGGCACCAATTACTGACGTGGTTAAACGTGGCGCTCTGTATATTGGCTGGAGCG
CAGGCGCTAACCTTGCTTGCCCAA 
>Escherichia coli K-12 4411592_4411673 



38
2		

GCTCTTTGTCTATGAAGAGAGCTACGGTATCAGTAAAGAGAGTCACTGGCGCGAGGC
GATCAACGCCAAAGCGATGGGAGC 
>Escherichia coli K-12 reverse 4263700_4263781 
GCGGCGTTGGCTTAATTGCCTGCCAGTGGGCAAAAGCCCTGGGCGCGAAACTTATCG
GCACCGTAGGAACCGCGCAAAAAG 
>Escherichia coli K-12 3673829_3673910 
GCGTGAAGCGATTCGTGCCCAGTCGCGCGATGTCTGGGAACGCTCGCCGCAAGATCA
GGAGAAGTTCTGGGTAAAATATCT 
>Escherichia coli K-12 3088942_3089023 
AAGCGAAACGCGAACTGGATGAAATCCGTGAAAGTTTGCAGGTTAAACAGAGTGGCT
GGGCGCTGTTTAAAGAGAACAGCA 
>Escherichia coli K-12 2811974_2812055 
CCAATCAGGCGATGATTCTGGGGACTAAACTGGAAGATCAGCCAGCCGTGCAACAGG
CTGCCACCGAAGTACGTAACGCCT 
>Escherichia coli K-12 4043692_4043773 
CTCAGGCATGGGCTGTGGCGATGGCGCTGGGCGTGGAAGACAAAGTGACTGTTCCGC
TGTTTGAAGGCGTACAGAAAACCC 
>Escherichia coli K-12 4062840_4062921 
TGAGGTGAAAAAAGAAGACGGAGCATCGAAAAACACCAGTATGACCTCGGTGCTGAA
AGACAAAACTATCTGGCTTATCGC 
>Escherichia coli K-12 reverse 902583_902664 
CCCTGTTTGTGGGTCAGCAAGGCAAATACACCAGTGTTGATCAGCTGAAAGGCAAAA
AAGTCGGCGTACAGAACGGGACGA 
>Escherichia coli K-12 reverse 2639899_2639980 
CATGTACACTAACCCGCTGCGCGTGCTGGATTCAAAAAATCCGGAAGTGCAGGCGCT
TCTCAACGACGCTCCGGCATTAGG 
>Escherichia coli K-12 reverse 3806466_3806547 
ATACAGTGAGCAAATCCCAAACAGCCGTGAAATTTATCGCCAGAAAAATGGCATAAA
AGAGCAACAAAACTTATTACTGCA 
>Escherichia coli K-12 57732_57813 
TGGTCGTTTTGACTTAATTCGTATGTTTCTGGAGATCCAGATTCAGGCGGCGTTTGC
TGATGGTTCACTGCACCCGAATGA 
>Escherichia coli K-12 2562781_2562862 
AGAATATGCGAAGCACTGGAACATGAAAGGCGTCATGAATGACAAAACCCGCTTCCA
CGCCGACAAGTGGGTAGGGTACAG 
>Escherichia coli K-12 1204931_1205012 
CATGGCGCGACTTTATACCCGCGAGATTGACGGTAAAACGCATTACTACAGTGTGGC
CCCGCGTTTCTGGGTACCGTATGA 
>Escherichia coli K-12 reverse 2914310_2914391 
TTTTGCGCCATACCGCACCGCTAAGTTCGGCAGATCGCGAAAAACTGGAACGCTTTT
CGCATTCTGAAGGCCTGGATCTGT 
>Escherichia coli K-12 3095411_3095492 
GTTTGCGCATCGCTACCCGTCTCAACGACCAGCGCCCGGCAGAACTTCCCCCTCTTA
ACGTTCTGATTCAAATTAACATTA 
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>Escherichia coli K-12 reverse 4555866_4555947 
AGGTTTACGGCTAAATTTATTTATGAAGAGCCCTTTCGATCCTGTTGAGGACTATAC
AGTTCATGAAATAACATTAGGCCC 
>Escherichia coli K-12 1478635_1478716 
CCATTTTTTGGGGCTGGATAATGACCGTTTTCGCCTTGAGTCATGCCGCCTGGTTAT
TAATGTTGCCAACCACAAATATCC 
>Escherichia coli K-12 reverse 3793215_3793296 
AAGCTATCAACATGGGCTTAGTGAAAACGCCTCTTGTTGCGTGGATAGATTTTGGCT
ATTGCCATAAGCCAAATGTAACTC 
>Escherichia coli K-12 reverse 1698627_1698708 
TGTTGATACGGTTCGCCCGGACAACATGCAGGCTGCACAGTTGTTGACGGAGCATCT
CATTCGCAATGGGCATCAGCGGAT 
>Escherichia coli K-12 2004536_2004617 
CCCAGAATGCGCAGCTGACAGTCAACAACGTCGCCATCGAGAACAGCAGCAACACCA
TCAGCGACGCGCTGGAAAACATCA 
>Escherichia coli K-12 107922_108003 
ATTCGAACTATTCCGTTGATTACTGGCATCAACATGCCATTCGCACGGTAATCCGTC
ATCTTTCTTTCGCAATGGCACCGC 
>Escherichia coli K-12 reverse 4500153_4500234 
TCTCTGTTATTGCTTCTGATGCGGAGCATGCCACTTTCCTCAAGAAAGGCAGCTTCG
CTTCCCGTAAAACAGATGACAAAC 
>Escherichia coli K-12 696314_696395 
GGATAAGACGCGGCAGCGTCGCATCCGACATTGAAGGATAAGACGTGTCAACATCGC
ATTCGACATTGAATGAACGCAGAA 
>Escherichia coli K-12 2448842_2448923 
CAGCCATTTTGAGGCGAAGAAACTGCGCCGTGGCGATTATTCGCCGGAGTTGTTTTT
GGATTTACACGGTCTGACGCAGCT 
>Escherichia coli K-12 reverse 2254676_2254757 
TCCGTGAAATTGTGCTAATGGGCGGCGCTTACGGTACAGGCAACTTCACGCCATCTG
CCGAGTTCAACATCTTTGCCGACC 
>Escherichia coli K-12 4438137_4438218 
AGAAAAAACAGTCTGACATACCGAAAAGGATTAAAGGTTATATTCACCAGGCGATTG
GTGACGTGTCTTTAGGTTATGCCT 
>Escherichia coli K-12 4474381_4474462 
TCGTCCGGTAGGCGAGTGCCTGGTTGAGGTATTAAAAGAAGCGGCGCGCAGATATAG
CCAAAACGGCGGCTGCGCTGGCTG 
>Escherichia coli K-12 reverse 395669_395750 
AGGCGGCGTACTCTAACCTTGCGTTCGACCTGCTGGCAGATGCACTGGCGAATGCGT
CCGGCAAGCCTTATACCCAGTTGT 
>Escherichia coli K-12 reverse 3828023_3828104 
CCACGCCGAACGGTATTCCGGATGACCAGGAAGTCCCGACGGCGTTTGAAAAGCCGG
ATGTGGGACGCATGATCACCTCGT 
>Escherichia coli K-12 reverse 846750_846831 
TCATGATCAACTCCGGCGCGTATATTGCGGAAATCACGCGTGGTGCGGTGCTGTCTA



38
4		

TCCACAAAGGTTTTCGTGAAGCAG 
>Escherichia coli K-12 1506401_1506482 
TTTATGATCCACAACAGCAGGCGATGGTGATCACTTCGCTGTTTCCTTATGATCCAC
AACTCTGCTTTGAACACTTCTCGA 
>Escherichia coli K-12 reverse 2690345_2690426 
GACCGAGCGAGTTACGCTCGGTTGGGCAACGTATTCTTTGGTTAAGTGAGCGCCTGT
CATGGCTGGAATCCCAACGCCATC 
>Escherichia coli K-12 1700112_1700193 
GCGGCACGCAGGAAGTCTGCGGTCAAACCGTCAGCGGCGCACTGACCATCTTCCAGG
CGCAATTGAGTTGCCCGACCACTC 
>Escherichia coli K-12 879260_879341 
GCAGGATCTGGATAAATTACAGGGCAAACTGGTGCGTCTGACCGACCAGGGCGAAAT
CCCGGATGATAATCCTTTTATAAA 
>Escherichia coli K-12 4641246_4641327 
CTTCATGGATGAGCCATGCCGCGCTGGTGTTTGGTCGCGAAGATTCCGGGTTGACTA
ACGAAGAGTTAGCGTTGGCTGACG 
>Escherichia coli K-12 243793_243874 
ACGTTAGTCATATTTCCTGCGTCGGTAATGATTTCGGTTTCAATGATATTTTCTCCC
GCTACGTTGAAGCGGTAGGTCGCG 
>Escherichia coli K-12 reverse 3513971_3514052 
CCCGCACGTTGCCGATACGTTGGGCGCGTTGCAGGCTAAAGGCCTGCCGCTAGGCCT
GGTCACCAACAAACCGACGCCGTT 
>Escherichia coli K-12 48661_48742 
TTTTGCTGCTCGGTTTCCTCATCATCAAAATCGCCATGCTGTGGCTGATTGCCCGAC
CGTTGCAAGTGCCAAATAAACAGC 
>Escherichia coli K-12 reverse 1939668_1939749 
TGATGGCCTCGCAAGGGCAGAAAATGGCAGCGATGTTCCATAATCAGGGCAACCCGG
TTTTTGATTATGTCTGGAACACGG 
>Escherichia coli K-12 reverse 717566_717647 
AGTCTGCGTGTGCGAATACTGATGTAGTGGAAAACCCGGAACGTAATGTGCCAATCG
CGGTACTCGGCGGTACGTTAGGTG 
>Escherichia coli K-12 reverse 1229899_1229980 
AAAGTTTCAACAACGCTTCCGGGAAACTGCTGGCGTTAGATAGCCAGTTAACCAATG
ATTTTTCAGAAAAAAGCAGCTATT 
>Escherichia coli K-12 377002_377083 
TGAAATGAACCGAATCACCATTGCCAATGGCGATATTGGTTTTAACTTCACTGACGG
CAATCTGATTAAGAAGATTTTTGT 
>Escherichia coli K-12 4199760_4199841 
ATCTGTACGGCGTTTATCCGGCAATCGATGCCTGCGTGGCGTTAAGTGAACTGGTCC
ATTCGCGTTTGAGTGGTGAAACGC 
>Escherichia coli K-12 2078942_2079023 
TTCTCGGATGAGAATGATGACGGTGATACACAGATAAGAATCAATGAGCAATGAGGG
TTGCCGGGCAACCCTCATTGAATA 
>Escherichia coli K-12 3749623_3749704 
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GTTTTGCTGAAGGGCTGGCGTGGGCAGTCGAACAGGCGGCGGCATCACAAGTAATGC
TGGCGGTGGAGATTATGGATACCG 
>Escherichia coli K-12 2926951_2927032 
CAGAGCCGTCGATTATCGCCGCTGAACCGCCTAACCCGCTGGTCAACGAATTGATCA
TCATGCCAGATATCGAAAAACGTC 
>Escherichia coli K-12 reverse 4284038_4284119 
TCTCCGCGCTCTCTCTGGGTCTGGGACTGATGTTTGGTACGGCGGGCTTGCCGCACA
TTCTGATGCGCTTCTTTACAGTCA 
>Escherichia coli K-12 reverse 52882_52963 
TGCTGGCGACCGAAGAACTTCGCGTGGCGCTGGCAACGACGCATTTACCGCTGCGCG
ATATCGCAGACGCTATCACCCCTG 
>Escherichia coli K-12 1869557_1869638 
TGAACCTGCGCAACTGCTGGAAGAGGAACGTCTGCGCAAAGAAATTGCAGAATTACG
TGCCAAAATTGAACGCGTCCCTTT 
>Escherichia coli K-12 3236172_3236253 
CAATAAGATCCATGTGCTAAAAAACGCGCTCGGGTTACATACCGCTGTTTCTCGTGT
GCAGGGCGGCAAGCTGAAAGCAAA 
>Escherichia coli K-12 1062059_1062140 
ACAAGCGGCGCTGCCGTATGCATCGGCCTACAAACAGGACGAGCAAGAGATTAAACG
CTTGTTAGTTGAGGCAGGGATGGA 
>Escherichia coli K-12 3720315_3720396 
TTATTTGTTTTCAGGAAATAAATAATCGATCGCGTAATAAAATCTATTATTATTTTT
GTGAAGAATAAATTTGGGTGCAAT 
>Escherichia coli K-12 reverse 1505453_1505534 
CGCAAGGTGACGTTGTCACAACTGATGTTGTCTTTAAACCCGTTCTCCCCACTTATA
TTACCCCTGATTTTTCGTTTGCTC 
>Escherichia coli K-12 reverse 2667237_2667318 
GTCCGACGATTCAGCCACAAGGGGCAAGTCGCCAGCAGGAGAGCACCGGTTGGTCTG
CGTGGTTGGCGCTGGTTCGCCAGA 
>Escherichia coli K-12 2756740_2756821 
TCCTAGTGTAAATATCGGAAAAGCTTTCGAGAAACCGCAAAAGAAAAACATGCCAAG
CATCCGGCCGGATCAACTTCCGCA 
>Escherichia coli K-12 reverse 254948_255029 
TGCTGGTGCGCTTCCTGGCGGGTCATGCGGAAGAACTGGATCTGCGCCTTATCGATT
TCAACGGCGGCACACTGCGTAACG 
>Escherichia coli K-12 reverse 2365280_2365361 
CCGTGAACTGGGCAACGCTTTTAGTGCTGATATCCCTGATTTCGATCTTTATTCCAG
TAATACCGTCCGGACCATTCAGTC 
>Escherichia coli K-12 2711192_2711273 
TAACAGAAGCACTGCGCGGCGAAGGCGCTTATCTCAAGCGCCCGGATGGTACGCGTT
TTATGCCCGATTTTGATGAGCGCG 
>Escherichia coli K-12 reverse 2477122_2477203 
TCAATCTGCAACGTGCCGGAATCGATTTGGCGATCTACTTTGATGATGCGCCGTCAG
CGCAACTCACTCATCACTTTCTGA 
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>Escherichia coli K-12 2208496_2208577 
TTGATTTCAAAAGTACTCTGCGCGCCAACCTGCAACACTGGCACCCGCAACACGGCA
AGTTGTATATCGAATCCCCCCGCT 
>Escherichia coli K-12 reverse 1313252_1313333 
AGAGAGTCAGTGCGCTGCGAGCTATTGGTGCCAGTGCGCCGATATTGCCAAAGTTAT
TTATTCTGATTTTTCTGACTACCC 
>Escherichia coli K-12 reverse 3949170_3949251 
AGAGGCACTGGAGAGTGCTGCGATATTAAGTCTGGTAAATGCTGAATCAGTACAAAA
ACAATGGCGGCAGCGCCCGTTCCG 
>Escherichia coli K-12 reverse 3602374_3602455 
TAACGTGGCGATCCCGCTGATTATCGCCGGTGCCAGCGGTGACGATATTCGTCGCCG
GGTGTCGGCGGCGCTGGATAAAGT 
>Escherichia coli K-12 386551_386632 
AGTGGGGCTGGAAGGCGCAGAAAAACGCTACATCTGGCAGCTTTCCGGTGGTCAACG
TCAGCGGGTGGGGATTGCTCGTGC 
>Escherichia coli K-12 4608945_4609026 
GGTTTCTCTGCTTAACGCCATTCGTGGCAACGCCAAAATCGGCATCATCACCAACGG
CTTTAGTGCCTTGCAACAGGTGCG 
>Escherichia coli K-12 reverse 791508_791589 
GGAACAGATCCTCACCGATCTGCAAAAAGCCCAGCCGGACTGGAGCATTGCCCTGCT
GCGCTACTTCAACCCGGTTGGCGC 
>Escherichia coli K-12 1520555_1520636 
TCTGGCTGTTGAAAACCTCACCCCGCAAGACCTTGCGGAACTCCAGGAATTGCTCGA
GAAATTACAGCAGGCGCAAGAAAA 
>Escherichia coli K-12 4458596_4458677 
TGAGCGATCTGCAAACGCCAGAGTGGGTTGGGGCCGACTGTGCTCGCCGTACTTTAT
CGCGTCTGTCACCGCGTAAACTCT 
>Escherichia coli K-12 2851398_2851479 
CGTGCGCAGTTATTGAAGGCGACCAGCAAACCGTGAACGATGCCGCACGCATTCGCG
CTACCGGCACACCAGCGATTCAGG 
>Escherichia coli K-12 reverse 2297293_2297374 
TGACGGCGTTAGAAAATCTGCACTTTTATCATCGCGATGGCGATACCGCACAATGTC
TGGAAGCCCTGGCGCAGGCCGGGC 
>Escherichia coli K-12 42749_42830 
TCCTCTGTGGCGATGGTTCTTCCGACCTTTATGCCCAGCAGGTTGGTCTGCTGGTGG
GCGAAATCCTCAATATTCCGGCAG 
>Escherichia coli K-12 3720901_3720982 
TGTGATCGAGCAGCACATGTCCCTTAATCAGGCTGCTGCTCACTTTATGCTTGCTGG
TAGTGGTTCTGTAGCCAGGTGGCT 
>Escherichia coli K-12 reverse 3203681_3203762 
ATGCGCTGGTCGTTGGCGGTTTGTTGCTGATTGCCGCCGAATGCCTGAAGCCGAAAG
AGCCGCGTGCGCCGGGTCTTGATG 
>Escherichia coli K-12 3824820_3824901 
TGTCGATTTCCGCGAAATTGATTACACTCGCCCGACCTGCATTTTGATGGGACAGGA
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GAAAACGGGCATCACGCAGGAAGC 
>Escherichia coli K-12 462811_462892 
CAAAGAAAAATCTGCCGATATTATCTCTGCTCGTAACGGCGGCGATATGGGTTGGTT
AGAAGATGCCACTATCCCGGACGA 
>Escherichia coli K-12 reverse 2530701_2530782 
GCCTGTGCATTCAGCACCGCAACCGGCACAACAGGCTTTCCAGCCTGCAGAACCCGT
AGCGGCACCACAGCCTGAGCCTGT 
>Escherichia coli K-12 957069_957150 
ATCTTCTGGAAGGCAAGCCAGTTGTCATTATTGAAGATGGCGAGCTGGCCTGGTCGA
AACTCAATAACTCCAACATGACGG 
>Escherichia coli K-12 2564888_2564969 
GCTTGAGGCGGCACTAGCAAATAAACAAGTCCCAGCAGAAGCGGAAGAGATGGGAGG
TGAAAAAGTGGAAGAAGTGGCAGC 
>Escherichia coli K-12 reverse 784313_784394 
ACGGCAGCGAAGAGAAAAACCTCAACGTACGAGCAGCGGCACTGCATGTGCTCGGGG
ACCTGCTGGGTTCGGTTGGGGCTA 
>Escherichia coli K-12 2607668_2607749 
GTCCGGTCAGCGCCCTGCTCTCCGCCGTATTGCTGAACTGCGCGCTGTTGGTGCTGA
TTCGCTATTACATCATTATTTGCC 
>Escherichia coli K-12 2580598_2580679 
AGAAGAGTTTACCCGACGGATGAGCGGTGGTTTACCGAAGGACTGGGAGAAAACGAC
TCAGAAATATATCAATGAGTTACA 
>Escherichia coli K-12 1774183_1774264 
CCGGTGGTGCCTCAACGGCAATTGGCGCGCAGGGGGCAATTGAAGGTTTAAAAGAAA
TTAAACTCTTTAACCGTCGGGATG 
>Escherichia coli K-12 reverse 2999474_2999555 
TACCGAAATCATCCTGGCCGCCAGTAGGGCAACGTTGTTGGTTATGGCCAACGACAG
GGAAAGTTATCATGCCGTATTCGA 
>Escherichia coli K-12 reverse 903331_903412 
CCGTGTACTGGGGTTGAGTAAAGATCAGGCGCTGGCCCGTGCAGAAAAACTGCTGGA
ACGTCTGCGTCTCAAACCTTATAG 
>Escherichia coli K-12 reverse 3163073_3163154 
TAACCGGCAACTTATTGATCGACAGAAACAATCGCACTAAAGCTCACGGCACCATTG
CGGAAGTAGTGAATCACTTCAAAA 
>Escherichia coli K-12 3294379_3294460 
CCGGTGAACAGCCTGCAGCCCAGCCGGTGCCTGTAAGCGCCCCGGCGACAAGCACCG
CAGCGGTAAGCGCACCCGCAAATC 
>Escherichia coli K-12 reverse 112870_112951 
GCTGATTCAGCAAGAGACGCAACACCAGATCCAGCAAGCTACTTCCCCCTATGTACT
GTGGGTTGTGCCATTGCTGGTAGA 
>Escherichia coli K-12 reverse 1966676_1966757 
GGATGACTGGTTTGCCGATCCGATTGACCTTGCCGACGCCCGTGAACTGGTAACAGA
TACACGACAATTTCTGGCAGATGT 
>Escherichia coli K-12 3638352_3638433 
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TATGTTGGTATTGATTGGCGTCGCGCCAGCAGGCTTCGTGGTGAACATGAATGCCAC
TGGCTACGAAATCACCCGTACCCG 
>Escherichia coli K-12 reverse 3205751_3205832 
TATTGATCTGGATATTCGTATTAATGACGAAATTCCTGATTATTATATTGCGCATCT
TTTGACAAAAAATAAAAGAATATT 
>Escherichia coli K-12 reverse 2458048_2458129 
CATAAATCATGCGCTGAAGTACAGTTGGGATCAGCTGGAGGGCAAAGTTCGCCGTCG
TCATCTCAAAGCCAGCGAACGTGA 
>Escherichia coli K-12 4044875_4044956 
AAAGCGAGTCGAAATTTAATCAGATTAACATTATCAATCACGGGGAAGACGTTGCCC
AAATCGATGCTTTCGTTGCAAAAA 
>Escherichia coli K-12 reverse 3988436_3988517 
TTACCGATGATATCGCCAGCCTTTCTGCAGTATCGCAGGTGGATTATGACGGCATCA
TCCTTAAGCTTAATCAGCTTTCAA 
>Escherichia coli K-12 reverse 80125_80206 
CAATATGGCAATCGAAATGGGCGCAAAAGCCGGTCTGGTTGCACCGGACGAAACCAC
CTTTAACTATGTCAAAGGCCGTCT 
>Escherichia coli K-12 837511_837592 
GTCGGCAAACAGACAGGGAAATACTTGTGCTGGACGTAGCGTAAACGCCTGATCCGT
CCAACGGTTCGGATTTTGTAGGCC 
>Escherichia coli K-12 2139583_2139664 
GAGATTGAGCCACCCTGGCACGTTCACCGGCTTGAGCGTTCCATAGTAGCGAGGAAC
ATCAAGTGAACGGAACAGCCTTCG 
>Escherichia coli K-12 reverse 2152052_2152133 
TTCTGGGACTGATTTCATCGCCTGACGGCACCTTGATTATGCAGATTGGCGATGGCG
GCGTGGTGGTAGATTTGGGTCACG 
>Escherichia coli K-12 reverse 2675191_2675272 
ATGAAGGAATTTTGCGCGGCGAAGTTTCCGGCAGTGATAACGTGCTGGTGGTCGGTC
TGGGGCCAGTCGGCATGATGGCGA 
>Escherichia coli K-12 4597042_4597123 
GCGTCCGGGGAAGTGTTGGGCGCTGTTTTTTTTGTTTCTTAATAATGTGTTGTAAGC
CGTAGAAGGCGTGTAGGTCGCACC 
>Escherichia coli K-12 1099878_1099959 
GCGCATGGGTTGAGGGCGCGACGGAAGCGGAAGTGCGCGCTTTTCTTTCTGAGCGAG
GGATGCCATTAGCGGATACGCCAG 
>Escherichia coli K-12 reverse 4433555_4433636 
CGTTTACACCCTGCTGCGCAACGGCTGGTACAGCGAAAACTACCTCGCCAGCGCCCC
GGCAGCACTGGAACACGGCGTATT 
>Escherichia coli K-12 reverse 1536922_1537003 
TGCCCGATTATCTACCGCTGTATCTGGAGTATTTAAGCGTACTGCCTGACGATCAGG
CGAAAGAAGGATTGCTCAATGTTG 
>Escherichia coli K-12 reverse 4162681_4162762 
ACGTCTGCCGGTCGCAGGGAAAGAGATGATCTACCGTCAGGTAGAAAACAGCTTTAC
CCAGCCGAACGCGGCGATGAATAT 
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>Escherichia coli K-12 reverse 4529547_4529628 
ATGCTCAGGAGATCCAGAAACGCTACGGCATGGTCGGCGATCCGGTGATTATCGGCG
TAGTGCTCGGTCTGATTTTTGGCC 
>Escherichia coli K-12 2609281_2609362 
GGTGCCGCAACGAGCACATACTATTCGCTCGATTCTGCTGGAAGTCGAACGGCTACA
CAGTCATTTGCTTAACCTTGGCCT 
>Escherichia coli K-12 reverse 3045490_3045571 
ACGTGACGGGATATTTTCTCTGCTGCCGCGAGGCGGTAAAACGCATGGCGCTTAAAA
ATGGTGGCAGTGGCGGCGCTATCG 
>Escherichia coli K-12 reverse 405200_405281 
CTCCCGCACTGGTTAATGCCGGGATGACCTCCGTAACGCCAAACGCGCTGGTAACCC
CAGAAGATACCGCTGATGTGCTGA 
>Escherichia coli K-12 1777732_1777813 
AGCCTTCACCCTGTGGTGGGTCGACTCCAGTAAGCCCGGCATTAAGATTAACCCGCT
GCATAAAATCGGCTGGCATATGCT 
>Escherichia coli K-12 2159885_2159966 
ACTGCGTGGTTTTGGTCGCATGTTGGTAGCCCTGCAACAAGGCTACGGCAAGTCACT
AAAATGGGTGCTCAATCATACCCG 
>Escherichia coli K-12 1788919_1789000 
GCGCACGTACTACCGAAAGTCAGATCCACCGCGAAATGGCTTCGGCACTCTCCTGTC
CGGTAGGTTTTAAAAATGGTACCG 
>Escherichia coli K-12 reverse 1180834_1180915 
GGACGATAAACATCTCGGCCTTCTGATAGAAAATCACACGCTGGCTTATTTAAATGC
AGATCTCTGGTATCAGGGAATCAA 
>Escherichia coli K-12 315981_316062 
GGGCAGGAGACATCACGTACTTACGTACAGATGAAGGCTGGCTGTATCTGGCAGTGG
TCATTGACCTGTGGTCACGTGCCG 
>Escherichia coli K-12 4420639_4420720 
CAAATTGCCGGGCTGGCTGAACATTTTCCACGACAACATCGTCTCCACGGCGATTGT
GATGACCATCTTCTTTGGTGCCAT 
>Escherichia coli K-12 1514262_1514343 
GTTATTGCTGGCAAAAGATGGCGTGGCTCAGTGGTTTTTACAACATCTTGGGCTGGA
ACCACTGCTGACTGCGTTCCTTAC 
>Escherichia coli K-12 1264303_1264384 
TGGCGCGTCATCTGCGCGAACACAAAGTACAGAAGATGATTATCGCCAACCGCACTC
GCGAACGTGCCCAAATTCTGGCAG 
>Escherichia coli K-12 reverse 2310967_2311048 
TCATCAATCAGTCGCATCAGCAATATCTGCAAAAAGACCTGCCGGATTTATATGTCG
ATCTCTCCACCGTCGGCGAAGGCT 
>Escherichia coli K-12 reverse 2295912_2295993 
CCGGCTCTGCATGGGGAAAACCGATGTGGGGCACCTGGTGGGTATGGGATGCACGTC
TGACTTCTGAACTGGTGCTGCTGT 
>Escherichia coli K-12 reverse 2061435_2061516 
ACCAACTCGATATGGCGGTGATTTATGAGCATTCCCCTGTGGCTGGTGTATCCAGTC
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AGGCTTTGCTGAAAGAAGATCTTT 
>Escherichia coli K-12 reverse 3490508_3490589 
GTCATCAGGCAATGGCGCAGGCATTTGGCGGTAAAGTTGTGCGCGCCGCAAAGGTCA
TGCACGGCAAAACCTCGCCGATTA 
>Escherichia coli K-12 3156997_3157078 
ATTGCAAAAAGAGGGATTAATCAAAAGCATCGGCGTGTGCAACTTCCAGATCCATCA
CCTGCAACGCCTGATTGATGAAAC 
>Escherichia coli K-12 reverse 699911_699992 
TTTCGTGATTGTTGGCGAAACGCGTTCCTACAACTGGGACATGATGCATAAAGCAGC
CTATTTCGTCGCTAACGGTGCACG 
>Escherichia coli K-12 reverse 1193181_1193262 
CGAACTGGAAAAACCGCAGGTGCGTAAGATTGCTGAAGATCTTGGTCTGGTCACCGC
GAAGAAAAAAGACTCTACCGGCAT 
>Escherichia coli K-12 2719533_2719614 
ATCAGCCAATGGTGGTCTTTCCCGCTTCGTATGCTGATGAGCAACGGGAAGTGATCT
TCACACCACCTGCCGGTAAGCCAC 
>Escherichia coli K-12 reverse 4282390_4282471 
TATTCTCGATGACTCAAATTTCGCTCAGATAAAAATGACTGACGGAACTCTAAATTC
ATGTTCCGCTATGCATGTTCAATT 
>Escherichia coli K-12 2917890_2917971 
CGGATGCGGCGTTAACGCCTTATCCGGCCTACAAAACCAATTAAATTCAATGAATTA
AAAAATGATGTAGACCTGATACAT 
>Escherichia coli K-12 4179192_4179273 
AGAAAGGCGAAATGAACTTTGACGTTGTTATTGCTTCTCCGGATGCAATGCGCGTTG
TTGGCCAGCTGGGCCAGGTTCTGG 
>Escherichia coli K-12 reverse 392295_392376 
TTACCCCTTTAACGTAAAAACCGTGGCGGCAAGCCTGCGCCGTCAGGGACTGAGGGC
AAAGGCCTCCCGGAAGTTCAGCCC 
>Escherichia coli K-12 reverse 1233907_1233988 
CGGTGACCGTTCCGGTTCTGATTTGTGGCCTGTTAACCTGCCTGCTGGTAGAGAAGC
TGCGTTGGTTTGGCTACGGTGAAA 
>Escherichia coli K-12 reverse 345962_346043 
GGTTTGCGTGGTGCAGCATGCGCCGCCAGTCAACACCGCAAATGAGCACACTACAAC
AACCGATTAGCGCCCCCTGGTATG 
>Escherichia coli K-12 1153665_1153746 
GTTGGCGCTAAGCCCGGTGCGGCTGGGGCGCAATCCTCATCTTGCAGGTATTAAACA
TCTCAATCGTCTTGAGCAAGTATT 
>Escherichia coli K-12 1382360_1382441 
CTGGGATGTGAAACTGACTGACGATTTACGTTTCAACGGTTGGTTGTCGATGTATAA
ATTTGCCAACGATCTGAACACTAC 
>Escherichia coli K-12 179956_180037 
AGCCTATATTGCCCGGTTGCGTAAAGAACTTAATTTGGCGCTTTACAGTCGTTTTCC
ATTAACGTGGATTATGGAAGCTGC 
>Escherichia coli K-12 2630556_2630637 
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GGCAAATAAGAAAGCTCGTCAGGATAAACTGGACGCCGAAGCCTCTGCGGACAAAAA
ACGCGATCAAAGTTATGAAGATGA 
>Escherichia coli K-12 reverse 2318412_2318493 
CAGCGGAACAGGCGAGCCAGTCAAAATCGATGTTCCTTGCCACCGTCAGTCATGAGC
TGCGAACGCCGCTGTATGGCATTA 
>Escherichia coli K-12 4296076_4296157 
TGCCGCGTCTTATCAGGCCTACGCCAGACAGCGCAATAGCCTGATTTAGCGTGATTT
TGTAGGTCGGATAAGGCGTTTATG 
>Escherichia coli K-12 reverse 1915146_1915227 
TGAAGAAGCGAAAGCGCGTGTTCAGGCACAGCGTGCTGAACAGCAAGCGAAAAAACG
CGAAGCTGCCGCAACTGCTGGTGA 
>Escherichia coli K-12 1210723_1210804 
AAATGTTCCAGGTATTTATAGTGACAGTTTTTGGGCGTCTATAATACGTGGAGAACT
ATCAGAGCTTTCACAGCCTACAGA 
>Escherichia coli K-12 reverse 135146_135227 
CCCGGAAAGTCATCCTGAAGGCGGTTTATGTACCTTCCGCGCCGATATTGAAGTCTC
TACCTGCGGCGTGATTTCTCCGCT 
>Escherichia coli K-12 3995135_3995216 
CTTCCGCCGTGCCGTTTCGCGCTAACAAAGCGGAAAAGACCTATATTATGCGCGCCG
CCGAGCAGACAATCTTATGCGGCG 
>Escherichia coli K-12 475626_475707 
AAGTGCTGGCGCAGAAAGCGGTGCGTACTGAAGGTAAACAGTCACCATTCAGCTTTG
TTCTGTCATTTAACCCGGCAGATG 
>Escherichia coli K-12 2988867_2988948 
ACACAATGCCCCACCTGCCATAAAAGTTAATGCGGGATACAAAGAGAGCATTGGTGG
CGCAAAGAATTTCAATAACAAAAT 
>Escherichia coli K-12 3251478_3251559 
TCATCCGCATGTTCAATACCGCGTTTGATGCGCTGGGCGCGAAAGCGGGTGATTACT
ACCCTCCAGCCCTGCAAACAAAAA 
>Escherichia coli K-12 4542296_4542377 
CCCAGGAACGTGCTAACTGGAAAGGCGCTGACCGGACTGACGCTATATTTATTTCTC
GCCGCGGGAGTCGGCTTTCTCGCC 
>Escherichia coli K-12 975935_976016 
GCCCGGAACGGCTGGCGAATGAGGGGATTTTCACCCAGCAGGAACTGTACGACGAAC
TGCTCACCCTGGCCGATGAAGCAA 
>Escherichia coli K-12 reverse 3849346_3849427 
GAACGCCATCGCGCTGATCGCCAGTCAAACCTGGCGCGATCATCCGGTGGATTTATT
GCTCTCGCTGCTGGTGCAAAGTCT 
>Escherichia coli K-12 reverse 2113841_2113922 
ACGATGCCAGCGCCGACCCGCTACGTTACAACCTTGCTGCCATGATTGCACGTTTCA
ACGAAACGGGCCGCAGCCAGGTGC 
>Escherichia coli K-12 reverse 4243032_4243113 
TTCACTGGTCGCGTTGTATGCGTTGTTTGATCGTCTGGGTGAGTACATTCCATTCAT
TGGCCTGAATACTCACGGCGGCGT 
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>Escherichia coli K-12 reverse 2780397_2780478 
CAGGGCGACGCGGGTCACAGGAACACGCGCGGATGGCGTCGCGTTCAGCATCGAGCA
GGGTGCGGCGAACAATATCCTGCT 
>Escherichia coli K-12 reverse 1983008_1983089 
CGGTAAAGCGGTCGGTATCGAAGATGAAAGCTTCTTTGCCCTTGGTTACGCCAACTG
GTTCGGTCTGCCTGCGCCAATCTG 
>Escherichia coli K-12 1607686_1607767 
CTCATCTGGTTTCTTTACTTAATCCGCAGGGCGTGCTGGCAGTACAGATGCCAGATA
ACTGGCTGGAGCCGACCCATGTGC 
>Escherichia coli K-12 reverse 1091038_1091119 
CGCCTACGAGCATCCCGAATGATACCTGGTTACAGGGGCATTCGTTTCTCTCAACCG
TAGCAAAATATAGTAATGATCTTC 
>Escherichia coli K-12 reverse 2984962_2985043 
AAAAAGCGCGAGCGGCGATTGACGCCGGACGATTTAAAGATGAGATCGTCCCGGTAA
TGACCCAAAGTAACGGGCAGACGT 
>Escherichia coli K-12 reverse 159610_159691 
GCGTATCCGCCAGCAGCATCCGGTCACGCAATTTACTGACCAGCTGCGCGGCATTAT
TCACGCCGACGAAAAACTGGCACG 
>Escherichia coli K-12 1012588_1012669 
ATGGGACGACATCGCCCCGATGCCAGAACTGCGCCAGCCGCTAAAACCAGGCGTCAC
GGGGATACGTCAGGGGCTGCGTTC 
>Escherichia coli K-12 1488912_1488993 
GACAGGCAGCGTCTCTGCAGGTGAGAAGATCATGGCGACTGCGGCGAAAAACATCAC
CAAAGTGTGTCTGGAATTGGGGGG 
>Escherichia coli K-12 reverse 1314932_1315013 
AGATTCCATGAGTAAAATGGCTGCGCTTGGGCAGTCAATCGGTGGTATATTCCCTTC
TGATGAAATAGTCAAAGGCTCTAT 
>Escherichia coli K-12 reverse 2350434_2350515 
CGGTATTTATCCAGAAATCAAAGCGCCGTGGTTCCATCATCAGGAAGGGAAGGATAT
TGCGGCAAAAACGCTGGAAGTGCT 
>Escherichia coli K-12 reverse 644561_644642 
ATCGCCGGAAACCGGATTATCACTGGAAACGGCCGCTAAACTAAGTGAAGTCATGCC
AGGAGCTGGCGGACGTTCCTGCCT 
>Escherichia coli K-12 reverse 2129238_2129319 
TAACGTGATGATCACCGGCGATGCGCTGCTGGATTTTGGCGACGGGCATAAAATTAA
ACGTAGCGCCAAACCGGGCTGGTA 
>Escherichia coli K-12 reverse 1558485_1558566 
GCGCTATCCGTTTGAGCTTTCAGGTGGTATGCGCCAGCGGGTAATGATTGCGCTGGC
ATTCTCCTGCGAGCCGCAATTGAT 
>Escherichia coli K-12 reverse 2573864_2573945 
CGCTGGCAGTGTGGCTGCAAATTGAACTGGCGGAACCGTGGCAGCCGTGGCTGGCGG
ATATCCGTTCGCGTCTTGGCAACA 
>Escherichia coli K-12 reverse 2703684_2703765 
ACTTAAAAGCGGTGGATTTCGTCGTGAGTCAATTCTCGCCGACACCGTCGAAGCATT
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AATTGGTGGCGTATTCCTCGACAG 
>Escherichia coli K-12 3158074_3158155 
GCAATCATGGCAGCGTCTTACAAGCAGTTAATAGCGAGAATGAAAAAACGCTGGCCG
CTTTAGCTTCGTTGCAAAAAGAAC 
>Escherichia coli K-12 reverse 2028868_2028949 
AAAAGGACAAAATAAAAGGGGCGATTCGTACCGATTTTATATTGTCTGCGGAAATCG
TCGCCATCACGCTGGGGATTGTGG 
>Escherichia coli K-12 reverse 10172_10253 
GATTCTGCTGATGCCGAAACTGGGTCTGACCGATGCGCCAAATGCACAGTTCCTTGG
TGTCTACCTGGGTCTGTGGGGCGT 
>Escherichia coli K-12 reverse 1588005_1588086 
CTTTGTCATTAACCGATTGTCCGGTTGAAACAAGTGCAGTGACGGCAATCGTGACAG
GTTCAACTGACAATACGGGTTATT 
>Escherichia coli K-12 reverse 1800328_1800409 
GAGCAAGTCTTCTAAGGAACAGAAGAAAAAGCAAAAAGTTATCCAGGTTAAGGAAAT
TAAATTCCGTCCTGGTACAGATGA 
>Escherichia coli K-12 reverse 3055116_3055197 
CTTCCTTTTTCAGCTTTATCTGCCTGATGGCGATGATGTCAGCGTTTTCGATCGGGC
TGATGCATTGGCAGGTTGGGTCAA 
>Escherichia coli K-12 reverse 3351818_3351899 
AGGATTGCGCTTTAACCTGGAGCCGACGCTGCCATTACCGCATCAGGTCATTACCGA
CGGGACGCGTTTACGGCAGATCCT 
>Escherichia coli K-12 reverse 2868144_2868225 
ATGCCATTACCCAGGCCGACGCAGCAGAGCAAGGAGTTGTGATCAAGCCTGCACAAA
ATTCCACCGTTGCTGTTGCGTCGC 
>Escherichia coli K-12 reverse 2567455_2567536 
TTTCGCCCTGATCCTGATGAACATGATCCCGGTGATCATTGTTGCGATTCTGGTGGC
GCTGGGGCTGAAATTCATCCCGGA 
>Escherichia coli K-12 1324369_1324450 
ACAACACGCCGGGCAACTATACCTTCATCCTGAAGGGGACGAAGGAAGTGCCACGCC
GTCTGTTGCAGGAAAAACGCAAAA 
>Escherichia coli K-12 406628_406709 
TCGCTACAGGCGGCGGCATTATTCTGACGGAATTTAATCGTCACTTCATGCAAAATA
ACGGGATCGTGGTTTATTTGTGTG 
>Escherichia coli K-12 reverse 3080600_3080681 
CGCAGGAAGCCGCTGAATTTACCCGCCGTATGAAAGGCGAAATGCCGTCTGACTTCG
ACGCTAAAGCGAAAGAGTTCATCG 
>Escherichia coli K-12 3617358_3617439 
ACGCTACGCTTACCGCTGCCATAGAAGCGGTGGGGCTGGAAAACGCCGCGCGCGTGC
TGAAGCTGTACCCGTTCGAGATGA 
>Escherichia coli K-12 1375450_1375531 
TGGTAGGGCTTGGCGCAATCGGTCAAATTGCCATCCAACTGGCTAAACGCGCTGGCG
CTTCTGTGGTGATTGGCGTCGATC 
>Escherichia coli K-12 reverse 4310175_4310256 
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AGGCCGCGAACTGCAAAACCGTTTTAACGCGATGAAGGAGAATGTCAGCAACCTTGC
GCACGAAACGGTTTTTGAGGTGCG 
>Escherichia coli K-12 4103510_4103591 
GGCCTGATAAGACGCTATCAGCGTCGCATCAGGCATCCTGCTCAAATGCCGGATGCG
GCGTAAACGCCTTATCCTGCCTGC 
>Escherichia coli K-12 reverse 3515456_3515537 
TCTGCGCGGTGAGTTTAACGTGCCGTTCGGCCGCTACAAAAAACCCTATTTCCCGGA
AGCAGAGTTGTATCACTTCGCTGA 
>Escherichia coli K-12 1155405_1155486 
CTGGGTGATTGGCGATCGCCACGATCTCTCCACTCAGGCGTATCAGGGCGGCGGACG
TGGTATTGACCAACATATGCTGGC 
>Escherichia coli K-12 reverse 1881308_1881389 
GTGTCGATCTCGATATTCGCATTGGCGATGACATCGCCCCTAATTTAATCGCCCGCA
AACTGGCGACCAATTACCGTATTC 
>Escherichia coli K-12 1305221_1305302 
GGAAGCGCGTAAACGCATGAAAATGTACCCGCACGAATTTTCTGGCGGCATGCGTCA
GCGAGTCATGATTGCGATGGCCTT 
>Escherichia coli K-12 1207166_1207247 
AACGGCTGGATGCGAAGGTTAACCTGGCGGGCGGCATCAACGAGGATTTTTATCTTG
CACAGCTTGCTGCCCTGGGCAGAC 
>Escherichia coli K-12 3423269_3423350 
ATGGCGGGCGTCCTGCCCGCCACCCTCCGGGCCGTTGCTTCGCAACGTTCAAATCCG
CTCCCGGCGGATTTGTCCTACTCG 
>Escherichia coli K-12 reverse 3187924_3188005 
TGATCGTACTGGTAATCAGTACGCAGGCGCCAGGCCCCAAGATTAACCCCAGCCTGC
CCATAGGAACTTATATTTTGCGAA 
>Escherichia coli K-12 5567_5648 
CTGATGCGACGCTGGCGCGTCTTATCAGGCCTACGTTAATTCTGCAATATATTGAAT
CTGCATGCTTTTGTAGGCAGGATA 
>Escherichia coli K-12 reverse 3175676_3175757 
TGCCCGCAGTGGTGGTAAACCCGGCGGTGCGCCCGTTTGAACTGCTGACGGACTATC
TCGGTCAGAACGAGAACCCCTACA 
>Escherichia coli K-12 reverse 2134532_2134613 
ACGTCAGGCGCTGGAAGACGAAAAAGCCAAACTTAACGGTCGCGTAACGGCGATGCC
GAAAACCCAGCAGGAGATTGTCCG 
>Escherichia coli K-12 reverse 1859500_1859581 
AAGCCGAGAAAGTCATGCGGAGTATAGAAGAAGGCGTCATACGCCAGACGGGTAAAC
CTTTGCCGCCTGTGGTTATTGCTG 
>Escherichia coli K-12 reverse 2444438_2444519 
CTACTGGTATTGCCCGGACGGACGCGATGCCCAAACGCAAAGCCAGTTTGAAGATGT
TGAAGTGAAGCCGCAGGCGCTCGA 
>Escherichia coli K-12 reverse 3050081_3050162 
AGGGATGAAACCGTTCTTTGGCGTGCAGGCGGGCGATCTGTTTATTGCCACCACTGG
TTATACCGGTGAAGCGGGCTATGA 
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>Escherichia coli K-12 3657737_3657818 
AAATTAGCCATTTCAAACATTATCATGGCTGATATTTTCCGTAGTCAGGTTTAATGT
TTTAAAAGTGCTGTGGGAAAGTGA 
>Escherichia coli K-12 4075813_4075894 
GGAAGTGATCGCCATCATGCATAAACTGCGTGAGCAGGGGCATCGCGTGGTGGTGCT
TTCCAATACCAACCGCCTGCATAC 
>Escherichia coli K-12 4634081_4634162 
TCTGACCGAAGAAGAAGAGAACTGGCGTCGGCAGCTGGTCAATGGCACCGTTGACGG
GCGTATTCCTGAAGGCGAGTCAAT 
>Escherichia coli K-12 reverse 3397021_3397102 
GCGTTGACTCACGCCTGACTTACGAAGCGTTACTTGAGTTCACCTCGGAGTACATTC
CCGAGATGACAAGCAAGCTGGAGC 
>Escherichia coli K-12 3033300_3033381 
CAGTGATCCGCCGTTGCCGTTATGAGCTTGGCGTGGAAATTACGCCTCCTGAATCTA
TCTATCCTGACTTTCGCTACCGCG 
>Escherichia coli K-12 247047_247128 
CGACCATCTGCATAACATTACCGAAGTGGCGATTCACCGCCTGGAGCAGCAGCTTGG
CAAGCCTTACGTCTGGGGCGGTAC 
>Escherichia coli K-12 reverse 4303554_4303635 
CGGCGCAGCGCGCCGCAGAAGCGGATCTTAATGCCGTATTGTTACAGGCGCAGTCAG
CCGCCAGCGCCGTCAGCGGCGTGG 
>Escherichia coli K-12 4401273_4401354 
CGCTGGTGGGATATACCAACGCCGGTAAATCTACCCTTTTCAATCGCATCACCGAAG
CGCGGGTCTACGCGGCAGACCAGT 
>Escherichia coli K-12 9560_9641 
CGATGCGACGCTGGCAGTAGCGGACCGCGAGATGCCTGGCTTTGGTGAACAGATGCG
CCAGATCAGCCTGCATTTTGTACC 
>Escherichia coli K-12 reverse 383298_383379 
CAGCGGTGCCTGCGGGATGTTCCGTACTGATGTATTGCGTAAGTTCGGTTTCTCGGA
TCGTACTAAAGTCGAAGACCTTGA 
>Escherichia coli K-12 1058631_1058712 
ATATGAGTAGCGGCTTCCGTAAGCAGTTCGATGAGCTGCGCGCCAGTGCTAATGACA
GTGGTGACACGCTGTACTCTATTG 
>Escherichia coli K-12 reverse 2257859_2257940 
CTTCGATATTTCTGCCGATTTGCAAGAACTGGCAAATACTAATGTCACCGTTGTTTG
TGCCGGGGCGAAATCTATTCTCGA 
>Escherichia coli K-12 reverse 2998221_2998302 
TGGAATTCCCGTGCAAATGAATGCTGTGCATATCCGATTTGACAGCAACTCCCCCGT
GATGGCAGATGTGCAGGAAGAAGG 
>Escherichia coli K-12 1165375_1165456 
GTTTTCTTTGCGACATCCGCCAGGTGATCTTCAACCCTAATTTGTTCCCTTATGAGA
ACATGGAAGGCAAGATTGATCGCC 
>Escherichia coli K-12 1736001_1736082 
ATCAGGCCTACGCGGATCATCGATGTAGGTCGGATAAGGCACTCGCCGCATCCGGCA
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AGATAAATCGCACGTTGTCAGCAA 
>Escherichia coli K-12 reverse 694204_694285 
GGTTGCTGCGATCGACGGGATCGATCGTATTCGCTTTACCACCAGCCATCCGATCGA
ATTCACCGACGATATCATCGAAGT 
>Escherichia coli K-12 374335_374416 
AGGCTACGGTGCGACCTGTATTTATGTGGTGGATTCTGGCGGTGCGATGAACATGAG
CGATATCCGTGACCGTTTCCGCGC 
>Escherichia coli K-12 1867836_1867917 
CTTTCCGTAATAACAAAAACAACGAAGCCTTCCTCGATCGTGTTTACATCGTGAAGG
TGCCGTATTGCTTGCGCATTTCCG 
>Escherichia coli K-12 817499_817580 
TGAGGCCGGTTTTGAGAAGGTCAAAGTCAATACCGTGCTGATGCGTGATGTTAATCA
TCACCAGCTCGACACCTTTCTGAA 
>Escherichia coli K-12 542421_542502 
ATGCGATCCGCGTCTGGCGAATTGCCATATTGAAGTAGCATGTGACGTTGATAACCC
GCTGGTAGGGGCACGCGGCGCGGC 
>Escherichia coli K-12 reverse 3706862_3706943 
CGAAATTGCAGAAGAATGAATGCCAGGTGATGCCGTACCCGAACCCGGCAGATATCG
CTCGCATGAAGCAGGATAAATCCA 
>Escherichia coli K-12 reverse 2131422_2131503 
TGGGCTGTCAGTTTATTTCCCCCAGCCAGCATGTGGCTGACGCTTTCAATAGCCTGT
ACGGTCCAGGGCGTTGCCGGATTA 
>Escherichia coli K-12 reverse 1848361_1848442 
CCCGTAATGCGCCGTTCCGCGCACCGCTCATCATCACGGTGGTGGCGAAATGCGAAG
AGAATCATAAAGTCCCGCGCTGGG 
>Escherichia coli K-12 3818133_3818214 
AGCAACTTCGTGAAGACGAAAAGCGTCTGTTTCTGAGAAATGAGTTGAAAGAACATA
ACAAACAATTGGTTGAGGCAGCAC 
>Escherichia coli K-12 739216_739297 
CAACCAGTACCGCCAACGCGTAGTTGTTTTGCTTTCTCACCCCGCCAACCCGCGCGA
TCACACCAATGTTTTGATGCACGT 
>Escherichia coli K-12 1931431_1931512 
GCGGTCGCGCCGGAGCGGGCCGCGTAATTGTTGAAGGCGTCGTTAAGTTTGACTTCG
AAATTACCCTGCTAACCGTCAGCG 
>Escherichia coli K-12 reverse 217877_217958 
GATTGAGAAAACGGTTAAGACTCTGCTGGTTAAAGCGGTTGAAGGCAGCAGCTTCCC
GCAGGTTGCGCTGCTGGTGCGCGG 
>Escherichia coli K-12 2320917_2320998 
AAGTTATCACTGGCTATCAACGCCATGAACTGGTAGGGCAGCCTTACTCCATGTTGT
TCGACAATACTCAGTTCTACAGTC 
>Escherichia coli K-12 3951343_3951424 
GAGTGTGACCTGCTGATCGCCGTGGGCGCACGTTTTGATGACCGGGTGACCGGCAAA
CTGAACACCTTCGCGCCACACGCC 
>Escherichia coli K-12 reverse 1246488_1246569 
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GGGACGATCGCGATACGCCACGACCAGAGTCATGGGTGGAAGATATTGCCACCGCCA
AAAGCAATCCGAATCGACCTGCCA 
>Escherichia coli K-12 3938684_3938765 
ACAGCGATCTTATTCAGGATAACTCGTTGCTGGGCGGAGACTTAGCAACGCAATATC
TGATCGATAAAGGTCATACCCGTA 
>Escherichia coli K-12 reverse 886696_886777 
GGCAATCCCTGACGGTACGGGCAAAAATGCTGCCGATGGCACCCAGCATGGCGAAAA
AGGCGTACCTTTTTATCGCGATAT 
>Escherichia coli K-12 3701159_3701240 
TTTCCGCGATGTCTTGCTTACCATTCCATTTTGCTTCTTTTCTGCAGTATTTATTCA
GGTACTTAACCCAATGAATATTGC 
>Escherichia coli K-12 reverse 690073_690154 
TAATACGCTGAAGATTTACTACAACGCAACGGCACCGCTGATGGGCAAATCATCGTT
GATTATCTGGCCGGAGTCGGCGAT 
>Escherichia coli K-12 reverse 2747075_2747156 
CGGTTGAAACCCTGTTTGTGGTTGACGCCATGACCGGTCAGGATGCGGCCAATACGG
CAAAAGCATTCAATGAAGCGTTAC 
>Escherichia coli K-12 reverse 2845577_2845658 
GCGCCATTCTGCTGGAGGTAGAACGCTTGCACTCGCATCTGCTCAACCTTGGCCTGG
CCTGTCACTTTACCGGCTTCGACT 
>Escherichia coli K-12 reverse 1754125_1754206 
CCGTATCAAAATCCATCGCAATTATTTCTTTGGCGACAACGGGGTTGGCTCTGGCGG
CGGCCTGTATGGCGATCTCAACTA 
>Escherichia coli K-12 reverse 2390737_2390818 
TATACCAGGGCGCGCCTGCGCCGGTTTCCACTTTCCTGGCGACGGCGAGCAAAATCG
CTATCTTCGGTGTGGTGATGCGTC 
>Escherichia coli K-12 2057177_2057258 
TTGCTAACGTTCGCACAATTTTCAATAAAAAAGGCGGCAATATCGGAGCGGCAGGTT
CTGTCAGCTATATGTTTGACAATA 
>Escherichia coli K-12 reverse 3331129_3331210 
TAAACCGAAAGTGGCGGATTATCCGTTTACCACTCTGGTGCCAAGTCTGGGTGTGGT
ACGAATGGACAACGAAAAGAGCTT 
>Escherichia coli K-12 reverse 4428359_4428440 
GGCTCCGGTCGCTCCAGAACCTATACAGGAAGGCCAGCCAGAAGAGCAGCCGCAAAC
TACCCAAACGCAACCATTCCAGCC 
>Escherichia coli K-12 4011486_4011567 
CTGGACTGGCTTGCTGCTGGTGCAACTCTCCAATATCACTTTTGCCATTGGCATGGT
GGGTTACAAACGCCTGATGGAAAC 
>Escherichia coli K-12 reverse 4566567_4566648 
TAAATCGCGCAAGTTTATCGCCCAGCAAATTGTTCGCTGGCTGGAGAGCGAGCATCC
ACTGAAAGCCAAAATTCTCCCCAC 
>Escherichia coli K-12 reverse 2291845_2291926 
CGTCAGCTACTACCAGACTGGCAATTATCAGCAGGTGAAAATCTGGCAGCAGGCCAC
GGCACAGGCTCCGGCGTTGCTGGA 



39
8		

>Escherichia coli K-12 896571_896652 
GTTTCTGATCCGCGTTTATGCCTGGATGGGAATATTAAAAAACAACGGTGTGCTGAA
TAATTTTCTGCTGTGGCTGGGGGT 
>Escherichia coli K-12 15962_16043 
TCGGTTCGCGTCCCGAATGTATCCGCTCACTTGCTTTTGGAGAAGCTGATTATATCG
TCCGGGTTCACTGGCGAGGATTGC 
>Escherichia coli K-12 reverse 3565318_3565399 
CCTTGCAGGAACAGTATCCGAACGATACCGATCTGCTGGGACGGGCGTCGATCATTG
ATGAATCCAACGGTCGTCGTGTGC 
>Escherichia coli K-12 reverse 2301471_2301552 
TTGCGGTCCGTTCTCCCTGACCGGGCAACCTTCTGCGTGTGGTACTGCGCGTGAAGT
GGGCACCTTTGCTCACCGTCTGCC 
>Escherichia coli K-12 reverse 3987245_3987326 
TCCGGAAGTATTACGTCTGGCGGAACAGGCGTATATCCGCACAGGTGCATGGAGTTC
GCTGCTGGATATTATCCCATCAAT 
>Escherichia coli K-12 1384776_1384857 
AGATATGGCAGGTGCGCCCGCGCTGCAATTCTTCCCGTGGCCGGATGTCGATACCTG
GGGCGAGTCCAAACTGGCGCAGGC 
>Escherichia coli K-12 reverse 1687515_1687596 
TGAGCACGGTCAGGCGTTCCGCGATGTGGAACTGGAAAAAGAATTGCTGATCGAAGC
GCAAAATCTTGGTCTGGGTGCGCA 
>Escherichia coli K-12 reverse 366930_367011 
GCGACTGGGCGTGGAGCATCTGGTCGCATTGGGTCACCAGCAAATCGCGCTGTTAGC
GGGCCCATTAAGTTCTGTCTCGGC 
>Escherichia coli K-12 reverse 1275465_1275546 
GGTCACCGCACTGAAACGCGGCGCGGATGGCTATCTGTTAAAAGATATGGAACCGGA
AGATCTGCTGAAAGCATTGCATCA 
>Escherichia coli K-12 reverse 3704271_3704352 
GGTCGATATCATGCTGGCGCTGCCAAGTCTGCTGCTGGCGCTGGTGCTGGTGGCAAT
TTTCGGCCCGTCGATTGGTAACGC 
>Escherichia coli K-12 373357_373438 
TGGCGCGTGTTCATTACGCCGAAATTATCGCTTCTATCGCCAGTAAATCTGCCGGAC
CTGGCACGCGTGCCAATATCGATG 
>Escherichia coli K-12 reverse 3703317_3703398 
CGCATCAGCTTTCCGGCGGCATGAGCCAGCGCGTGATGATCGCCATGGCGATTGCCT
GTCGGCCAAAACTGCTGATTGCCG 
>Escherichia coli K-12 1125815_1125896 
AAAAAGAGATTATTGGCGTTGCCAATTTTTCCAATGTTGTTCGTGGCTCTTTTCATG
CCTGCTATCTCGGTTATTCGATTG 
>Escherichia coli K-12 3504820_3504901 
GCGATGCTGGCGCGTTGAATTTTACATCCCGTACGTTCCCCTCACCCTAACCCTCTC
CCCAAAGGGGCGAGGGGACCGTTC 
>Escherichia coli K-12 1987137_1987218 
AGCCATTGATGTTCCCGGTGAAAAACTGAACTCTCTGGAAGAACTGTTCCAAAAAAC
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GATGGAAGAATACGAGCAACGTTC 
>Escherichia coli K-12 1747894_1747975 
CTATTCCCTACGAGCCCTTACACATCGTCACCGATCAGGCATTAAATGCTGAGATTC
AAAAAGGCGAAGAGGGCCTTTTGG 
>Escherichia coli K-12 1269507_1269588 
TTGCAATGAAGAGTGCATTCCGGTTTTTCAACAGCTGTTACAGTCATTTCATGAGTG
CTCTGGATGAGGCTTCCAGCTCGG 
>Escherichia coli K-12 reverse 502361_502442 
GAGTCACCGTGCCGCCCACGATACGCTGCCATTGCGCGACGCGTTTGCGGTGCTGTT
TTTTGTCTCCGTCGGGATGTTGTT 
>Escherichia coli K-12 reverse 2594812_2594893 
GATGCCCGCTGGAAAAAATGGTCAGCGAGGCACTGGTTTTTGACGATGAAAACTTCA
CCCATACACCACAAGGCAATATTG 
>Escherichia coli K-12 3675408_3675489 
TGGTCATTATCGGCCTGTATGTTCGCGTGTCGCTGCATGAGTCGCCGGTGTTTGAGA
AAGTCGCTAAAGCGAAAAAACAGG 
>Escherichia coli K-12 3609510_3609591 
CGGCGCACTCGCCCACTTCAACCTGTTTGTCGCCCGTATCGCCACCGCCAGTTTCAT
GGCCTACGCGCTGGGGCAAATCCT 
>Escherichia coli K-12 reverse 3841105_3841186 
GCTGTGTATTTTCTGGATTATCAAATCATTGCCTTCACTGCCAGGCGAACCCTCGCA
TCAGAAACAAAATACTTTCCGCTT 
>Escherichia coli K-12 3340724_3340805 
TGAACGTCAGGGGACTGACAGCCTGACCAGAGAGCAGCTTGCAGAGCTGCCGCGTGA
CGGCGGATTGCCCGTCGCGTTTTT 
>Escherichia coli K-12 reverse 1352192_1352273 
GGAACCGGAACAGCGTCGCAAACAGATTATTGAAACGATGCGTATGGTTGGGCTGCT
ACCGGATCACGTCAGTTACTATCC 
>Escherichia coli K-12 reverse 278240_278321 
TGAGCCGTTGAGTAACCTCGACGCCAACCTGCGTCGCAGCATGCGCGACAAGATCCG
CGAGTTGCAAAAGCAGTTTGATAT 
>Escherichia coli K-12 3082253_3082334 
GGCTGATGGATATGATGACGGATAACGAAGTCGAAGCGGTGATCGGTCACGAAATGG
GGCACGTGGCGTTAGGCCATGTGA 
>Escherichia coli K-12 772203_772284 
AGAAAACCAAACTGGCTGCTATTGAAGCCGAGTGGGAAACGCAACCTGCGCCTGCTG
CCTTTACTCTGTTCGGCATTCCTG 
>Escherichia coli K-12 reverse 4393458_4393539 
TGCTGGTCGATATTCCGCTGCCCGTGGATCAACCAGTCGAGGAAGGATGCGGCAAAT
GCGTGGCCTGTATGACGATTTGCC 
>Escherichia coli K-12 reverse 4521306_4521387 
CCTCTCTCGGCGCGACCCGCCGATTCAGCGAAAGCGAAATGCCAGGCTTTGGGATCA
GTTTTCTCACGGCAATGCTGCCGG 
>Escherichia coli K-12 reverse 1998106_1998187 
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CACTGCCGCCTATGCTGCCGAAACGCTGCGCGCCGCCATTTCTTCTATTGATAAAGG
TCAGTGGGAAGCGGCAGCCAGTAT 
>Escherichia coli K-12 reverse 1794623_1794704 
TGCATTAGGGATTATCTGTAGCGCACTAATGACGTGGGCTATCTACTTTTCCACCTC
AGTTGATTTGCGTCAGCTGATGTA 
>Escherichia coli K-12 2977075_2977156 
CGATCGTTACGGTGCCTGGCTGGCAACGCGTCATTTAATTCAGCAAGGTCATACCCG
CATTGGTTATCTGTGCTCTAACCA 
>Escherichia coli K-12 376025_376106 
GCCGGAGTCGGCGGTTTTCGCTGGCGAAAAACAGTCTGCGCCACCACTGCGTGCCTT
ATTTGCGCCAGAAACGGCAACCGC 
>Escherichia coli K-12 reverse 3241429_3241510 
TTATTGTGCTGACTGGCGGAATTGGCCTCGCGAAGTTCCATCATCCTGTCGAACTAT
TGCCGGTTATCGGCACGATTGTCA 
>Escherichia coli K-12 reverse 4473657_4473738 
ATATTCATGCTCCTTATCATGCCTCTGTTGAAGCCGCCCGGCAGATGCCCGAAGGCG
GGCGCATCTTAATCATCGGCTCCG 
>Escherichia coli K-12 reverse 1623366_1623447 
GGGATTGCCGGGTCGTCGGGTTCTTGATGAATCCTTTGATCATCAGTTACGCAACGC
TGAGCCTCTGAATCTTTATTTAAT 
>Escherichia coli K-12 1713481_1713562 
TGCTGCACAATCAGGAAGTTGCGCGTATGGCGCTGGGCGTTGTTGCCTTCGGTATCG
TGGTTATCTTCGGTAAAGAAGCCT 
>Escherichia coli K-12 3854475_3854556 
AAACGCGTCCGGTCGATGCACCGCGCACGCGCCTGCTTACCAGTTATAAAACGCTTT
TCGGTAACAGCGGTTTTAACTGTT 
>Escherichia coli K-12 reverse 2488556_2488637 
TCTATTTATTCAGCGGAATAGTGAGTGCACTTTATGGCCGCGAAAAGAGCCAGAGAG
GGGCGCATGTCGATATAGCGATGT 
>Escherichia coli K-12 3299194_3299275 
GCCATTCACCGGATTATCTGCGTGGGGACAACCGTTTTGTCACCTTTACCCGTGATT
TTGTGAATAGTGGCAAACCGGTGT 
>Escherichia coli K-12 1852168_1852249 
ACAATTACATCCGTTACTGCACCAAAAAGCGATCGCAGCGGTGTTCCATAAAGGCGA
AAATCCTTTAGTTGACAGTTACAG 
>Escherichia coli K-12 reverse 3921604_3921685 
TCGACCTGCTGCCGTACATTGCTGAACATGTACTGGGTCTGCCTGCACTGCGTGTGG
TTCCGTCTGCGGACGTGAACGTAA 
>Escherichia coli K-12 reverse 3274201_3274282 
TGCGGAAGAGCTGAAGTTTATCTCTGAAAATGGCGCGGTGGTCGATATGGACCACAA
AAAGCCGGGCAGTGCGGCAGCAAG 
>Escherichia coli K-12 2316888_2316969 
ATGCGGCGTAAACGCCTTATCCGGCCTACGATTCCCATTATTTCAACAAATTACATT
AAAGTAGGCCAGATAAGACGCGTC 
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>Escherichia coli K-12 reverse 1641881_1641962 
GCTGAAACATGAAGCTGGACATCGATACGACCATCGGATGGGGTGATAAGACCCTTG
CCGCTTTTGCCGTCAAAGGTTTTG 
>Escherichia coli K-12 3641557_3641638 
GCACAACGTAGAAGTCGCCAATCTGGTGCTGATTGTTCTCTCCATCGTCGTCACCAT
CATCTTCTTTCGTCAGGCATTCAA 
>Escherichia coli K-12 reverse 2967272_2967353 
ACGTGCGCTGGGGATCCCTACCGTGATGGGCGCGGATATTCAGCCTTCGGTGCTGCA
TCGTAGGACGCTGATCGTTGATGG 
>Escherichia coli K-12 1002303_1002384 
CCCTGAAAATATTGCAGCCGTTCGTTGGCTCGGTCGTCATTCCTCCTATGGCGCTGG
CGCGATTATATGAATGCTACAACA 
>Escherichia coli K-12 1864253_1864334 
TTACGCTGTTAGCGCATTTCCGCGTGGGTAAAACTTGTGAAATCGATCTTGAATCAC
ATGGCGAATTTGAAACCACCTCTG 
>Escherichia coli K-12 reverse 2376351_2376432 
CCATCGGCGGCGGTCACGTTCTGCACATGATGTGCGACCTGACTATCGCGGCAGATA
ATGCCATCTTCGGTCAGACTGGCC 
>Escherichia coli K-12 2828087_2828168 
CCTGTGTGCGCGTGAATTTTCGCGTTTGATGATCCGCGACGGGATTCAGGGGCGCAT
TATTCAGATCAACTCGAAATCCGG 
>Escherichia coli K-12 1134140_1134221 
GACAATTCAGGGGCATCCGGTGATAGGCGAGGCTGGGCCAATTGCTGTGCCGGAAGG
GGCGGAAATCACTATTGCTGCCGA 
>Escherichia coli K-12 reverse 230385_230466 
AGTGGATGTCGCGATACGCGCTGGTACGTTAACGGATTCCAGCTTACGTGCCAGGCC
GTTATTTAACAGTTATCGAAAAAT 
>Escherichia coli K-12 reverse 3151578_3151659 
ACGTACCAGCTTCCGTCTGGAGCGTCGGGTCGCCGCAGTGGGTCGTCAAATGGGCCG
CGGTAACGGCTATCTGGCAACCAT 
>Escherichia coli K-12 reverse 1183991_1184072 
TCTGGCTGGGCGTTATCGACACACCAATCCGTATCATGTTCACGCCCAGTGCGGTGA
TTATCGGTCTGGTTTACATTCTGC 
>Escherichia coli K-12 reverse 72539_72620 
CGCGGTACAGCAGGGGAAAATGCACGCTATCGCCCGCCAGATGGGGATTGATAATTT
AATGGCGCGGTTACCGGGCGAGCT 
>Escherichia coli K-12 reverse 294333_294414 
ATTAAAAATCCCCATTGCAGATTACTTTCAACTGAACGCTAATGATGAATTCATGGG
GAAAGATGAAAAAACAGTTATACG 
>Escherichia coli K-12 reverse 1965578_1965659 
GATTACCGCCATGGGTAATGCGATGGATTTGGTAGGGCTATGCGCACTGCTGGTGGT
GCTTGGTGTCATTCCAATGGTGGG 
>Escherichia coli K-12 765062_765143 
AGAAATAGCCCTCGCCGCTTCCCTCTACAGGAATGGCGAAGGGCTGTCGGTTTCGAC



40
2		

ATGGTTGGCCATCGTATGATGGCC 
>Escherichia coli K-12 reverse 3939859_3939940 
GCTGGATTGCCTTGACGGTAATTGTCACCAGCATCGGGTTACTGCTTCTCTATATTC
TCCATGCACGACGCACGCCAAACC 
>Escherichia coli K-12 4338_4419 
TGAAAGTGGCGCTAGGGTTAAACTCGGCTAACTCGATTAACATCAGCCGTTTGCTGG
CGCAGATTTGCTACTACTTTGAAG 
>Escherichia coli K-12 991889_991970 
AGGCGATGGAAGATGCGTCGAATGTCGATCTCTCCCATTTCCGCCGTTGGTACAGCC
AGTCCGGTACACCGATTGTGACCG 
>Escherichia coli K-12 2020550_2020631 
ACCGCATGTTGAAACTGGCGCTTGAAGGCTATAGCGACGCCTGGAAGGCGATTAATC
CGCTGGAAGTTGAGTACGTGCGTT 
>Escherichia coli K-12 reverse 296357_296438 
ACCTACCGTCACTGCTCACGCTTATCGCCTACTACGTGCTTTCATCAAATGGAGTAA
TTATCAGAAAAAATATCAAGGGAT 
>Escherichia coli K-12 reverse 4377416_4377497 
ATAAAGGCTATAACCCTGACAGAGGAATGTGGCAGCAGAGTGAAGGGAAAGCGTACT
TTACCGGCGCACCAACTCGCGCTG 
>Escherichia coli K-12 2717059_2717140 
CTTCACCCGCCCTAATCATGGTTATCTTGAAAGCTGGGCGCGTCAGGGCGTTCTGCT
ACTCAATACTGTGTTGACGGTACG 
>Escherichia coli K-12 reverse 671856_671937 
AAGATACCGCATCGGTATTCCGTAACGGTCAAACAGCAGAGTATCAGATGATCATGA
CGGTTAATGCGACCGTGTTGATCC 
>Escherichia coli K-12 147380_147461 
TGTTTTACTCGCCGGAGCTGGCGCGACGCGTCTATAACAGTCCTTTCCCGCTGGTGG
ATATCACCATCACACCGGATGACG 
>Escherichia coli K-12 3348729_3348810 
CGCTGACCGAATTTGCTGAACAATGCCGTTACGAAGAAGACATTGCACAACTGCGCC
AGCTACTGAAACAGCTGAAGCGTT 
>Escherichia coli K-12 reverse 3039256_3039337 
AGCCATGCTTGAAGTGTTGTATGCTACCGGGCTGCGTGTCTCTGAACTGGTCGGACT
GACAATGAGTGATATCAGCCTGCG 
>Escherichia coli K-12 810919_811000 
TGGACGGCGATAGTGCGCCACTGGCGGAAATCCAGCAGGTAACGCAACAGCACAATG
GCTGGTTGATGGTCGATGATGCCC 
>Escherichia coli K-12 reverse 51980_52061 
TCCATCTGTTTAGCTATACTGATGCCATTGCCGACATGCACTTTATGTTGCAAAAAG
AGGTGGTGAATCGTCTGGTTGCAG 
>Escherichia coli K-12 reverse 788278_788359 
TCGCGCCACAGTTGATAAACCTTGCCCGGTGAATATGACTAATCACGTCTATTTCAA
TCTTGACGGCGAGCAGTCTGACGT 
>Escherichia coli K-12 reverse 4337509_4337590 
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AAAAGGAACGAACACGCGCATTATTATTCACGGTGCTATCCCGTTTTCTCGACAGTA
AAAAATTCGTTTCATTAATGATGT 
>Escherichia coli K-12 reverse 242042_242123 
CGCGTATGCTCACATTCGCCGTCAGTTCAAAATCTCTATTGGTAAGATGGAAGGGAT
TGAAGAGCCGCTGGCGCGTATTGC 
>Escherichia coli K-12 reverse 3029932_3030013 
TTCCCCGTAGCGAAAAAGTGGCGGTGATTGGCGCTGGGCCTGCAGGGTTAGGGTGTG
CTGATATTCTGGCGCGCGCAGGAG 
>Escherichia coli K-12 1068343_1068424 
AATGTAAGCTTGCCTGATGCGCGATGCTTATCAGGCCTACCAGAAGATTGCAATATA
TTGAATTTGCACTGTTTTGTAGGC 
>Escherichia coli K-12 reverse 4532771_4532852 
CGCGACATGGATTGCCGGTGGGTTTGCCGGGGCGGAGGAGCTGCTAGCGCAAAGCCT
GAAACCGGGCGGGATCATGCTTAT 
>Escherichia coli K-12 678089_678170 
GTATAGCGCAGGTCGCCTGGATATCCCCGAACTTCTGGATTACGCCCAGTCATGGCG
GGAAACTGAACCTGATAATGAAGA 
>Escherichia coli K-12 reverse 4137309_4137390 
AGAAACTGGTTCACGAAGATATGGCGAAGAATTTTGCTGAGTACCCGCAAAAATGGA
AGTTAAAGCGCCCGGACAGCAACA 
>Escherichia coli K-12 reverse 3035694_3035775 
GAAGGTGAAGTGGCGGGTATTAAATCCGTGACGATCAAAATCTCCGGCGATTACGCT
TACGGCTGGCTGCGTACAGAAACC 
>Escherichia coli K-12 3381387_3381468 
CGGTGCACTATTAAACCTTAACGGTGAGTTAATTGGCATCAACACTGCAATCCTTGC
GCCTGGCGGCGGGAGCGTCGGGAT 
>Escherichia coli K-12 4165817_4165898 
CGGATTACTGGCAACCCGCGGAACAGTTAAACGTTCTTATACTCATGAGCTGATCGC
GCGTTTCGCTAATGAATGCCAGAT 
>Escherichia coli K-12 2156785_2156866 
ACCGCTTCTCCCGTGCCTCGGAAAAAATGTTCGACAGGATAATCGCCGCCTATGGTC
GTGGACTGGCGAAAGTGCTGAATC 
>Escherichia coli K-12 reverse 4111084_4111165 
TGCTGAAAGAGCAGGGCCTGACTCCGGTTCTGTGCATCGGTGAAACCGAAGCTGAAA
ATGAAGCGGGCAAAACTGAAGAAG 
>Escherichia coli K-12 2273232_2273313 
ATAAAAAATACATCATCAAAGATGAGCAAAAGAACGAATCAGCCCAGGATACGCGTT
GGCTGGCGTTTAATATCCAACGTC 
>Escherichia coli K-12 reverse 1317779_1317860 
ATATGCTGGGCACCGCAGCTGGCCCGCATCCTTATCCGACCATTGTGCGTGAGTTTC
AGCGGATGATTGGCGAAGAAACCA 
>Escherichia coli K-12 2326662_2326743 
GTAAAGCGGCAGCCGCAATTGAGTCCGGTGCTTTTACAGCCGAAATCGTCCCGGTAA
ATGTTGTCACTCGAAAGAAAACCT 
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>Escherichia coli K-12 494668_494749 
TCCGGCGGACATCTACGCCATTGAGCAGACGGGGCAGTTTTCAGGTCGTTATTTTGT
GTTGATGGGGCATCTGTCACCGCT 
>Escherichia coli K-12 reverse 2451289_2451370 
TGCGAAATACACGTTGAACTGCACAAACAGTCTTGCTAACGACTTGCGGATGCAACT
TAAGGGCAATACCTCAACGATTAA 
>Escherichia coli K-12 4617673_4617754 
TGGTTTTGACCTGGTGAAAGCCTGTAAAGAGGCTTGCGCGGCAGCGAATGTACTGCT
GAAAGTGATCATCGAAACCGGCGA 
>Escherichia coli K-12 reverse 3812186_3812267 
AAGCCCTTTACTCAGCCCGGAGATGACGAGGGAATTTTTACAAAGCCAGCTCACGGG
TGAGGAGCGGGAGATCTTTATGGT 
>Escherichia coli K-12 70787_70868 
TTGGGCAAATCATTAACGCCGGGCAAGGGGAAGGGCGCTATTCGGAGCTGCTGGCGA
TAAATCTGCTTGAGCAATTGTTAC 
>Escherichia coli K-12 reverse 3742069_3742150 
CGCTATTTTGATTTATAAGCTGGAACCCACAACCGGGATGCTGCGAACCCGTGCCTA
TATTGGCCAGCATATGCCGCTCTA 
>Escherichia coli K-12 reverse 3599067_3599148 
AGCAATACGGCGAAGGTCTGGCGCGAGCGGTGCAGGACGGCCTGAAGAAAGGCAATG
CAAACGTGGTGTTCTTTGATGGCA 
>Escherichia coli K-12 2286299_2286380 
AAAAAACCAACCCTTACGGTTGGTTTTTTTATATCTGCAATTAATTCGATAAACAGA
CCGTGACACATCACAGCCTGTTTA 
>Escherichia coli K-12 reverse 2946590_2946671 
GTAACTCCCTGATGGATAACTTCATTATGGATGTGCAGGGTAGTGGGTATATCGACT
TTGGTGATGGCAGTCCGCTTAACT 
>Escherichia coli K-12 reverse 1007006_1007087 
GCCCCAATCTGGTGGTTTCCGGCGCGTCAGCCTGGGAAGAAGATCGCTGGAAAGTGA
TTCGCATTGGTGATGTGGTGTTTG 
>Escherichia coli K-12 reverse 2449599_2449680 
CTTGTCCATGGTTGGTTATTATGAATGACTCTGAAGCCTCTCCAGGGGGCGTGACGT
ATCAGGGGCCTGATAGTCACGACA 
>Escherichia coli K-12 3063445_3063526 
AACGGTTGGCGTCGGGCAGTCGGAAACAGAAGTCGCCCGCATGGTGGACTGTTTTAT
CTCGTTGCAAATTGCCGGTGGCGG 
>Escherichia coli K-12 3738473_3738554 
AGTATCAGTTTGGCGCGTTATATCTTTCTGGTGACGAAGTGAAAAAATCGCTGGGTG
AACGCTGGAGCGACTGGAAACCTG 
>Escherichia coli K-12 214524_214605 
TGATTTGTGGATTGAGCTGGGGCTGCCGGATGAGCGGCGGATTAAGAAAGCCTGCAC
CCAGGCCGCAGAAGTGGCGCTGTT 
>Escherichia coli K-12 4177976_4178057 
GAGCTGGCACCTGGTGCGCAGCGTACCGCGTGTGATGGGCTTCATCGGCGGTACTTC
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CGATCGTCCTGCGCCAATCAGCGA 
>Escherichia coli K-12 1920903_1920984 
GCTTATCGACAGCGCCTTTCATGCATTACGTCCTGGTGGTACGCTGGTTTACTCGAC
CTGTACCTTAAACCAGGAAGAAAA 
>Escherichia coli K-12 reverse 378977_379058 
CCACCGGTATTGGCGCGGTACACAACACAGCTAAAGTCCAGCCAGGTGATTCTGTTG
CCGTGTTTGGTCTTGGCGCGATTG 
>Escherichia coli K-12 584516_584597 
TAATTGGGTTGCTGTCGCCTATTTTATACATACTATAATTGATGGTTTTCTATGTGA
TTTAGTTAATAACCTTCTGGGTTT 
>Escherichia coli K-12 reverse 1356249_1356330 
AACTCCTGACCGGGGAATGCGACGTTCTGGCCTGGCCTGCTGCCAGCCAGCTATCCA
TTTTGCGTGACGACCCGCGCTTGC 
>Escherichia coli K-12 1665904_1665985 
GCAATCTGATTAATCATAGCGACGCGTTACTCTACAACGTACAACTCTCAGTGACGG
TTCAGGCTCGTGACTATGCGCTGA 
>Escherichia coli K-12 273361_273442 
ACACCGTACATCATCGACTGCTGATGAAGGCTGTACGCCGCAGGATCAGTGACGCAC
GTTTCATGACTCTGCTGTGGAAAA 
>Escherichia coli K-12 203883_203964 
ATGCCGCCCGTGATGTGCTGGGGATCCCTCACGATGCCCACTGCCTGGCGTTGCTAC
CGGGGAGCCGTGGTGCAGAAGTTG 
>Escherichia coli K-12 3658590_3658671 
TCACATCAGTAAACTAAAAGCTAAAGCGCCTATTTATTTTGTTAGCCGCAAAGAAAG
TATCAAAAATCTTCTTGAGATTAC 
>Escherichia coli K-12 reverse 2540226_2540307 
AGGTGCGTAAAGAGCTGCGTCGCTGGCTGCGTCAACTCCATGAAGAACTAAAATTCA
CCAGCGTTTTTGTGACCCACGATC 
>Escherichia coli K-12 2807589_2807670 
ATTTAACCGGTTGTAACCCTGGCTGGGGCTGCGAAGGTGCGATCAACCACCAGCTTG
CCGCGTATGAACTGACCAACACCG 
>Escherichia coli K-12 423386_423467 
TCGACTGGCTTGGCTATGCCAGCTTGCCGAAGCTGGATTATCAGTCGGAAAGTCTGG
TGAATGAAATTTATCGCGGGGAAG 
>Escherichia coli K-12 275987_276068 
GCTTATCGGCATTGCCGCCGGTGAAACGGAAAACCCGCGCAAAGTTATCCCGGTAGC
GATTCGTACTACCATCGCGCGACT 
>Escherichia coli K-12 706886_706967 
AATACACCGTGATGTCCAAGCGTAAGTTGAACCTGCTGGTGACCGACAAGCACGTTG
AAGGCTGGGATGACCCGCGTATGC 
>Escherichia coli K-12 reverse 1119988_1120069 
CGCAATTCGTCATGACGATGATGGCGTAACTATTGAAACGGCTGACGGTGAGTATCA
GGCGAAAAAAGCGATTGTCTGCGC 
>Escherichia coli K-12 reverse 2704783_2704864 
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GGGTTTACCGGGCGATAAAGTCACTTACGATCCGGTCTCAAAAGAGCTGACGATTCA
ACCGGGATGCAGTTCCGGCCAGGC 
>Escherichia coli K-12 reverse 2184077_2184158 
GGCGGTTGCTACGCTGCGCAGTCGATTATTGCCACAGGTTTCATTAATAACGCCAAA
CTTGCCCGAAGCTGCCGCCTTGCT 
>Escherichia coli K-12 reverse 2529129_2529210 
TTGTGCGTGACGTCGAGTTTCAGGTTGGGCGTACTGGCGCGATTACGCCTGTTGCGC
GTCTGGAACCTGTCCATGTTGCAG 
>Escherichia coli K-12 reverse 2445933_2446014 
ACTGCCGAAAACTCGCTGGACCTCCGCGCAGCTCTTGCGCCCGCAAGCACTGGACTT
AGTTTCCCGCGACGGTAAACACGT 
>Escherichia coli K-12 reverse 4491826_4491907 
GCTTATTTAATCCTCATCTGTTTAGCGAAGAGGAGATGCCCTCCTTCTGGAACAGTA
TTTTCGCTGCCGTGATCCCGGTCA 
>Escherichia coli K-12 4200874_4200955 
TATTCGCGCGCGTTTTGACGATCGCGGTGATCTGAGCTTTATGCAACGTGAATCCGA
TGGGGAAAAGCAGCAGCTTTCTAA 
>Escherichia coli K-12 1145380_1145461 
CTCAGGTGTTTTGCTGGTAGCGAAAAAACGCTCGGCGTTGCGTTCTCTGCATGAGCA
ATTACGTGAAAAAGGGATGCAAAA 
>Escherichia coli K-12 2041661_2041742 
ATTATCACAAAGGTTATGCAACAGATATCGAGATGATTGGCATTGAGGACGGCATTG
TTGAATTCCATAGAAATAATGAAA 
>Escherichia coli K-12 2096880_2096961 
GGCGAATCCCATCGGCCCGACCTGCCACAAAGGCACCAGCAGTTGCTTCGGCGACAC
CGCTCACCAGTGGCTGTTCCTGTA 
>Escherichia coli K-12 reverse 1360160_1360241 
CGCTGAGGCCTCGCCGGGTCAGTTTGAAATCAACCTTTACCATACTGATAACGTGCT
GGAAGCCTGCGATGATGCGCTGGC 
>Escherichia coli K-12 1809675_1809756 
AAGCCGTTGCGTTATGCAAAGAACAAGGTTTATTGGTGGGACTGGCCTCCGCGTCAC
CACTACATATGCTGGAAAAAGTGT 
>Escherichia coli K-12 204752_204833 
CCATGCTGGCGATGCAGCGTGCCGTCGCTGGGCTGCATATTGCGCCGGAATATGTGT
TGATTGATGGTAACCGCTGCCCGA 
>Escherichia coli K-12 3716837_3716918 
TAGCGTAACCCGCAGCGGGGATAACATTATCCTCAATATGCCGAACAATGTGACCTT
CGACAGCAGCAGCGCGACCCTGAA 
>Escherichia coli K-12 reverse 515275_515356 
TGCGTATTGTCGATGAAGCCACCAACCCGTGGGGGATTAAAGTCACCCGTATTGAAA
TTCGCGACGTGCGCCCACCGGCAG 
>Escherichia coli K-12 44784_44865 
TGCAGGGTAATCAGGGGGCGGCTTGCCTGTTTGCGGGATCACCCACCGATGGCCTGA
TGGGCGGCGGCTTCCTTTATACCA 



40
7		

>Escherichia coli K-12 reverse 4515476_4515557 
CCTGGGCTACCAGTTCCAGCCAGACAGCCAGCATAAATTCAACATTCAGGGGTTCTA
CACCCAAACCCTGCGCAGCGGCTA 
>Escherichia coli K-12 reverse 719322_719403 
GCATAAACAACAGGCTGGTTTTTCTCAGACTTCACAAATTCATAAAAAAGACAGCCA
CATCAAAGGGCAACAGCGTTATGT 
>Escherichia coli K-12 2751231_2751312 
GTCAGCAAGATTGCCAGAAACGCATCAGCACCGCGATAAATGAAGTGGTGCTTCATC
CAGGCAAAGTGGCGCATATGATTG 
>Escherichia coli K-12 4050031_4050112 
ATGCCTGATGCGCTATGTTTATCAGGCCAACGGTAGAATTGTAATCTATTGAATTTA
CGGGCCGGATACGCCACATCCGGC 
>Escherichia coli K-12 2169122_2169203 
TATGGCGACAGGCGGATTTGGGACGCGTATTACCACAGAAACGCCGGAAAAATTAAA
AGCCGCGCTGGGTAGCGTCTCTTA 
>Escherichia coli K-12 reverse 1716546_1716627 
TGACCAGTGGGGTAACATCACTTCTGGTATCGACCTGACCCGTCGTCTGCATCAGAA
TCAGGTGTTTGGCCTGACCGTTCC 
>Escherichia coli K-12 3672824_3672905 
TGGTTTTGATTGCGTGATACGCACTGGCGCGTTACCGGAAGATGGCGTTATCGCCCG
TCCCCTCGGCAAACTGACCATGGT 
>Escherichia coli K-12 1008859_1008940 
GCTGGAATCTCTCTTTGTTTAGTGCCTCGCCGGATCTGCTAAGCTGCTTGCAGCTGC
GTGCAGACAAACAGTACAAGGCGA 
>Escherichia coli K-12 1902494_1902575 
TCCAACTCCGGCAAAACCAATGGGGCCAAACGACTACATGGTTATTGGCCTTGCGCG
TATCGACGACCGTCTGATTCACGG 
>Escherichia coli K-12 reverse 1312581_1312662 
AGGTTACTGTCATTTATGCTCTATTTGCGGGAGCCCTGTTAGTCAGCCAATGGGTGA
TGAAAAAGCCGCTAATTCAGCGGA 
>Escherichia coli K-12 reverse 2688097_2688178 
GCGTGGCGCGTTTACTGGCGCTGTCAGCAATCGCGAAGGTTTATTCCAGGCGGCGGA
AGGCGGAACGCTATTTCTCGATGA 
>Escherichia coli K-12 1106047_1106128 
AGCCGTAGTGCACACCGTCGGGCCAGTCTGGCGTGGTGGTGAACAAAACGAAGACCA
GCTTTTGCAGGATGCCTATCTCAA 
>Escherichia coli K-12 1462742_1462823 
CTCGCTGCGGGTTGGAGTATTTGGTGCTGAGCCGTGGACACAGGCCATGCGTAAAGA
GATTGAGCGTCGCCTGGGGATCAC 
>Escherichia coli K-12 1904281_1904362 
GGTATTTGCAGCACTGGGTGCCGGTATCGCGATGAGCGGCAGCCTGTTAGGTCCGCT
GCTGTTCTTCATCCTGTTTAACCT 
>Escherichia coli K-12 3194923_3195004 
CCTGGCCCAAAAAGCCGGGGATTTTTTATATCTGCGTTCCGCTAAAAGGTGCAAATG
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CTCAGGACGTTGCAGCGTTTTGCG 
>Escherichia coli K-12 1035380_1035461 
GTGGTATGAAATCCGCTGGTATCTGTTTCTGGCAAAACGTCCGAGTGCCGATATAGG
CCATAATCCCATCGCCCAGGCGGC 
>Escherichia coli K-12 1642239_1642320 
TTGTACTGGAAGAAAACATTTTAAACATCAGGCAAATAACCAAGTCACCAGCTAAAT
AATAAGTTAACAGACATGAGTCCC 
>Escherichia coli K-12 reverse 3353546_3353627 
TGGAGCTGGGGCTACAAACCGCCCACGACAAAACACTGCATCGCATCAACCGCGGCC
ATGATTTTGCCTGTTATCAGCGTA 
>Escherichia coli K-12 reverse 2126668_2126749 
AATCATACAACCGCCAGTACGGACGCGATTACCGCTCAGTCATGCCGACCAACCTGT
ACGGGCCACACGACAACTTCCACC 
>Escherichia coli K-12 reverse 4041668_4041749 
TTCAGTAATGCAGCAGGAAGCTGGTGAGTGGTTTTTGTTTTGCCCGTGCGATACGCC
TTACATTCCCCCTGATTTAGCAGC 
>Escherichia coli K-12 456949_457030 
TGACACCATGCAGTTTATCAAGCCTGATGTCAGCACCATCTGTATGGGCCAGGCGGC
CTCGATGGGCGCTTTCTTGCTGAC 
>Escherichia coli K-12 1206493_1206574 
CGGCATTACCCGCGCATGGACATACCGTCACTTGATGGGAACGGGAACTGTCGGTGT
GATGATTGCCAGCAGTGACCTGAT 
>Escherichia coli K-12 1458619_1458700 
TGGGGGGCGACATCGTTATTGCTGCCCGTTCAGCAAAATTCGTCATGGCGTTTAGTA
AGTTAGGCTTAATACCCGATTGCG 
>Escherichia coli K-12 reverse 750906_750987 
TGGGTATCGGGCAAAATATGCTGTGGCTTGGCGCACTGTCCTTTGATGTCACCTGGG
CCAGTAGCCATTTTGATACTCAGC 
>Escherichia coli K-12 2906108_2906189 
CATTTAAACAACAAAAATTAGCTAAGGGATTAGAGCTAGCTATAAACGCTTTGAATA
ACCAACTCACTTCACAACACCAAT 
>Escherichia coli K-12 720909_720990 
GATCAATCTTAATTTATTTAATGATGAGCTTTTTACTCAGTAATATAAAATATTGAA
TTGTTATTTTTGTGTGTTGTTTAA 
>Escherichia coli K-12 3403932_3404013 
TTGTCGTGACGGGTGCCAGTGGTGGCGTCGGCAGTACCGCCGTGGCGCTGCTGCATA
AGTTGGGTTATCAGGTCGTTGCCG 
>Escherichia coli K-12 2271465_2271546 
GAACTGTCGTTGGCCTGCTCTGCTATTACCTGATGAGCGTACGTATGCGCCCCGGCA
GAGAAATCATGACCGCCATCAAGC 
>Escherichia coli K-12 232198_232279 
CGGTAGGCTGATTGTGATGGACGTAATGTCTCCGGGTCACCCAGTGCGCGACATCTG
GTTACAGACGGTAGAAGCATTACG 
>Escherichia coli K-12 4399688_4399769 
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ATCGTCAACTTCAGGAGGTAGATCCGGTTGCGGCAGCAAGGATTCATCCAAATGATC
CACAAAGGCTTTCCCGGGCACTGG 
>Escherichia coli K-12 reverse 4390944_4391025 
AGACCTGCTGGACGACGAAGGCATGGCGTTCGTCAACGAGCAGATGGATATCTACCG
CAATATCGGTTATCGCGTATTGAT 
>Escherichia coli K-12 reverse 4524518_4524599 
CGGATCTGACGGGTCAGGACTTAACCCCGGAAACCGTGACGCGTCTGGCTCTGCAAA
ACGAGAATATCGTTGGCATCAAAG 
>Escherichia coli K-12 reverse 1719008_1719089 
CCAATCTGTCACTGCTCATTCCTGGGCAGCCGGTTGGGGGCTACGATACCGGTCCTG
GTAACATGCTGATGGATGCCTGGA 
>Escherichia coli K-12 1371016_1371097 
GATCATTACCGAGACCAATGTTCCGCATAAAGACAACATTGCTTACTTTGGCGCAGG
CGATGACGAAGCACATATGGTGTA 
>Escherichia coli K-12 1270565_1270646 
CCCTGAAATGTTTGCAATGAAGAGTACATTCCGGCTTTTCAACAGCTGTTGCAGTGG
TTTCGTGCAGGGTGTGGTACAGGC 
>Escherichia coli K-12 reverse 1695126_1695207 
ACTTTACTGGCTTTGGTCGTCATGAAGATGCGGACTTGCGTGGCAAAGGATTCGATA
ACGTGCTGATGGTGCACGACCACG 
>Escherichia coli K-12 3610194_3610275 
GCAGAAAGCAGTCATCGTCATCATGGGCGATGATCCGAAAGAAGATCTGGCGGTGCT
GGCGAAGCGTCTGGAAGATCAGCA 
>Escherichia coli K-12 3419515_3419596 
CTCAACGTCGCCGACTACTTCAAGGCAAACAATATGAAGTACACACCGGTGACTTTC
GATCGCTCTGACGAATCAGCGAAG 
>Escherichia coli K-12 reverse 3730065_3730146 
ACAACTGGGCCGCTTTATGCAGATGGTGGTTGAGCATAAACATAAAATCGGTTTCCA
GGGCACGTTGCTTATCGAACCGAA 
>Escherichia coli K-12 reverse 4577396_4577477 
TTATAAATTCGTTATCAGTGTCTGCAAATTCATCGTCAATAATTCTATTCCAGGTCA
AAACAAAGGACACTACCGTTTCTA 
>Escherichia coli K-12 1843003_1843084 
CGGCTACGGTCTGGTTTATTTCACAGAAGCAATGCTAAAACGCCACGGTATGGGTTT
TGAAGGGATGCGCGTTTCCGTTTC 
>Escherichia coli K-12 reverse 1101228_1101309 
TCCCGCTGCAATCTTTAACGGCGGCAAATATCATGGTTGAAGGTTCGATTATCGGTT
ATGAAAGCAACGTCAAATCTGGCG 
>Escherichia coli K-12 reverse 1991247_1991328 
AGCCGTTATTCGGCTTGCGAGAAGTTGATGGCAGCGAGCTGACGATTGTTGAGGAGT
GGTGCTTTGGCTATATGCGGGGCG 
>Escherichia coli K-12 97706_97787 
AAGTTTGCGTGGTTAATGCTGATGATGCCTTAACAATGCCGATTCGCGGTGCGGATG
AACGCTGCGTCAGCTTTGGCGTCA 
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>Escherichia coli K-12 193111_193192 
AGCGATTATGGCGTCCGATCTTGGCCTGAACCCGAACTCTGCGGGTAGCGACATCCG
TGTTCCGCTGCCGCCGCTGACGGA 
>Escherichia coli K-12 reverse 4598256_4598337 
AGAACATCGCGACGTTTATCAACAAAATCAAAGCGTCACCGTGGTTTAAAGATACCG
TCATCGTCGTCTCTTCTGACCATT 
>Escherichia coli K-12 reverse 3712546_3712627 
TACAACCGGCCCGGTCGCGGCATTACATTACGATGGCACAACCACCTCGATGTATAA
CGAGTTTGGCGACAGTACTACCAC 
>Escherichia coli K-12 3183529_3183610 
ATCCAGTACCAGGCGATAAACATCCTTTTACCCTTAATATTTAACAATACTAAACAT
TTAGCGTATAAATTTCACATATCC 
>Escherichia coli K-12 reverse 2455325_2455406 
ATTGCGTATTTGATACTCAGGAAACAATGACCACTACCTTTACTGGTACCGTTTCTT
CTGCAAATAGCGGCAATTATTACA 
>Escherichia coli K-12 reverse 1620648_1620729 
GTCAGCATGTGGCGATGCTCGGCTTTATGTTGACCCTGGCGGCAGCATTTAGTTGGG
CGTGTGGCAACATCTTCAATAAAA 
>Escherichia coli K-12 769255_769336 
TCGCCATGCCCGTGAGATCGATCCAGGCCTAATCGATCGGCAAATAGTTCATTACGG
TAATTACGATCCCTTTATGGAGTT 
>Escherichia coli K-12 reverse 1241164_1241245 
GCTGGCGCAAATCGCCATGTTCCTGGTGCTGGGGCTGTTGGTTAACCCAAGCGATCT
GCTGCCTATTGCCATTCCGGCGCT 
>Escherichia coli K-12 460026_460107 
TGGCGCTGGGCGGCGTGCGTGATGAAGCGGAAATCCGTGGTCACCGCCGTACTTACA
TCGGTTCTATGCCGGGTAAACTGA 
>Escherichia coli K-12 reverse 2556814_2556895 
CTCGCCCGGATATGGGCCGCCGCCTGTGTGCAGAAGCTGTTGAAGCGCTGAAAGCGC
AGTGTGTTGCCAATCCGGACGTAC 
>Escherichia coli K-12 reverse 39776_39857 
ACCTGTCTACACCGAATGGTTTGTTGATATGAGCAAACCGGGCATCAAAGTGACCAA
ACTTGAAAAGCTCGGTCTGCGTAT 
>Escherichia coli K-12 reverse 545799_545880 
CCGCGCCGGGAGAAGGCGACGAGATCCTTACCTTTGATATGGCGACTACCGTACAGG
CATGGGGAAAAGTGCTCGACGCCC 
>Escherichia coli K-12 reverse 1450173_1450254 
CTCGCGTCGGGCCGATGATCTCCACCGTGACTTATAACGACAATGGCACCAAACGCA
AAGTCATGTACGAAGGTTCTCTCG 
>Escherichia coli K-12 reverse 2149973_2150054 
TTCAGCAATGCATGTTTACCCCGCTCATTTGACTGACTGCCCGTGGTGTGCGCTGGA
TAATCAAGGTGTTATCTATTTTAT 
>Escherichia coli K-12 reverse 2184868_2184949 
TTTTAAACCGGCAGCGATACGTGGTAATGCTTCGGAAATCATGGCATTAGCTGGCAT
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TGCTAATGGCGGACGGGGAGTGGA 
>Escherichia coli K-12 3971852_3971933 
GTGAGTGTGTCGTCACTAACTCGCGGACGGCGGAAATGTGTAAGCTCACCGAAAACA
GCTTCCGCGATGTGAATATCGCTT 
>Escherichia coli K-12 3460376_3460457 
CCAAAATTACCGAACAGTTCGTGCATATGAAGCAGCAACTGCCGCTGAGTACACGCA
TTCTTTTAGGTCTGAGCGACACGT 
>Escherichia coli K-12 reverse 2646130_2646211 
TGATTATCGACCAGGTAACTTTGATAGCGGTTTTCATGGCCCGATCAGCATGAGCGA
GGCGCTGGTGCGCTCGCTGAACTT 
>Escherichia coli K-12 reverse 4361126_4361207 
CAACTACAACATTGATGAACCGAGCAGTTCCGGTAAAACATTATCTATTGCGTTTGT
TAATCAGCGCCAATACCGTGCTCA 
>Escherichia coli K-12 reverse 152488_152569 
TTGCCAGTGGGTGCAGCAGTGGCATCAGTTGGATTGATACCACTCTGACCGGAAATG
CATCATCAAGCTCACCTAAGCTTA 
>Escherichia coli K-12 reverse 595062_595143 
AGCCATTCGCTTTTGCTGAACTGCTGGCGCGGGTGCGCACATTACTGCGGCGCGGGG
CGGCGGTGATTATCGAAAGTCAGT 
>Escherichia coli K-12 3889398_3889479 
GGTGGTAATGGACTCCGCGCGCTTTGCTGAAAACGCCTATTTCATCAAGCAGCGTGA
AGCAGAATACAAAGACTGGACCAT 
>Escherichia coli K-12 106976_107057 
TGGCGATAAGTGGGCTGAATTTAAGCCGTACAATGGTTTTTCGCTGGATTTCACCAT
CGATTTTAACCATCCGGCTATTGA 
>Escherichia coli K-12 reverse 703172_703253 
GTATGAAGAAAAAATCCGTTCTTACGGAAAAATTCATCTGTTTATGGGCGGTGTAGG
TAACGACGGTCATATTGCATTTAA 
>Escherichia coli K-12 3221918_3221999 
CGATGCGGTGGATATCGATCTGGCACGCATCAGTAAAGAAATCATCGACTTCTATAT
CAACCAGGGCGTTAATCGTATTGG 
>Escherichia coli K-12 reverse 1027403_1027484 
CCTGCCTCGCCTGGAGAATGAGCGGGAAGCTAACCATTTTGATGCCGCGCCGCGCCT
TGAATTGTTGGATGGCGATGCGAC 
>Escherichia coli K-12 1386002_1386083 
TGATCAGTCGCATCCGGCGCTGCAACGCTGGTATGCCTCAATCCATGAAACGCAAAA
CGACCGTGAAGTGGTCAGCCTGTA 
>Escherichia coli K-12 reverse 1993751_1993832 
GAGCGAGGTGGTAGAAACCTTCGTAGGCCAGTTCTATTTACAAGGCAGCCAGATGCG
CACCTTACCGGGTGAGATCCTGCT 
>Escherichia coli K-12 reverse 271194_271275 
ATTTCGGGAACGTTCGTGAATTGGTGTTCCGTTCACTATGTTAATCGTACCTCTTTC
GCCTTTGCGGGTATGACGCCTGCC 
>Escherichia coli K-12 1228369_1228450 
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CGTGGCGCTCGATCTGACATTGCGTGATGTTCAGGGAAAAATGAAGAAAGCCGGGCA
GCCGTGGGAAAAGGCTAAAGCGTT 
>Escherichia coli K-12 2290784_2290865 
CTTTGCGCTGATAGACGCAGGCGCAGACGGTTATCTGTTGAAAGACAGCGACCCGGA
AGTATTGCTGGAAGCGATTCGTGC 
>Escherichia coli K-12 reverse 793013_793094 
GCATAGTGAACAGCTTGAAGGTGTGCAACTGCCGGAGCCGGATGAACCTTCAGCACG
TCACGCCTTACCCGCCAACGAACC 
>Escherichia coli K-12 505701_505782 
ACAAAAAACAGGTCGATTACGTGCCGGGTACGCCATGCAAACCAGATCAACAAAACG
GCATCTGGATTGTGCAGGCGCATG 
>Escherichia coli K-12 3150643_3150724 
ATTCAACATGTTGCAATAGATTTTGTAGGCCTGATAAGCGTAGCGCATCAGGCATTG
AGCACCTAATGCCGGATGCGTCGT 
>Escherichia coli K-12 4561168_4561249 
GCGCGGTTCAGGGGCATTCGACTTCGCAGGTCGCTATTTCCTTTGCCGAAAAAACAC
CGCCACAGTTTCTCTACCACGGTA 
>Escherichia coli K-12 1756365_1756446 
ACCAGGAAGGCCTCAACAACTTCGACGAAATCCTCGAAGCCTCTGACGGCATCATGG
TTGCGCGTGGCGACCTGGGTGTAG 
>Escherichia coli K-12 reverse 1569682_1569763 
TGGCGGCAATCTGCTTAAGCTCTGTTGGTGGTTTGTCTATTGCGATGGTCATTCCGG
GTAATGAAATCAACCTCTCCGCAG 
>Escherichia coli K-12 2036701_2036782 
GAATGTAAGCGCATAATCAATCGCGGCCGCGTTAGTACTCACGACGTGGCTGCGTTT
TTTCACGGTTAATTTATGGCGTAC 
>Escherichia coli K-12 reverse 3235268_3235349 
CACTTTCAATGAACCGCAGCTGGCCGATGCGCCGCAGACCGTTAGCTGGAAGCTGGA
AGGTACTGACTGGACTATCCACAA 
>Escherichia coli K-12 4417287_4417368 
TGGCGCGTCGATGGGCGCGATGACGGCACTGGGGATTACCGCTCGCCACCCCACGGT
GAGATGTACCGCCAGCATGATGGG 
>Escherichia coli K-12 reverse 1398108_1398189 
GAAAGACCAGCCGTGGCCGGAAGGAGGCAAGGCGCTGGTGGCGGTGAATCTCGCCAG
TGAAGAGCCGTATCATAATGCGCT 
>Escherichia coli K-12 reverse 2428302_2428383 
TGGTGATTTTACCCTGTTCAATCAAAACCCTTTCCGGCATTGTCCATAGCTATACTG
ATGGCTTACTGACCCGTGCGGCAG 
>Escherichia coli K-12 reverse 1271260_1271341 
GGCGTTACTGGTAGCATTAATTTCTGCGGCAATGTATGGCGTATTTTTGCTGATCCA
GACCAAAACGCATCAAAGTTTGTT 
>Escherichia coli K-12 reverse 3297579_3297660 
GCTGGTGTTTATGGGCTTTGTCCTCGGCTGGGGTTTTGCGGCGATTCGTCTGGTGGC
CGGGCTGGTGATGGTGTTGCTGAT 
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>Escherichia coli K-12 reverse 2968673_2968754 
GCGCTACAAATTACCGAAACGTTTGGTGCGTTGGGACACGAAGCCGGTTTGTATCGG
CCAAAAACAAAAATGGTTTCTCTT 
>Escherichia coli K-12 reverse 2081925_2082006 
TTATGATTTAGCTGTGCTTTCTCGTGCTATCATCCACGGCGAGCCCGAGTTTTATCA
TATGTACAGTGAGAAAAGTCTCAC 
>Escherichia coli K-12 257110_257191 
CGACGGTATTAATGTGTGGTGGTCTGGATGCGATGCAGACGGACTATTACAGCCTGT
ATGAACGTTATTTTGCGCCGCGCG 
>Escherichia coli K-12 4622395_4622476 
TACCTACTATGCACAAACGCCGTCAGGCAATAAACATGTGTTGGTGAAATTCACCGT
ACCACAGCAAACCGCGGTCAGCCA 
>Escherichia coli K-12 reverse 2122255_2122336 
CGGTATTCCTAACCCACTACTGCCGGAATGCCGCGACGACACCCGCAATGCGGTCAT
CAAACACGGCGCGGATATGGGCAT 
>Escherichia coli K-12 4423234_4423315 
CGCGTCGTCGTTTCCGTGACGGCCTGAAAGAGAGCGTTGAGATGGCAAGCCGCGCGC
AGGTGACGCTGGCGATGGAGATCA 
>Escherichia coli K-12 reverse 3705241_3705322 
CGGTGCACTGGAACCTGACGCCCGTCTCCGGTCGCGTGAGCGATATGGTGTTCCTCG
ATGACTCCAATCCGTTAACCGGTT 
>Escherichia coli K-12 reverse 76432_76513 
GCCATCCCATCGGCACCGGTCCGTATGCGGTGATTCGCAACAGCACCAATCAACTGA
AAATTCAGGCATTCGATGACTTCT 
>Escherichia coli K-12 4328210_4328291 
AACAACGCTGGGTGGAAGATTTTGCCCATGCCGCGCTTGGCAGGCGCTGGCGTCATG
CCGATCTGGCGGACCTCGAACATA 
>Escherichia coli K-12 reverse 4305565_4305646 
ACTTCTACACTCTGCGCGGCGCGAAAACCCGCGACACCAGCAAGTGGACCGAGTATC
TGAACGAAACGCTGGATATGTGGG 
>Escherichia coli K-12 reverse 632894_632975 
GGCGGGGATCGGTGACACGCTGGCGAAATGGTATGAAGCGGTGGTGCTGGCTCCGCA
ACCAGAAACGTTGCCGCTAACCGT 
>Escherichia coli K-12 525362_525443 
GGTACTACGATGAATCGGACCGTATCACTCACCGCACGGTGAACGGCGAACCGGCAG
AGCAGTGGCAGTATGATGGCCACG 
>Escherichia coli K-12 1243446_1243527 
ACGTGATGTTTATCGCCGTATGGGCTGGAGTGGTGAGCCGACGACCAGCGAGCTGAA
AAATCCAGAGCGTAATATTTCAAT 
>Escherichia coli K-12 reverse 4088942_4089023 
GCATTTATTACGTTGCCTTGCCGCACCAGTGTGGATTGCTGAGCACCGCCAGAGCAG
CATGAATAACCTGAAAGCCGCCTG 
>Escherichia coli K-12 1098316_1098397 
CAGGCGTACTGGGCAGTAAAGTTGCTCAGAGTCTGCAAACCTGGCGCTTTCCGCTGC
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GTTGCTGGAGTCGAACCCGTAAAT 
>Escherichia coli K-12 reverse 2875836_2875917 
CGAAGAGAAATCCCGCGCTAAAGAGCGAATTTACTCTTTCCGTGACCGCTTCCATCG
CTGGGATCCGAAAAATCAGCGCCC 
>Escherichia coli K-12 reverse 1192271_1192352 
TGCTTGAGCGCAAACTCTCCTCAGCGAAAGGCGCGCTCGACACTCTGGGCAACCGGA
TCAACGGCCTGCAACGCCAGCTCG 
>Escherichia coli K-12 2215192_2215273 
GGATTACCCCGCCCAGACACTCACCACACATCTGTTTATTCCTCTGCGCCGACGGCT
TCAGTGCCAACAACCGACTCTCCA 
>Escherichia coli K-12 1651152_1651233 
ACGTCATGCTGGGAGCGGTGGAACGCCGCTTCGGCAACGATCTTCCGTCGTCTCCAG
TGGAGTGGCTGACGGATAATGGTT 
>Escherichia coli K-12 2532855_2532936 
CCCTGAAATTCACGAAAAGACCACCGGTCCGGAGATATGGGAAGATACCGACGGTCA
GGTTGATGTATTTATTGCTGGCGT 
>Escherichia coli K-12 reverse 3859219_3859300 
AAAGCCTGGCGGAAGGGCAAAAGGGGGCGCTGTTAACGGCGGTGCTGAAAATGCTCG
ACCCGCTGGTACTGGTGCTGCCAG 
>Escherichia coli K-12 reverse 1999946_2000027 
CTCAACCCCGTACACCATTTCTGGTATTCAGGCGCTGGTGAAAAAAGGTAACGAAGG
CACCATTAAAACAGCCGATGATCT 
>Escherichia coli K-12 1744104_1744185 
CTCCATGCGCGATATTCGTAACGAAAAAGGCACCGCAAAACCCGATCCTGCGGTTAT
GAAACGACTGATTCAACTCGGTTT 
>Escherichia coli K-12 reverse 4364154_4364235 
CGCTGCAAACACGTCTCACGTTGATGAGCAATCGCCAACAGGGCGGCTCACCTGGCG
GTGTGTTTGTTATGGGGGCGATTG 
>Escherichia coli K-12 961503_961584 
ACAAGTCGCGGCATTCCCACGCGTTCGTGAAGCATTATTGCGTCGCCAACGCGCGTT
TCGCGAATTACCAGGTCTGATTGC 
>Escherichia coli K-12 1272815_1272896 
CACCACAGGCGTCGCCTATCGACTGCCAGAAGAGACGCTGGAGCAGGAACTAACCCT
GTTGTGGAAGCGAGAGATGATTAC 
>Escherichia coli K-12 reverse 1933659_1933740 
ACGGTATCGTTGCACTGCTGGCGACCGGTGGTTCCACTAACCACACCATGCACCTGG
TGGCGATGGCGCGCGCGGCCGGTA 
>Escherichia coli K-12 2162132_2162213 
GCCGCTGACGATTGCAGGCCTGGTCGCAGTTGGCGTGGTGGCACTGGTGCTTTATCT
GCTGCACGCCAGAAATAACAACCG 
>Escherichia coli K-12 382620_382701 
CTACCGGACCCTGAATAACGGCACCATGACAAATACGGGTATTCGCGCCGATAACAA
CTTCACCTGCAGTTTCATCAATAA 
>Escherichia coli K-12 418497_418578 
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GCGGCGTAACTTTTTTGCCAACGTGAGCCATGAGTTACGTACGCCATTGACCGTGTT
ACAGGGTTACCTGGAGATGATGAA 
>Escherichia coli K-12 4422472_4422553 
AAGGCGCGCTGGACGTGGCAAAAGAGTTTAACGGCGACGTGCAGATCGAACTGACCG
GTTACTGGACCTGGGAACAGGCGC 
>Escherichia coli K-12 102654_102735 
TTATCGTTAAGCCGAGCCGCGAAGGTTCCAGTGTGGGAATGTCAAAAGTAGTAGCAG
AAAATGCTCTACAAGATGCATTAA 
>Escherichia coli K-12 reverse 1017380_1017461 
TGAACAAGAAACACTTCCGCTTAGCCCGCAGTGGATCCTCCGCCAGTGTAAAGAGGT
CGCCTCCCTGTGTGATGGCGACAC 
>Escherichia coli K-12 reverse 185496_185577 
GCCGTCTTACGTCAACATCGGCGCATATGTTGATGAAGGCACCATGGTTGATACCTG
GGCGACCGTCGGTTCTTGTGCGCA 
>Escherichia coli K-12 reverse 567426_567507 
AAAATCCTGCTCCAACAGATTTTCTGACACAGGCAGGCCGTGTGCGCGGTAGCTGAC
CGGGCTGAACTTCCGGGAGGCCTT 
>Escherichia coli K-12 reverse 449606_449687 
CAACCGTCTGTATCACCGTGCTGTCGTTCATCGTTTGGCTGCACCACTTCTTTACGA
TGGGTGCGGGCGCGAACGTAAACG 
>Escherichia coli K-12 1332307_1332388 
CCGCCTGAAAGCACGCGGTCGTATTTTGCGTTTTGATGGCTGGACAAAAGTGATGCC
TGCGTTGCGTAAAGGCGATGAAGA 
>Escherichia coli K-12 3060160_3060241 
CCGCGGCGAAGTGGTCGGCGCGGTGAGTATTCAACATCAGGCGCTGCCGAGTTGTCT
TGTCGATAAACTTGGTGCGCTCGA 
>Escherichia coli K-12 reverse 2193574_2193655 
CGATTATGTCTCATGGCCTGGCAACCAATTCAATTGGTTATCTGGTCACTGACGACA
ATGCGATGGTGTGGCGTGGACCGA 
>Escherichia coli K-12 528266_528347 
TCAACTAAACCATCAAAGAGCATGGGATATATTATCTGATACTTATGAAGATATGAA
GAGATTAAATTTAGGTGGGACTGA 
>Escherichia coli K-12 1406221_1406302 
ATATCCGCAACAGGCGAGCCTGAATCTTTTGCGCCAGCCGGTGGAAGAGTGCCGCAA
AATGGTGTTCAGTTTTATTCAACA 
>Escherichia coli K-12 reverse 4537065_4537146 
TCCGCTGTACCAGGATTTAGTCAGCAGAACGCGAGCCGCACTGGCAAAAAATCCGCA
GAACAAATTCCTCGGCGCATGCTG 
>Escherichia coli K-12 3995897_3995978 
GCTGATGCGCTTTCACCGCTGGGCGCGCGATCTCGGCCTGGCAGGTGCGAGTCTGCG
CCTGTTTCCGGATCGCTGGCGCTT 
>Escherichia coli K-12 28745_28826 
CTTTGCTGCCAATTTTAGCGTTGGCGTTAACGTCATGCTTAAGCTGCTGGAGAAAGC
AGCCAAAGTGATGGGTGACTACAC 
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>Escherichia coli K-12 4402628_4402709 
TAAATACACCATGGACCGCATTCTGACGGAAGGTCGTACCGTGATTCGTAGCGATAC
TCAGCGCGAACTGGAAGAGACGAT 
>Escherichia coli K-12 488178_488259 
ACACACCAAAAGCGATCCTTATCGACCTGATCCGTGCGCTGCCGGTGTGCCTGATTA
TTCTCGCGGTTGGCCTGATTCTGT 
>Escherichia coli K-12 reverse 3516624_3516705 
GAACAATGCGCTGACCCAGCCACAAAATCAGCAACAGCTGAACAATGTGGCGGTCAA
TTCCACGTTGCCGACTGAACCCGC 
>Escherichia coli K-12 16615_16696 
GACAGTATCCCTGACAGCCTACAAAACGCAATTGAAGAACGCGAGGCATCGTCTTAA
CGAGGCACCGAGGCGTCGCATTCT 
>Escherichia coli K-12 227171_227252 
ACTGCGAAGGGGGGACGGAGAAGGCTATGTTGGCCGGGCGACGGTTGTCCCGGTTTA
AGCGTGTAGGCTGGTTTTCCAGGC 
>Escherichia coli K-12 1166698_1166779 
CCAACGAAGCCCTGAACGTAACGCTGGTAGAAGCGGGAGAACGTATTTTGCCTGCGT
TACCGCCACGTATCTCTGCTGCGG 
>Escherichia coli K-12 reverse 4528475_4528556 
TACCGGTGCCTATGCCAGCGACTTTGGCGTCTGGGACACTAACGTCGGTGAGACCAT
CCGTCATCAACACCGGATTGGTGC 
>Escherichia coli K-12 reverse 592020_592101 
GGGCAATCAGTAACTTTGTCAGCTTCCTCGCGATGCTGGTGATGATCCAGCTTTTGC
TGTTGCTGGCGTATGAAAGTTTGT 
>Escherichia coli K-12 reverse 908754_908835 
AATTTACCCGCGAGCGCAATCTGGCGCTGCATGTTGACGGTGCGCGCATCTTTAATG
CCGTGGTGGCTTACGGCTGCGAAC 
>Escherichia coli K-12 303690_303771 
CAGTGAGTATATCGCGCTACTTCAGGATGATGTAGATCCGAAGAACGCTACAGAAGA
GAGGCATTGTTGCTGGCAAATAGA 
>Escherichia coli K-12 reverse 2283404_2283485 
CCGAATGGGAAACCAATCCAGAGTCCACCCGCTATCTCACTTTCCTGAAAGGGCGAG
TAGGGCGCAAAGTGGCGGATTTCT 
>Escherichia coli K-12 reverse 1585307_1585388 
TGGGGATCACTCAGCACGAACATGGTACCCAGAACGTACAGCAACTGGTCAATCTGC
TGTTGATGAAAGGTAACATTGGCA 
>Escherichia coli K-12 1617584_1617665 
AGTTACTTCCCTTACTGCCCAGTGAGCATTCCGGTTCACTGAAAAGCCTCCCGCTAT
TGTTCCGCCGCCCGGCATTGATGA 
>Escherichia coli K-12 3582413_3582494 
CTGCTGGTGGCGTATACAATGGGAACATTGAAGGATTCAGAGATACTGCGGAAAAAC
TGGGTGGAGATGCAATAAAAGGCT 
>Escherichia coli K-12 reverse 288744_288825 
CGAGAAGATTGAAGGCAAGCTGGCCGCCATCGCCTATTCACGCATCGGCCGCCGCCT
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GCCGGTGCACGCCACCGCCATCGG 
>Escherichia coli K-12 2794914_2794995 
CCATTGCCGCCGCGGAATCCGACACGCCGGAAAAACATATTGTCCGCGCCACCAACT
CGGTTATCTGGCGTATTTCTATCT 
>Escherichia coli K-12 reverse 1490174_1490255 
TGTCTTGCGCCGATGGCCAAAGCCTTGCATGACAGTTTCGGGATAGAAGTCGGCACG
ATGACGACCATTCATGCCTATACT 
>Escherichia coli K-12 3821700_3821781 
AGTACTGGCGACCGGTGTCGATGTTTTTCTCGATATCGACTGGCAGGGCGCGCAGCA
AATTCGCCAGAAGATGCCGCACGC 
>Escherichia coli K-12 reverse 220481_220562 
CACTGGATGAACTGCAGGATGGTTCGCAGGTTGCCGTGCCAAACGACCCAACTAACC
TTGGTCGTTCACTGCTGCTGCTGC 
>Escherichia coli K-12 287555_287636 
CGGGTGAATGGTACATGGCCTACCTCACCAGCCGCCCGCTGCGCCTGCCCGGCGTGC
CGCTGCTGGCCTCCGGCGGACGCG 
>Escherichia coli K-12 reverse 2128575_2128656 
GTGGGTCGGCGATGACGTCAATTTATATACCCTCGGTGAAATAACCATTGGCGCACA
TTCGGTGATATCGCAAAAAAGTTA 
>Escherichia coli K-12 reverse 787180_787261 
GAAACAGTGGCGTCGTGGTTTTGCAGTGACTCCGCCGGAACTGACTAAAGATGATGA
GCGTTATCCGGGTCACGATCCGCG 
>Escherichia coli K-12 1339673_1339754 
ATATTCCGGTTGATGAGTTCTACACTTTAAAGCGAGCAGAACGCGGAAATCTAGTGA
AAGAACAGTTGGCTGAAGAGAAAA 
>Escherichia coli K-12 reverse 3273133_3273214 
CCCACCGGAAGGCATTCGCGGCGTCTCCGTTTCTCACCGCGCCAATATGTTTGGCAC
CGTGGCGGATTATTTCGCTCAGTC 
>Escherichia coli K-12 1939117_1939198 
GCCACATCCGGCCTACAGTTCAATGATAGTTCAACAGATTTCGAATATTCTGAAGCA
AACTTGAACTTATCATCAGGCGAA 
>Escherichia coli K-12 1682479_1682560 
TTTGCTAGCGCGTTTACGTTTGCATTTGCGTCAGAATGAGCAAGCCACACTGACCAA
AGGTCTTCAGGAAACGTCTCTGAC 
>Escherichia coli K-12 reverse 2378385_2378466 
TTGGTTAGGCAATGCCAAAGCGACCAGCGAGCTGCAGCAGGCGCAAATTGTGGTGCA
ACTGGGAAGCAGCCTGACGGGGAA 
>Escherichia coli K-12 reverse 1307876_1307957 
CGATAATTACATCGCGTACACCGGCAGCATGAATATGGTCGATCCTCGCTACTTCAA
ACAAGATGCGGGCGTAGGGCAATG 
>Escherichia coli K-12 2894806_2894887 
TTGTAGGCCGCACGCCACATCCGACATTCAGCGCCTGATGCGACGCTTGACGCGTCT
TATCAGGCCTACAAGTCCCCAGGC 
>Escherichia coli K-12 reverse 988246_988327 
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TTGCGCATTGTCCAAAATTTATACCTTCGGCCCGACTTTCCGTGCTGAAAACTCCAA
CACCAGCCGTCACCTGGCGGAATT 
>Escherichia coli K-12 3575328_3575409 
AATGATTTTCCCCAGCGCTTCAGGAAATAGCAGCGGGCTTCCGGCAGGTGAAGAGCC
ATTTATCGTGCCGTTGGCAATTCC 
>Escherichia coli K-12 756751_756832 
ACCTGGCGGGCCGTGACGTGGTTGCGCGTTCCATCATGATCGAAATCCGTGAAGGTC
GCGGCTGTGATGGTCCGTGGGGGC 
>Escherichia coli K-12 3598422_3598503 
CTACAATGTGTGTTGCAATTTACTGATTTCTTTGGATCTTGTAGGCCGGATAAGGCG
TTTACGCCGCATCCGGCATGAAGC 
>Escherichia coli K-12 1728631_1728712 
GCTGCACGAAATTTTTAAAGTTGTACGTAAAGGTATTAAAGCGAGCGGCTGTAACCG
CGCCATTATGGTGGCGCACAATGC 
>Escherichia coli K-12 reverse 311002_311083 
AAAGGGGAAACAGGTCGTATTGATTGCGGCCAGAAAGTCAGAGGCCTTAGCAAATTA
TTGGTATTACAATAGCAATATTAG 
>Escherichia coli K-12 reverse 3578189_3578270 
CGCCATGCCTTGATATCGCCGTCGGTTTTGATAACTTTGAAGCAGCACGCCAGATGA
CCACTGCCATTATTGCTCGCGGGC 
>Escherichia coli K-12 reverse 765475_765556 
TGACGATTTTCTTCAGCAACAGCTACAAATCACCCCGCAGGATCGTGTGTGGCATGT
GAAGCGCGTGCGCTATCGCAAGCA 
>Escherichia coli K-12 3999025_3999106 
CCGAGTGCGCCATTCTCTACCGCAGCAACGCCCAGTCGCGGGTGCTCGAAGAGGCGT
TATTGCAGGCCAGTATGCCGTACC 
>Escherichia coli K-12 reverse 4567864_4567945 
GAAGCGCGGCGCGGTTCCGTTTAGCGCCAAAAGCGTCTTGCGCGATTTTCGTAATGT
CTTTTGCAATCGGCTGTTCCTCTT 
>Escherichia coli K-12 534767_534848 
TCATACCGGCTCGGTAGAGAAATACACCGAAGGGCGCAAAATCGTTCATATTGATAT
TGAGCCGACGCAAATTGGTCGCGT 
>Escherichia coli K-12 695649_695730 
GTATGCGCAGTCGTGCATGTTGATTAGCGTCCAGTGCGAGAACGATCCCGGCGACAG
CACCTGGCAGCAATTTACTCCGGA 
>Escherichia coli K-12 779288_779369 
TCTGGACAAGTACGATATCCGTTCTGACTTCGCTCAAATGCTGGATGCACATGCAAA
CTTCCTGCGTAGCAACCCGTCTTA 
>Escherichia coli K-12 113926_114007 
TGGTGAAATGTGTGAGGAGCTTATCCTCTCAGGTGCCGATATCGTTAAAGTTGGCAT
TGGCCCAGGTTCTGTTTGTACAAC 
>Escherichia coli K-12 549995_550076 
GCCACTGGCGTTGGCGGCAAGCGATCCGCTGCCTGCTGAGTTACGCCAGTTTCGTCA
CTGTTTTCAGGCCGCGCTCAATGG 
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>Escherichia coli K-12 reverse 1820496_1820577 
CTTCCATCAGATCATTATGGATACCATCTCAACCCCACTGGCATCGTTGGGTAGCGT
GGTGGGCTGGGCCTATGTGATCTT 
>Escherichia coli K-12 reverse 2678836_2678917 
CTGATTATTTTATTGCCAATAAAATTGACCAGCCGAAAATTGCCGTCATCAATTGCG
AAGCCTTTGAAGTTTGTGTGCAGC 
>Escherichia coli K-12 3615674_3615755 
TGCCTAACTTCTGGCTGGCGTTTTTACTGGTGATGGCGTTTTCGGTGTATCTGCAAT
GGCTACCCGCGATGGGTTACGGCG 
>Escherichia coli K-12 398380_398461 
CGGTGCGCACCGGTGGGCCGATGCAGGTCAGCATTGCTTTTGCCGAACAGCATACCA
AAGGGTATCCGTGGAAAATGGACG 
>Escherichia coli K-12 145656_145737 
GACCACATCGGTACGCGCTTTCAATAACCAGATGGCCTGGCTGCGTGACAGGGGATA
CGCGACACTGAGCATGGTGCAGCT 
>Escherichia coli K-12 reverse 2541202_2541283 
GTTGGCTCGACGAGCATAACCTGCAAATTATGTTCTCCTGGCCGGGAATGGTGCTGG
TCACCATCTTCGTGACGTGTCCGT 
>Escherichia coli K-12 reverse 635920_636001 
ACCCTGGACTACGGCCGCACCAGGCGGTCATAGCTGGTACATTTACCCCATTTACGA
CTGGAAAGTGGCTGATATCTGGAC 
>Escherichia coli K-12 reverse 1494570_1494651 
TGATTCTGGCGGGTTTAAAAACCGGGGAAATCGATATCGGCATTGGTCGGATGTCAG
ATCCTGAACTGATGACCGGGCTTA 
>Escherichia coli K-12 reverse 2084957_2085038 
AACGCTCTGGGTGGTGATGAAAGAGTTGAAGAAGCCAAAACTCAAAGTCGCGACCTT
ACCGCCGCGCCGAACCGGGATCGC 
>Escherichia coli K-12 reverse 510088_510169 
TGCGGTTGGCAGCCATACTACGCTGTCACGAATCATTCGCATGGTGCGCCAGGCCCA
GAGCAGCAAGCCAGAAATCGGTCA 
>Escherichia coli K-12 reverse 651288_651369 
TCTGATTCAACAGGCTGCGGCACAGTGCGACTGGTTGCATCTGTTTTTAGTCAAAGA
AGATTCTTCACGCTTCCCCTATGA 
>Escherichia coli K-12 336317_336398 
CGATAATCCGTTTTATCAGGCGTTAAATAAAGAATTACATATTAAACGACGGGCAGT
TATTCAGGCCGTAAACGATAAACA 
>Escherichia coli K-12 4445962_4446043 
TTCGCAGCCGGATGTAAATATCAACCTCGTCACCCTGAATGCCAAAGGCAGCGAAAA
GCAGCACGAGCTACAGTTGCGGAT 
>Escherichia coli K-12 1873786_1873867 
CGCAGCCGATCAACAGGCCGATCTGAGCCAACTCGCCAGCCATATAGGCGGATTACG
CGCTTCGTTGGCCAGCCCGGCGGA 
>Escherichia coli K-12 reverse 3873996_3874077 
TCTTTATGTCATGCCCGGAACCCATTGCAAATGGGTGCAGGCCGATAGCCAGCAAAT
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CAACGATTTTCGCACCGTGATGAC 
>Escherichia coli K-12 reverse 2447935_2448016 
TAGCGGCTGCATCGCCATTGCCTGTGCTTATGCCTTCCCGGATGCAGAAGTCGACGC
GGTGGATATCTCTCCAGACGCGCT 
>Escherichia coli K-12 4603800_4603881 
ATTGTCTGATGTTGAACCCATTGAGAATCTGGTCAAGACCGTACGTTCCGGCAATAC
GCACGCAGAGCGTATCAGCGCCAT 
>Escherichia coli K-12 reverse 3177556_3177637 
TGGAGATGGTTGCCGGGATGATTGAAGAGGGTGAAAGTGTGGAAGATGTTGCCCGTC
GCGAAGCGATTGAAGAGGCGGGAC 
>Escherichia coli K-12 1107026_1107107 
CAAAATGGAATCCAGTCCATTTATAAATCATCTGGTTGATGGAACATTGCCGCTTAT
CTGGGCGAAGACACGTTTATTAAG 
>Escherichia coli K-12 1872747_1872828 
TGCTGCTGGATATTAACAAAAACAATCTGCGGAATATCTTTTATACTCATGACCGCC
CTCTCCTCTGGCGTTTTCTCAATG 
>Escherichia coli K-12 3247001_3247082 
CGAAACAGGACATCATGAAACTGATGGCCATTCAGGAACAGGCGCGCGGCGAACAAT
GCTTCCGTGATTCCGAGTGGGATT 
>Escherichia coli K-12 1380438_1380519 
CATTCGCTCTTTGCTGGCAGATCTCCGTGCACAGCAGATCTCGGTTGGGCTGGCTTC
TGTCTCCCTGAATGCGCCGACGAT 
>Escherichia coli K-12 343369_343450 
CACGTATTCGCCGCTACGTCACTGGCAGGCCGGGCCGGGTAAAAAAGTGGGCGTGGT
CGGCATCGGCGGTCTGGGACATAT 
>Escherichia coli K-12 1787822_1787903 
TGATGCGCGCATTGCGGCGATTGATTACACCCTCGCCCACGATGACGGCATTTCGTT
GCGCAATCTGGACCAGGCTCAGGT 
>Escherichia coli K-12 4018007_4018088 
TGAAACCCAGGTCAGCATCGAAAATGACGCCCGCTCGCGGATGCAGCCGGATGTCAT
CGTGCGCCTGCCGCAGGGAAAAGA 
>Escherichia coli K-12 reverse 2872096_2872177 
TGACGCCGCTCGTCCTTGTTTGCATCAGGATGACCTCGCGCGATTGTTGGCGTTGAG
CGAAACCAGCCGCACGGGGGGGAT 
>Escherichia coli K-12 2314785_2314866 
TCATTATTCGCGATCAGGATCGCGAAGTGCTGGTAAACAAGAAACTCAAGCAGGCGC
AGCGTCTGTATGAGAAAAACCAGC 
>Escherichia coli K-12 reverse 2424083_2424164 
CGCCGATTCAGGTGTTGGGCCTGAGCAAGCAGGAAGCGCGCGAGCGGGCGGTGAAGT
ATCTGGCAAAAGTCGGGATAGACG 
>Escherichia coli K-12 2830256_2830337 
GATGCACCTTGCGCCGACCTCCAGCACCGTCAATACCCTGATGATGGGTGACGCGCT
GGCGATGGCGGTCATGCAGGCGCG 
>Escherichia coli K-12 reverse 3278221_3278302 
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CTCGTCTGATGCGCAAGCACACTGACGTAATTGCGATGACCAACGGTATGAACGTGG
CTAATGCGTTGCTGGAAGCGGAAG 
>Escherichia coli K-12 reverse 1202557_1202638 
GGCCGGAGCATGGAAAGAAGTTGGATATTCTGAGGTTGATTTGAGCACAGCAGAAAC
GTATCCCTGCCCTGTACCCTGTGG 
>Escherichia coli K-12 4486729_4486810 
ATGTGTTCCTCGCGCAAATTCGACCAAAAGGTAATGCACGTCCTTCTGTGGTGGTGG
CCGATTCCGGACATTTAACCCAGC 
>Escherichia coli K-12 reverse 2001390_2001471 
TGGAGCAGGAACTTGGCCGCAACGCCACGGAAACTGAGGTAGCGGAACGTTTAGGGA
TCGATATTGCCGATTATCGCCAAA 
>Escherichia coli K-12 reverse 3924649_3924730 
TGACCTCTAATGAAATTTATCCGAACGGTATCTCCACCAGCCTGCCGTTCGATGTGC
AGATGCAAATCGTCCGCTCTATGC 
>Escherichia coli K-12 3286608_3286689 
ACGTGAAGACCAGCTCATCAGCTTTCGCTCCGAAGAGATAAATGAGACAGAGTGCGA
ACGGGTAACGAACCTGATTGCGCG 
>Escherichia coli K-12 760067_760148 
CTACCGCCGTCACGGCCACAACGAAGCCGACGAGCCGAGCGCAACCCAGCCGCTGAT
GTATCAGAAAATCAAAAAACATCC 
>Escherichia coli K-12 reverse 3513097_3513178 
CGAACTGAGCCGCGATATTGCCCAGCGTTTCAACGCGCTGTATGGCGAGATCTTTAA
GGTGCCGGAGCCGTTTATTCCGAA 
>Escherichia coli K-12 reverse 1347906_1347987 
AAAGCTGGTGTATGACCAGGTTTCTGACTGGCTGGAAAATACCGGTGACTGGCAGCC
TGAAAGTGAAGCAATTGCCGAACA 
>Escherichia coli K-12 3935731_3935812 
CCCAGTGAATACCGGCTTTACTGAGAACGCCGATCTGTTTGGCTGGTTTGGTATTGG
TCGTCCGCTGGGCGTACCGACGCC 
>Escherichia coli K-12 653025_653106 
GGTTGGGTAAACCCATTGTTGAAGTGGTCAGGCCCGCCGATTTCTTTACCGAACAGA
TTGATGAAAAACGTCAGGATGTGG 
>Escherichia coli K-12 reverse 4538173_4538254 
CAATGCTCACTATTTTGACAAAAAAGCAGAAGATTATTTCTTCAATAAGTTTCTGTT
GTCTTTTGATCCCTCAACACAGCA 
>Escherichia coli K-12 894301_894382 
AAAGCTGCGGTGTCTCTTTCCTGGATGCGCCAGAAGAAGTTTTTGCTACCGTGTTGA
ATTATCTCGGCAAAGATCCCAACA 
>Escherichia coli K-12 reverse 3588606_3588687 
CGATGCCAAGCTGCGCGTGCAGATGCGTCTTGAACTGCAACAGTTGCACCGTCGCCT
GAAAACGACTTCACTCTACGTTAC 
>Escherichia coli K-12 3359868_3359949 
AGCTGGACGATCTGCTGAGTGATTACGATGCCGTGTTCCTTGGCGTCGGGACTTATC
AGTCAATGCGCGGCGGGCTGGAAA 
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>Escherichia coli K-12 reverse 1343932_1344013 
TCACTATCATCACGGTCAGCAGCTACATCGCGCATTTGCTGAAAGACGCGCCTTGTG
AAGTTATTTTGCTCGGTGGCGTGT 
>Escherichia coli K-12 reverse 2550056_2550137 
ACCTGAGCGGCTTTGTTGACGGTACGGAAAACCCGGCGGGTGAAGAGACGCGTCGCG
AAGTGGCGGTTATCAAAGACGGCG 
>Escherichia coli K-12 2622514_2622595 
CGGCGTTTGTCTCCCACTATGCCGGGCGTTTGCTGAACATTCACCCTTCTCTGCTGC
CGAAATATCCCGGATTACACACCC 
>Escherichia coli K-12 2901191_2901272 
TGCCAATAACGAAGAAAAACAGTCATTCCAGCTTAGCGACATCCTGGCCGTTTTGCG
TATCAGCACCACCTGGTATTGCAG 
>Escherichia coli K-12 4424004_4424085 
GGGCGCAGGCGGGGCTGGCGATCCCGGCGTTAGGCACCACGCACGCCGACTACTTCT
TTGGCGACATTCCGTGTACGCGCG 
>Escherichia coli K-12 reverse 1947742_1947823 
TGCTGAAGTGCGTCATGCATTTAGCAAATGTGGCGGTAACCTCGGTACTGATGGTTC
CGTTGCCTATCTGTTCAGCAAAAA 
>Escherichia coli K-12 1381322_1381403 
AAGCTGCGCGTGCAAATGCGCGCAGAGATCAGCAAGCTGCATCAGAAACTGAACACC
ACCATGATCTACGTGACCCACGAT 
>Escherichia coli K-12 940035_940116 
CGCTGTACGGTACGGGTCAACTGCCGAAATTTGCTGGCGATCTGTTCCATACTCGTC
CGCTGGAAGAAGAAGCAGACACCA 
>Escherichia coli K-12 2802381_2802462 
TCAACGCCCGTGATTTCTTCCAGCGACTGGCAGAAATCCAGTTTGAGTCCGGCTATC
CCTACATCATGTATGAAGACACGG 
>Escherichia coli K-12 reverse 861351_861432 
GAGCAACGATTTCCTCGACGCCTGCGTACAGGTGATCCGTTGCGGCTTCGGGATGCC
GGCGTTCAACAACGACGAAATCGT 
>Escherichia coli K-12 reverse 2706185_2706266 
GCTTTAAGAAAGTCAAACCGCAGGTATACGCCGGTCTGTTCCCGGTAAGTTCCGACG
ACTATGAAGCCTTCCGTGACGCGC 
>Escherichia coli K-12 4329760_4329841 
TAACGCAACGAGGCCTACTGGTGCAGGCAGGTGATCAGAGCGAGCAAATTTTTACCC
GCTGGCGTGCTGGGGCGTATAACG 
>Escherichia coli K-12 3003014_3003095 
AACTGGAGATCCACTCCCCGCGCGGTGTTCGTTTCGTCCCGATTAATGGCTTTCACA
CCGGGCCGGGCAAAGTGTCTCTTG 
>Escherichia coli K-12 reverse 1890202_1890283 
GAGCCAGACCGACGCTGGGAGAACCTTCTCGCGGTCGCATTTATGCCGATGTGAACG
GTTTTCTGGACCCGGTGGATTTCC 
>Escherichia coli K-12 reverse 997185_997266 
GTGCGTTGAAAACCCTGCTCGACCTGCTGCCAGAACGCGCTTTGCAAGGCAAAGTGG
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TGCTACCGCTGGCGACGGGCGGTA 
>Escherichia coli K-12 3747793_3747874 
TTGTTGGCGGCCTGTTTGATGTGGTTTCCACCGCACTCTGCGCCGGGATCGAAGACG
AATTTACCCTCAATGCGGTGATGG 
>Escherichia coli K-12 reverse 2212563_2212644 
GACTGGAGAAAACGCTGGCGCGATTGCGTCAGGAGCGCAGCAAGCAGGATGTTTCGC
TGTTACCGGAAAATCAACAGGCGC 
>Escherichia coli K-12 reverse 2542056_2542137 
GTGAATGGCTGGCGAAGTTTGATATCAAAGTCACCTATACATGGCTGGGGATTGCGG
TGGCTATGGCCTTTACCAGCATTC 
>Escherichia coli K-12 reverse 1942078_1942159 
GCATCTTTGGCTTTCCCCAGAGATAGCGCGGGCTACAGCGGTTGCAATCCATGGAAA
ATTAGTGGAACTTATGCCGCAAAG 
>Escherichia coli K-12 4145104_4145185 
CGACACGCCGTTCCTGATGAAAACCGCCGAAACCATTCGCTTCGGTACCGGTATTCC
GCAAATCTTTAACGATGAAGTGGT 
>Escherichia coli K-12 425507_425588 
AAACCGTTTATAGCGAAAAACCGGGCGCGGTTGCAGCCCCGACCGCAGGTCTGCATT
TTGACGAGCCTTTGCTGGAAAAAT 
>Escherichia coli K-12 284145_284226 
CATTCCGGCCATCGCCCACGCGGCGGGCTGCACGATCCCGGACGTTGAGCACTGGAC
GCGCATCAACCGTAAAGTGCCGCG 
>Escherichia coli K-12 reverse 928295_928376 
CTCAACCCGGCGCGTTAATTGCCCTGTTTGTCTTCTGCGCGTTAGCCGCGTTTGAAG
CACTGGCACCAGTAACGGGTGCAT 
>Escherichia coli K-12 reverse 4348035_4348116 
CTCCGTACCGGAAAACCGTGAGTATGTTTACGGTGATACCGCGACGCTGCTGGATAA
AAAACTGCCGAAAAGCAACTGGCT 
>Escherichia coli K-12 2171576_2171657 
CGCGTAACCACGCCTTTTTGTTCGAGAAAGCGCAAATCGGCACGGATTGTCGCTTCC
GAGGCAGCAAATACTCCCGCCAGA 
>Escherichia coli K-12 reverse 3047565_3047646 
CGATGCTGCGCGACGACGAAATCCTCACCCATCCGGTGTTTAATCGCTACCACAGCG
AAACCGAAATGATGCGCTATATGC 
>Escherichia coli K-12 3282514_3282595 
TGGCCAGCTGCCTCGCGGTTTTCGCACCTGAGACGATCAACAGCCAAACCTTCCGCG
ACGTGGCGGATCGTTGCCAGGCGA 
>Escherichia coli K-12 291778_291859 
GTTGTGTGACGAAAGCGGGAACTATCCGGCTCTGTTGAACCATTGGGAAACCAAGGT
TTTTGAGATCGAAACCAAACGTGA 
>Escherichia coli K-12 14694_14775 
TCTTCGCTGTACAGCAGACCTGTCCACACTGTCAGGGCCGCGGTACGCTGATCAAAG
ATCCGTGCAACAAATGTCATGGTC 
>Escherichia coli K-12 1374472_1374553 
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CGCTTTTCAAAATCATCACCGCGCTTGGCATTTACGACACTGAGATGGCGCTGATCA
TCACCATGGTGACGCAAACTCTGC 
>Escherichia coli K-12 4146658_4146739 
TTGCTACCCGTTTTTTACAGCGACTGCGGCTGTGGGGTGTGTCATGCGCCATTGAAA
CTGCCGGAGACGCACCAGCCAGCA 
>Escherichia coli K-12 2842454_2842535 
TACATGTCGCACGAACCATGAAGGCCCGATAAGCGCAGCGCATCGGGCAATTTAGCA
TTTGGCATCAGAGCTGGTTCACCC 
>Escherichia coli K-12 reverse 3323362_3323443 
GTGTAAACATCAATGCCGAAGTGGGGGCTACCGACGTTCGCGCGCTCCAGGCTCGTG
TGCTGGCTGAAAAAGCGGATCTCG 
>Escherichia coli K-12 1240103_1240184 
ACCGCACAGGCGTTCTACATAAAACGCTTACGCTTCATTGTTGACTCGAACTCGACT
TCAGATAAATCACGCTTTACCCTT 
>Escherichia coli K-12 reverse 2764306_2764387 
ACGGGACTTACCCCACATCCTTACGCCATTTAGAGCGCCTATGGCTTCGGTCTGCGC
TAAGCGTAAAGGCCAGGTTCTACA 
>Escherichia coli K-12 654163_654244 
TATTTGATTATCTCATTAAGCCCATTGCCTATGAACGGCTGGGGCAAACGCTAACCC
GTTTCCGCCAGCGTAAACATATGC 
>Escherichia coli K-12 reverse 1536238_1536319 
GTTGACGTTGATTGGCGGCGCAGGACTGCTGTGGCGCAGGCTGACAAATCAGCGCGT
GCGTGCCACTTCCACTACGCCGGA 
>Escherichia coli K-12 3838670_3838751 
TTTATTGGTGACACACGGTAATCCGACGTCATTATCGATCTCTCCTGCCGCGTTGTT
CTGGGGCATTGCCTCGGCATTTGC 
>Escherichia coli K-12 reverse 3432959_3433040 
TCATCCCCGCCGTCATGCCCGACTGGCTGCCAGTCTGCTTGAACAGGGGGGCGCTCT
CGTCTCGGAATTTCCCCTCGATGT 
>Escherichia coli K-12 467782_467863 
TCTATAGCGGTTTTCGTTATCAGATAATCGATGTCAAAAAAATGCCACTCGGCAGCG
TCACCAAGATCTGCTTCTGTGGCG 
>Escherichia coli K-12 3457314_3457395 
TTACCGCCGATGAACAGACTAACTCTCTGGTCATTACCGCTGACCAGTCCGTCCAGG
AAAAACTCGCCACGGTAATTGCGC 
>Escherichia coli K-12 reverse 985075_985156 
CGGTATCGACCCTACGCTGGAACAATGGCAAACACTGGCACAACTCTCCGTTGAGAA
AGGCTGGTTACCGCTGTTTGACTT 
>Escherichia coli K-12 reverse 2503198_2503279 
TGTTCCGTACCGAAATGCTCTATATGGATCGCGACAGCGCGCCGGACGAGCAGGAGC
AATTTGAAGCCTACCAGCAGGTGC 
>Escherichia coli K-12 reverse 716233_716314 
AGGCGTGCGGGCTTTACCCATCGCTGACGATGTCGCAGGGGTAATTTTTGCTCTTAA
TGGTGGCGATCTTGGGGAAGATAC 
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>Escherichia coli K-12 426661_426742 
TCTCGGAAACAAAAATGCGCTGTTTGGTATCATCCAGGGCAGCGTTTACGAAGATTT
ACGTGATATTTCTGTTAAAGGTCT 
>Escherichia coli K-12 reverse 1761116_1761197 
CCGGGGCACGGTTCACTATCAACGTCGCAGCGAATGCCCACTTGCAGCATATCAAGC
TGGCGTTTGAAAACCCGCTCAGTC 
>Escherichia coli K-12 3285834_3285915 
GGGAATTTGCTCATCATTTGCCAGCCAGGGAAACCTGCTGGGGCCGATTCTATTTTT
CGCCGTTTACCTGCTTATCTTTTT 
>Escherichia coli K-12 reverse 1072478_1072559 
GCAGCTGCAGGGGAAATTGCTGGCGAAAGGCTCCTGGGATTATCAACTGGTGGATGA
ACTGGTGCCGCAGCCTGGCGATAT 
>Escherichia coli K-12 4086393_4086474 
GGAGCAACTTAATGACATCGGAAAACCGGTGCAGCCGCTACCGTTCACCCAGACGTT
TGATCTCAACAAACTGGATGATGC 
>Escherichia coli K-12 4468934_4469015 
GGCAAAAAATTGATGAGATTCCGTTTGATTTCGAGCGTCGCCGGATGTCGGTGGTAG
TGGCAGAAAATACCGAGCACCATC 
>Escherichia coli K-12 reverse 4090351_4090432 
CGAAGATAAAGTGGTCGGCAAGGCGTTGGATAACCGCATCGGCTGCGCAATGATGGC
TGAACTATTGCAGACGGTGAATAA 
>Escherichia coli K-12 reverse 1974303_1974384 
CCGTGATTTGCAGGAATCAGTGATGTCGATTCGCATGATGCCGATGGAATATGTTTT
TAGTCGCTATCCCCGGCTGGTGCG 
>Escherichia coli K-12 1702694_1702775 
GGCCTTTTTAGCCCACCGTGACCAGATTACCGCACTTGATTTAGCCGGTGATGAACT
TGGTTTCCCGGGAAGTCTGTTCCT 
>Escherichia coli K-12 reverse 1591476_1591557 
GCTGCTGGCGAAAGAACTTGGGTTGAATGTTCCGGACGCAGAAATCATTAAAGCGGG
AAATGTGCGCGCGTTAGCGGTCGA 
>Escherichia coli K-12 reverse 1900768_1900849 
GCGTACTGCCGATGCCATCCTGCGTTTGATGGGCGGGAAACGTCAGGCCAATGTTCA
GCACGATGCCGATAACCCGATGCC 
>Escherichia coli K-12 4258392_4258473 
TGCAACATTGCTGATTGGTCTGCTAATGGTGCGTAAAATCCTCAAACTACGCGGAAT
TTCCGGCGAAATGCTGAAAACTGC 
>Escherichia coli K-12 reverse 1696718_1696799 
CTATATGGTCGAGTCCATTGTCTCTCTCACCCATGAAGCCTTTGGACAACGGGCGCT
GGTGGTTGAAATTATGGCGGAAGG 
>Escherichia coli K-12 659161_659242 
AGGACGCTCCCTCAATATCTTGTTCGATACAAAAAACCCGCTTCAAAAAGCGGGTTT
TTTATCAGACAGATGTAAGTAATT 
>Escherichia coli K-12 2666036_2666117 
AGCCTGTACCACCTGATGAGCCACTGTTTATGGCACTACTTTTTTCCATGTTGCGGG
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TTCCCGATCCATTGCGGGATGCGC 
>Escherichia coli K-12 1097158_1097239 
CACGAAAAAAAAGCCCGTACTTTCGTACGAGCTCTTCTTTAAATATGGCGGTGAGGG
GGGGATTGACTCGCTTCGCTCGCC 
>Escherichia coli K-12 reverse 1826400_1826481 
CGCAATTCGTGGCTCCTTGCATCCGCAGTTCGGTGTATTACCGCAACGCGACATTCC
CTGGGACGAGAAATTTCTGACGTG 
>Escherichia coli K-12 reverse 3583634_3583715 
TGAGGCCAACGCCCATAATGCGGGCTGTTGCCCGGCATCCAACGCCATTCATGGCCA
TATCAATGATTTTCTGGTGCGTAC 
>Escherichia coli K-12 3819143_3819224 
GGTGCTCGATGCGCTCGGACTGGTGGTCTTTTCTATCATCGGGGCACAGGTTGCACT
GGATATGGGGCACGGCCCAATTAT 
>Escherichia coli K-12 reverse 1087144_1087225 
GCGAGTATTCCTCAATTATTGGTTTGATCAAGCGAACCCAGCGTATCTATGGAAACG
TATTTACCGTTTCCGGTGTTATTG 
>Escherichia coli K-12 reverse 3910966_3911047 
CGCAGATGGCTCCGGGACTTCCTTCGTCTTCACCAGCTACCTGGCGAAAGTGAACGA
AGAGTGGAAAAACAACGTTGGTAC 
>Escherichia coli K-12 reverse 3505438_3505519 
TAACCGATGACAACTATGCGGTGATGAAGGTGGCTCGAATCGGCTGTGAATGCGGCG
CGAATGTCTCGACATTTTCCTGCT 
>Escherichia coli K-12 2368991_2369072 
TACTCATCCTCGGGGTGAATGGCTTTATTGGCAACCATCTGACAGAACGCCTGCTGC
GCGAAGATCATTATGAAGTTTACG 
>Escherichia coli K-12 reverse 3851901_3851982 
CACCAACTATATTTTGCAGGAGGCGGATTTGTTGATAGTGCTCGGTGCGCGTTTTGA
TGACCGGGCGATTGGCAAAACCGA 
>Escherichia coli K-12 2265697_2265778 
TCTTTATGGATAAAGAAGACTATACCCCGTATACCTTCACCAAAGATCAGATTGAAG
AAGAGTTGCTGTTTATGCCAGAGG 
>Escherichia coli K-12 3171119_3171200 
ACCCAGCGAAGTGCGGCCACTGGTTGAGTCGCTAAATCAACTGTTCGCCCGCACACA
TGCGATGATGGTTCGTGAACGACG 
>Escherichia coli K-12 1050707_1050788 
GAGCATAAGATAAATCTTAGCAAAATACAAATTAAAGATAAGGAAATTGTTACGAAA
GCTATTAATTATTGTTGGTAATAT 
>Escherichia coli K-12 1096297_1096378 
CAGTAGCGAAAAAAGTAAAATATAAAAGTCTGACTCGCTATGTGCTGCTTTCGGTGT
GCATCTCAACGGTTGTTAACCTGC 
>Escherichia coli K-12 reverse 437609_437690 
GAAAGCGCGTTATATCGGCGCGTCATCAATGCACGCTTCGCAGTTTGCTCAGGCACT
GGAACTCCAAAAACAGCACGGCTG 
>Escherichia coli K-12 reverse 927041_927122 
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CGATCGCGAAGAAGGAACCTGGATCACGCGTGGCGTGGTCGAAGCCTACCATCGCCT
TCACGAACTCGGCCATGCCCACTC 
>Escherichia coli K-12 1769591_1769672 
TCAGTGCCCTGCTGTACTGGCGCGGTGAACAGGTGGCACAAGGCATTCGCCATTTTG
CAACCCGTCTGGCAGGCGTTCGCG 
>Escherichia coli K-12 reverse 556253_556334 
GTGTGTTTATTGGACGCCGATGGTTCAGGGCTGGGCTGATTCGCTGCTGGCTGTTTT
TAACCGTCTCGTTGCTATCGCACA 
>Escherichia coli K-12 536986_537067 
TGGTTGGCGGTGATGAAGCGGTATTTGAACGTGTTAAACCGCTGTTTGAACTGCTCG
GTAAAAATATCACCCTCGTGGGCG 
>Escherichia coli K-12 reverse 3753492_3753573 
CTCCGTGAAGTCATCGGCGGCGGAACAAAAACAGATCCAGAGCCAGCTGGATAGCCT
GGTGTTGGGTGAACATTCTCAAAT 
>Escherichia coli K-12 reverse 6032_6113 
CGTACTCCGCCCGCTCGATTTAATGCAGCCTTATCGTCTGGAAATGGGGATCCGTCT
TGAGAATGCCCGAGGGAAAGATCT 
>Escherichia coli K-12 596247_596328 
GGCTCGCGGGGTGATAGAAAGTACCCGCAGCGACATCGCTAAACGTCAGGGGGAACT
GGCGCAGGCGAATAATGCATTGCA 
>Escherichia coli K-12 reverse 2814436_2814517 
TAGAGATTATCGATATCTCGCCAATGGGCTGCCGCACCGGTTTTTATATGAGTCTGA
TTGGTACGCCAGATGAGCAGCGTG 
>Escherichia coli K-12 reverse 3928838_3928919 
CGCGCAACGATGCGCAGATGGAAACCTTCCGCACCATGGTGCGCGAACCGGCGACGG
TTCCTGAGCAGGTTGATGGTCTGC 
>Escherichia coli K-12 212941_213022 
ATTTTGCCGAAGCAACGGCCCGCAGCGCCGCACTTTGTGCTGAACAAGAGAGCCTGC
TGGATGAACTGCTGGCAGATGATT 
>Escherichia coli K-12 3389945_3390026 
GATCCGCGTCGGCGCGTTGCAGGATTCCAGCCTGTTTTCCCGCCGTCTGGGCGCGAT
GCCAATGGTGGTGTGCGCCGCGAA 
>Escherichia coli K-12 reverse 2918676_2918757 
ACTGGCCGGGGAAGAAGAGGCCGAGTCTATTGTGGCACTGGCGCAACGCTTCCCGCA
GGCGCGTATTACGCTCGATCCTAA 
>Escherichia coli K-12 1501030_1501111 
CAATGGCCTGTGGTGCGTTGGGCTACACCGACGCCGGTCTGGTGTTTTTAGGCGCAG
GCGTTTTCTCATGGCTAAGCCTTG 
>Escherichia coli K-12 3356916_3356997 
TTGAAGCGGTCGGTCTACACGATGATGTAGTGGGCCTGTGCTTCCAGGGGGCGGTCA
GCCGCATTGGTGGAGCAAGCTTTG 
>Escherichia coli K-12 3367245_3367326 
AATATACCTTAAATGGCGGAGGTTATATTAGCCAGACAACGCGCTTATTCGGCTTAG
GGAAAACAAAAGATAATAAAAATA 
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>Escherichia coli K-12 2083430_2083511 
GATGAAACCCCTGGTGCACGTTTCCGGAATGTTTGGAGCATGGCGCGGCAATACCAG
CTGGGTGGCACCGCTGGCGTGGCA 
>Escherichia coli K-12 3180962_3181043 
ACACGGTGGAAGATCGCGGAACCATTCAGTATTTGCAGGACTGCGCAACGGAAGCTG
AAATTGCTACTGAGTTCCTCTACA 
>Escherichia coli K-12 reverse 4122820_4122901 
AACAGCGTCAGCAAACGCTACAGCGCCAACGTCAGGCGCAGCAATTAGCGGAACAGC
AACGCCTGGCTCAGCAGTCGCGTA 
>Escherichia coli K-12 reverse 3489531_3489612 
GGTGGTTGAGCCGATCCAGGGCGAGGGCGGTGTGACGGCAGCGACGCCAGAGTTTTT
GCAGGGCTTGCGCGAGCTGTGCGA 
>Escherichia coli K-12 4412667_4412748 
CCAAAACGGCATTTTATGCCGATGTTCCGAAGAATATGACTCAGCAGAACTGTCAGT
CTAAGTACGAAAATTGCTACTACG 
>Escherichia coli K-12 reverse 3906110_3906191 
TTACCCGAAAGAGTTCCAGCTAGGGGAAGAAGCGTTAACCATTATTGATAAACGGTT
GGGCGTGCAGTTACCGAAAGATGA 
>Escherichia coli K-12 2813346_2813427 
CTATCTGCTTCCTGATTGTCTGGGAGCTGACCGACGATAACCCGATAGTCGATCTGT
CGTTGTTTAAGTCGCGCAACTTCA 
>Escherichia coli K-12 reverse 918585_918666 
CACGCTTGAGCTGACCATGATGATCTCAATGGATAAAGAAGGTGACAGCACAATCCT
GTTCCGCAACAGCGAAGGTATTCC 
>Escherichia coli K-12 reverse 4463842_4463923 
ACGCGGCTCTGACAGGCAGTGAATTGTCGATGACCTTTAATTTTCATCACCTGAAGG
TCGATTATCCCGGTGGTGAAAAAT 
>Escherichia coli K-12 2438408_2438489 
ACCACAGCAGCGCGAGGCGACCGACCGTCCTTTATTACCGGCGGAGCACAATGCGCT
AAAACAGCTGGTGACCAAACTTGC 
>Escherichia coli K-12 3361519_3361600 
AAAAAGCTTATGATACTCTCGTAGATATGAAGGGAACGAAAAACGCCTTTGGTTTAG
GTTCTGCGCCTAATGGACAAAAAA 
>Escherichia coli K-12 reverse 1122045_1122126 
GATGGAACCTCTGCGCCAGCGCCTGACTGCGCTGAAAGTCGTTTTTGAGCACATCAC
CACCAAAGATGCTGCCGACTATGT 
>Escherichia coli K-12 reverse 647720_647801 
TTCAGGAGCAGGCTGCACTGGTTTCCGCCAGCGGGCCGGAGGGCATGTTGAGCATTG
CCGCCCCGGCTCGCGACCTCAAGC 
>Escherichia coli K-12 reverse 1288164_1288245 
GGTTGAGCGTTTTGATATTCCGTTTGAGCTGGTAAGCCATGAAGGGTTAACCCGCAA
CGAGCACGATCAAAAGATGGCGGA 
>Escherichia coli K-12 763558_763639 
TGGGCCTGGCGACCATTTTCCTGGAGCGCGACCTGGCGTTGATCGAAATCAACCCGC
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TGGTCATCACCAAACAGGGCGATC 
>Escherichia coli K-12 reverse 2216905_2216986 
ACGTGTGGGAGTGGCGCGTGCACTGGCTGCCGATCCGCAAGTCTTACTAATGGATGA
ACCTTTTGGCGCACTGGACCCGGT 
>Escherichia coli K-12 314753_314834 
TCTTCGCTGGAAATGCTTTATCCGATTTATGATACGCCGACAAATATGTTGTTCACT
CAGGGGGCAATACATCGTACAGAC 
>Escherichia coli K-12 reverse 4140931_4141012 
TTGGTTTGTTCCGCACTGAAATGCTCTATATGGATCGCACCAGCGCACCGGGCGAAA
GCGAGTTGTACAACATTTTTTGTC 
>Escherichia coli K-12 3001435_3001516 
TGCTTGATGACGCCGCGACAGCGTTAGGTATTGATCCTGTTGAAATTCGTTTACGCA
ACGCCGCCCGCGAAGGAGATGCTA 
>Escherichia coli K-12 4398296_4398377 
CCCACATCAGGTGGACGTCAACGTGCACCCCGCCAAACACGAAGTGCGTTTCCATCA
GTCGCGTCTGGTGCATGATTTTAT 
>Escherichia coli K-12 reverse 2860811_2860892 
AGTCACTGACTGTGGTCACAAACGATTTCGTTATTGCGGACTACTTGCTCGACAACA
GTAATTGCACAATTATTCACACTG 
>Escherichia coli K-12 2474405_2474486 
TTAACGGCGAGCGTAACTCCCAGAAATCACTGGCAGAATGGATTGAAGACTGGGCCG
ACTACCTTGTGGGCTTTGATGCTA 
>Escherichia coli K-12 1707991_1708072 
ACTGTCTGTTGGCTCCCTCTGCCAATGAACTTGGCGAACCACAGGAAGAACAAAGCT
GCATCCGGTGTAGCGCCTGTGCTG 
>Escherichia coli K-12 reverse 2427361_2427442 
TGCGGCCAAAGGTTCACCGATTCAGCCAACGCTGGATTCACTGAAAGGTAAACATGT
TGGTGTGCTGCAGGGATCAACCCA 
>Escherichia coli K-12 884250_884331 
CTGAAACCGCCACGCGTATAGGCGAGAAACTGTCACTGAAAGAACTCGGTCGTGACT
ATAAGCTGGTGCTGAAGAACGGCC 
>Escherichia coli K-12 417447_417528 
TATCACCAAGCCGTTTTCGCCGAAGGAGCTGGTGGCGCGAATCAAAGCGGTAATGCG
CCGTATTTCGCCAATGGCGGTGGA 
>Escherichia coli K-12 reverse 2147077_2147158 
GGCGATGGCGGCAAAATTGACCGCCAGAGTGGCACAGCTTTATGGCGAACGGCTGGA
TGATTTTCCGGAGTATATCTGCTT 
>Escherichia coli K-12 3194585_3194666 
CGCTAAAAAGTGCAAATGATCAGGTTGTTGCAGCATTTTGCGTGACGGCTCGGGGAA
GGCAAAACTGCATCAGAGAAAGCA 
>Escherichia coli K-12 reverse 3327310_3327391 
GTGTGGACTTTCTTCAGGGCGATTTTCGTGATGAACTGGTGATGAAAGCACTGCTGG
AGCGCGTTGGCGACAGCAAAGTCC 
>Escherichia coli K-12 959414_959495 
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CGACATCACACTCAATCTGATGAAGACGTTTGGTGTTGAAATTGAAAATCAGCACTA
TCAACAATTTGTCGTAAAAGGCGG 
>Escherichia coli K-12 2357314_2357395 
GGATGAGTTTGACGATCCGCAACTTGCCCGGCAGTTGTACACCGAAGCTTTTCTGTT
GGTGGATATCACCATCGTACCTGA 
>Escherichia coli K-12 1062435_1062516 
GCATCAGGCATTATGGCGCAGTTGCCGGATGCGGCGTGAACGTCTTATCCGGCCCAC
AGGAACTGTAATCTTTGTAGACCG 
>Escherichia coli K-12 reverse 3816152_3816233 
GCTGGGTGAGTTCACCATTACGCTGGACTGCGACGTGCTTCAGGCTGATGGTGGCAC
GCGTACCGCGTCGATTACGGGTGC 
>Escherichia coli K-12 3606025_3606106 
TCTATTTCGCCAGTCAGATGACGCTCTCTTTCTTCTGGCCTCTACCACTGGTGCTGC
TGGTTCTGGGTGCGCTGTTACTGG 
>Escherichia coli K-12 reverse 507644_507725 
AATCGCGATGGTTCTTCAGGCGACGCAGGCACAAAAACTGGGGCTGCGGGCAGAATA
CGGTATCGATTACCAGCTATTGCA 
>Escherichia coli K-12 reverse 3445834_3445915 
TTATCGGTGTTACCGAAGGCTTCACTAAGAAGCTGCAGCTGGTTGGTGTAGGTTACC
GTGCAGCGGTTAAAGGCAATGTGA 
>Escherichia coli K-12 4549220_4549301 
GGGTGGCGATTAAAGCTGGCTCATTAATTGCCGTGCTTATTTTGCGACAGACCAACA
ACTATAACAGCGATGATTTCCAGT 
>Escherichia coli K-12 reverse 1785884_1785965 
GAACCGCATCGAACCTGGCGACGTGCTGGTTACTGACATGACCGACCCGGACTGGGA
ACCGATCATGAAGAAAGCATCTGC 
>Escherichia coli K-12 reverse 1992504_1992585 
CATGGTGCTGGTAACCGAGCATTATCACAGCTGGTGGGTGACATTACCGGCGGCAAC
GATGATCGCCCGTGAAATTATTAT 
>Escherichia coli K-12 3152790_3152871 
CAACACCTGGGCAGCCGGTGTGCTGTTTAAGGCGCTGGATTTTGGCATCGATGTTTC
TATTCAAGCCGCCACCAAATATCT 
>Escherichia coli K-12 reverse 1693537_1693618 
CATTGAATATCAGTCTGCAAACCCTGAAACGGAATCGCCCGCTGTTTATGTTGTGCA
TCGGTGCGCTGTGTGTGCTGATTT 
>Escherichia coli K-12 reverse 582440_582521 
CATAAAATTAGCCATGATGTTTTTGAACCTTATCCCGCGGCGTTACATGGTCAATTT
GATTCCATTTCCATGTCTTACCTT 
>Escherichia coli K-12 reverse 3574287_3574368 
ATATGCGTGAGTTATTAACCCAGATGGGCCATCTGTATGGCCATGTGGCAGATGAAC
TCGCGACCCCGTCCTCTGCTATTC 
>Escherichia coli K-12 reverse 1578460_1578541 
GGCATCGTTTAATGAATCGTCAGCGGTGGCTTGATTACTGGCAGAATATTTATTCGC
GCTCGCTTAGCGTTCTTCCCTACT 
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>Escherichia coli K-12 reverse 4526458_4526539 
TGCGCGGGTAAAGGTCATCTGCAACGACATTAAAATCGCCAATGAACTGGGCTGTTT
TCCCCATGTGGAAAGTTACATTAT 
>Escherichia coli K-12 reverse 2172314_2172395 
GAATAAAAACGTTATTATTATTGGTGCCGGAACCATTGGCCTGCTGGCCATTCAGTG
CGCTGTCGCGCTGGGAGCAAAGAG 
>Escherichia coli K-12 2560538_2560619 
GGAGCAAGCCTGGCGTGGCAACCTGCGCTACCTGGACACATTAAACCGACTTGATGA
AGTATTGCCCCGCAAACTGTACGA 
>Escherichia coli K-12 1656425_1656506 
ATCGCCGCGCAGAATTTCAGATAATTATCTCCCCGGAGTATCAGGGGAAAGGTCTGG
CAACCCGTGCCGCCAAATTAGCAA 
>Escherichia coli K-12 3721584_3721665 
TACTGAATTTGCAGTCAATGGGCGCAAGCTGTATTTGTCTCCAGTAATAGATCTCTT
CAACAACGAAGTTATTTCTTACAG 
>Escherichia coli K-12 172414_172495 
TGCTACTGTGGCTGTTGCCGCGTTTACGCAGCATTAGCGCGCCGGATATGAAGGTCA
ACGATCGTGTCGCGGCTGAACGCC 
>Escherichia coli K-12 reverse 3257305_3257386 
GTTCGCTACCGCCGCTGGGGCTGCTGGTGAAAAACGCCATTATTACGCTGCCGTTTA
CCCTGACGTCGATTCTGTTTATCC 
>Escherichia coli K-12 reverse 2895310_2895391 
CGCCACGTTGCCCTCTGGAATGCAACAACTGAACATTGTCCCGGGTGCGCTTCCGGA
CTGGCTGGTTAGCACAGAGGATCT 
>Escherichia coli K-12 4238643_4238724 
AATATCGTGATTCGCGCGAAGGGATCATCCGTGCGAATCGGATCGTGATGAACGATC
TGCCGGATGGGATCAAAACGATCC 
>Escherichia coli K-12 132874_132955 
GACCCGTGATGAACTGAAAGACCTGGCGTGCCTGGGCTTCTCGGCTGACCTGGTGAT
GCAGTCTTTCTGCCACACCGCGGC 
>Escherichia coli K-12 4434518_4434599 
GGTCTACGGTGCATGGCTTGTAGGGCGGATAAGATGCGCCAGCATCGCATCCGCCAA
TAAATGCCGGATGCGGTTGATGAT 
>Escherichia coli K-12 2791958_2792039 
TGTCGTTTACCGGTTCGACCGAAATTGGCCGCCAGTTAATGGAACAGTGCGCGAAAG
ACATCAAGAAAGTGTCGCTGGAGC 
>Escherichia coli K-12 reverse 2000709_2000790 
ATTGCAAAACGCAGAGTGATTTTTTCGATATTATCGGCTTTAAGCAATTTCTTTTTG
AGCAAACTGAAATGAGCCCAGGTA 
>Escherichia coli K-12 reverse 1116083_1116164 
GCGGCAGTTTGGTATGCAGGAACCGGGTATTGGCGTTTATCGCCCGAACGATAATCC
ACTGATTGACTGGCTACAAACCTG 
>Escherichia coli K-12 reverse 1052786_1052867 
TCTATATCGCGTTATTGATGCCCGCTCAGGCGATTCACTATTTTATGTTGTCGCCCT
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ACAGCGTGGTGATGGACGTTAAAA 
>Escherichia coli K-12 1203507_1203588 
TGCAAATGGCGTCTTTGTGTCTCTTCCTGACGTCGAGGATGTGGACAACGCCGATAT
TAACCAGCGTCTGCTGGAAGTCAT 
>Escherichia coli K-12 1684684_1684765 
GGTGCATCGTCATTTGCCGGGGCTGATCACCCTTAATGCTTACCGCACGCTCACCGT
TCTGCACGACCCCGCCACTTTACG 
>Escherichia coli K-12 reverse 829434_829515 
CTCGCGCGACCAGGCGCAGGCAACGCTGAAATCAGCACAGGATAAATTGCGTCAGTA
CCGTTCCGGTAACCGTGAACAGGA 
>Escherichia coli K-12 4051562_4051643 
TCCATTGGGCGTGACTGAAAAAGTCACCAAACAGCACAAACCGAAGAGTGAGAAACC
TATGCTTTCACCGCAGGCGGAGTT 
>Escherichia coli K-12 2034608_2034689 
TTCCGGTAGTGGTGATGGCCGTAGCCTTTCCAAAGAAAATGGTGATGGTTTCGGTAT
GTCAACATCCTACGACTTCGACTT 
>Escherichia coli K-12 3645767_3645848 
GTTCTGAATTTCAGAAAGATAGCCGTGCGCGTGTCGAAAAAGCCGACGGTTTCCAGC
AGCTTAAGGCCAAACTGCCGCCGG 
>Escherichia coli K-12 reverse 2433430_2433511 
TGCACGTTTCGTGCGTGCCGTTGAGCAGGCGCTGGAAGATAACTGCCCGCTGATCTG
CTTCTCCGCCTCTGGTGGCGCACG 
>Escherichia coli K-12 516933_517014 
ATTTATCCCGATGCAGGTGATCCCTATCGCCGGGATGATTGCCGGTAACGCCATGGT
AGCGGTGGGGTTGTGTTACAACAA 
>Escherichia coli K-12 3269870_3269951 
GTACATCAGGTAAAACTGACCGATAAGCCGCTTTCTTTTGGGTATAGTGTCGTGGAC
AGTCATTCATCTTTCTGCCCCTCC 
>Escherichia coli K-12 reverse 2660885_2660966 
TATCGACCTGAGCCAGTTGAAAGTTGACCTGATGTCTTTCTCCGGTCACAAAATCTA
TGGCCCGAAAGGTATCGGTGCGCT 
>Escherichia coli K-12 2865744_2865825 
TGCAACTGGCTCCGGCCAGTGAGGAAGGCGCGACAAAATTAAGCGATAAAATAAATC
CACCGGGCGTCGCGCTGGTCACCT 
>Escherichia coli K-12 1628656_1628737 
CGAGCATGATTACCGAAAGCCAGTGCTATCAACTGGAACAAAATCTTCACCAGCAAC
GCATTGCCATTGAGCGCAAGCAAC 
>Escherichia coli K-12 3613223_3613304 
AGGCGAAGTCGGCTGCGATATCGAAGTGATTCGCCCGCGCGCCAACTGGCGCTGGCT
GGCGAACGCCGTATTCAGCCTCGG 
>Escherichia coli K-12 271139_271220 
AGCGCTACACCACCTGAATATACAGCATCTGCGACGGTCGCATAGCCTTCGCCATGG
CAGGCGTCATACCCGCAAAGGCGA 
>Escherichia coli K-12 1637494_1637575 
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CTGCATTGGTTTAATAAAAACCATCAACAATTGTGATTTAGATATTCGGAACCATTC
AAATATAACAAAACCCCGTAAAAA 
>Escherichia coli K-12 reverse 3587702_3587783 
CGAATATCGAAATCAAACCCACCACCGGCACCGGGCCATTAACGGGCAAAATGGTGG
CGCTGGCGGCACGCGAGCTGTGGG 
>Escherichia coli K-12 4290104_4290185 
GTGCGTTGACGTCTGCCCGACCGGTGCGTCTTTTCGCGATGCTGCCAGTGGGATTGT
CGATGTTAATCCGGATCTCTGCGT 
>Escherichia coli K-12 4157497_4157578 
GGGCTTTGCTTCGGCGACCCGTAACAGTCTCGACAGCGTTTCTGACCGTGACCATGT
GTTGGAACTGCTTTCTGCTGCCGC 
>Escherichia coli K-12 4631662_4631743 
ATCTACTTCGCTTATTGAACGCCGTGTACGAATGGCGCTTGGCACCGGCGATCGTCG
CGGCCTGAATACCTGGCTGGCGCG 
>Escherichia coli K-12 317607_317688 
TAACAGGGAGTGATATTGATCTTCACTCTGTCATATCTCCGGTAATATGGCGTCAGG
CTTCATCATCAGAAAGGGGGCCTG 
>Escherichia coli K-12 370710_370791 
TGCCCGGTTTCCAGCGTACCCGCATGTTGGGTGAAGCCATTGGACGTTTCACCAGCA
CTCTCAATAAACGCGTGCTGTTCC 
>Escherichia coli K-12 3717758_3717839 
TTGTCGGGATGGGACGGATCGGCATGGCGCTGGCACAACGTGCGCACTTTGGCTTCA
ACATGCCCATCCTCTATAACGCGC 
>Escherichia coli K-12 388181_388262 
CAGCGGTATTGCGGCCTATGAGGCGCTCTCTGTTCCCTTCCGCCAGCTGCTGAGTGG
GCTGCGTGCGGAGCATGATTTCCG 
>Escherichia coli K-12 2040761_2040842 
AAGTTACGCATTGCTGGAGCTGGGCGTGAATAATCTGGCGTTATTAGGTAAGGAGTT
AATTACCCGGCCTTATTTAACGTT 
>Escherichia coli K-12 899042_899123 
ACATATGGCGATTATGGAAGGGGAGACGGAGATCTACCTGACCGAACAACAGGCACT
GGCGGAGCGTTTTAATGACGTACC 
>Escherichia coli K-12 reverse 2038448_2038529 
TAAAACCTTTTTCATTTTCTGAGTTGCTGGCAAGGGTTCGGGCACAATTAAGGCAAC
ATCACGCTTTGAATTCAACATTAG 
>Escherichia coli K-12 2006860_2006941 
TGCGGTCAAACATATTCCAGCCTGGTTTTATAAAGAGTGGATCGAACACGTACAGGA
AGTTGCGCCAAAGCCGCTGTTTAT 
>Escherichia coli K-12 reverse 2750372_2750453 
TCGCGCTGGAGAAATTCATCAACGAATTGCTGCCGGTGATTGATAGCCTGGATCGTG
CGCTGGAAGTGGCTGATAAAGCTA 
>Escherichia coli K-12 3090661_3090742 
CTGCGCTAAAGATCCGGTCTATCGCAAGATGGAAAGCGATATGCATAACCTGCAGCC
GTCAGTCGGTGAGGTGAATGGCGA 
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>Escherichia coli K-12 reverse 1433340_1433421 
GGAACAACTGACCGAAACAGGTATCAGAGTGCATTGCTTAGCATTGGGTGGCATTGA
CCTGACCAGTCCAACAGGAAAAAT 
>Escherichia coli K-12 4230751_4230832 
ATGAGAAAGAGTATCTGGTGACGGTCGATAAACCGATTACCGAGGAGTTTATTCGCG
GCATGAGTGCGGGGGTGCCAATCC 
>Escherichia coli K-12 2930220_2930301 
CATGCGCGGCGGTATTGAGCGCGGTATTTCCACCGAAGGCGTGTTGCCTGGCAAACT
GCGCGTTCCACGCCGTGCTGCGGC 
>Escherichia coli K-12 1133139_1133220 
GTCAGGGTAATGCTCATGACATGAGCGTCTACTTTGTGAAGACCGGGGATAATAACT
GGCAGGTCTACACCCAGGATAGCA 
>Escherichia coli K-12 reverse 3761612_3761693 
GCGGGTGCGCAAAATTGAGGCACTGGCGGATGGCATTATGGATGCCGGGCTGGTATC
GGTGCGTGAACAGGCGCGTCCAGC 
>Escherichia coli K-12 1534407_1534488 
GACGCTAACCGCGCCGATTCGTTTAGTTTCCGATCTCGTGCAGACCACGCCACACGG
AGAGTATCGGTTGTTGCAGGAGGG 
>Escherichia coli K-12 reverse 4633450_4633531 
GGTGGCGATTGAAGCTGGCATCGATGGTGACAGCACTTTCAGTTGGGTGGTGATTGA
AAACGCCAGCCAGCGCGGCGAGGC 
>Escherichia coli K-12 1290709_1290790 
ATTACAGGAACTACAACCGCCGGTTCAGCAGGTGATTTCCCATTGCCGGGTTAATTA
TCGTCAATTGGTTGCCGCGGACAA 
>Escherichia coli K-12 1837940_1838021 
GCTGTTGATGCTGTTACTCGCCGCCTACGTTTTGCTGAGCTATCTGCTATGGCGCAG
CTGGCGGCGCACTATTCCCCGCGT 
>Escherichia coli K-12 reverse 1390195_1390276 
AGGTGAAACCGTTTATCGCTGGAACAGCGCCGCTGAAGAACGCGATGTCGTATTACT
GACAGGTGACAAACCTGGCTCCGA 
>Escherichia coli K-12 3362410_3362491 
TGAAACGCGTAACGTTCGAAGGTATTCCACCAAAAGATGACAAGAGCAGCAGAGTTA
CTGTTTCAATTCGTCAGGATCTAC 
>Escherichia coli K-12 reverse 367964_368045 
GTTTCAGCCGCTTATCCTTTCACCGGGCAATGGTCGGGCGACGTTTGCCGCTTCTGA
AAACCGCCTCGGGCCTGACCTGGC 
>Escherichia coli K-12 445199_445280 
TGTCAGATGCGGCATGAACGCCTGATTCGGCCTACAAAGGTTTGTAATTCAGAAACT
TTGTAGGCCTGATAAGCGTAGCGC 
>Escherichia coli K-12 reverse 222090_222171 
CCAAAGTATTGCTGTGTGATGAAGCCACCAGCGCGCTGGACCCGGCAACGACACGTT
CTATTCTCGAACTGCTGAAAGACA 
>Escherichia coli K-12 2840213_2840294 
CCTGTCATATATCGAACGCTGGGTGGACAGCATTACACCGGCGGTGACCAAAAACTT
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CCTCAAACCAATGCTGATTGTGTT 
>Escherichia coli K-12 1376389_1376470 
ACGGCGACCGCAAAATGGTGAGTGATTCCCTGCGCGTACTGGAACAGGTCGCCGCGC
GTACCGGAACCGTGGTGTATCTCG 
>Escherichia coli K-12 reverse 2762406_2762487 
ATTACACAGTCGCCCTTAGAAACGGTATTGGCTTGCATTTTGGCGCGCTACCGAGGG
CACTGCAGCAATACACTGCCGACC 
>Escherichia coli K-12 382087_382168 
TGATAACGGAGAGAGACTGCGTGTCACGTTCGCGCTGGACTGCTGTGATCGTGAGGC
ACTGCACTGGGCGGTCACTACCGG 
>Escherichia coli K-12 reverse 2960705_2960786 
ACCTTATGATGAATCGAGCGGCTTAATTGCAGAACTGGTGGGGCATCTGGCTTCACT
GCTAATGCAGCTAAACATCTGGCG 
>Escherichia coli K-12 2414032_2414113 
ATGTAACCCAGGAAGCGGCAAAAATGCTGAACAAACCGGTAGAAGAACTGAACATCA
TCACCTGCCACCTGGGCAACGGTG 
>Escherichia coli K-12 2409122_2409203 
GCAAATCGCTCAGGAGTACAAGGCTATTGAAAAAATCGCTCAGCAAAAACTGGTCGA
TATGGTTCCGGAAGAGCTGCGGGA 
>Escherichia coli K-12 reverse 3665359_3665440 
TTTTCTTGAGGATGAGCACTTTATACCGCTGCTTCTGAACGTTTTACAACCGAACAT
GCGAACACGAGTTTGTACGGTTAT 
>Escherichia coli K-12 reverse 4308091_4308172 
GCCGTCATGACATGAAAGTGGGGCTGATCCTTAACCCGGAGACGCCAGTTGAGGCCA
TGAAATACTATATCCATAAGGCCG 
>Escherichia coli K-12 998801_998882 
GGCGAAAGACAGAGAAACCCTTTTCTTCACTAGCGTACGGGCAGTCCCTTCAACAAC
GAAGCGGAAAGAGGGAAATACCCT 
>Escherichia coli K-12 4280765_4280846 
TGCGCCGCTGGCAATGCGCCTGCGTGCAAACAGCACCTGGGCGATGCTGGAATTTGT
CTTTAACGGCATGGTGTTCCTGCT 
>Escherichia coli K-12 reverse 986399_986480 
TCTGGTTGATGGCCTGAACTTCGCTGTTCAGTACCTGGGTAAAAACGAGCGTGACAC
TGCACGCCGTTCTAACGGCGACGG 
>Escherichia coli K-12 reverse 2363965_2364046 
GACCGTTGGCGGAAAAGGCGTTTACACCAACCCGAATTACGGCGATGAAGGTTATGC
CGCAGCGGTAGGAGGTGGTTTGCA 
>Escherichia coli K-12 3625557_3625638 
CTGAAACTGTCCAGGTTTTGGGGGTCAGTTCATAAACGCCTTATCCGGCCTAAAAAC
AACTAAAATTCAATAAATTGCACC 
>Escherichia coli K-12 3639224_3639305 
AACGCCTTATCCGGCCTACAAAAACATGCAAATTCAATAGATTGCAGAGATTATGTA
GGCCTGATAAGCGTAGCGCATCAG 
>Escherichia coli K-12 3201478_3201559 
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TGCGCTCCCGTGTGCCAGATCTGGAAAATCAGGTCAAAACCCTGACCGATAAACTCA
CCAATATCGATAACACCTGGAATC 
>Escherichia coli K-12 3676160_3676241 
AATATATTGAATTCGCAAGGATTTGTAGGCCGGATAAGGCGTTCACGCCGCATCCGG
CATGAACAAAGCACACTTTGCCAA 
>Escherichia coli K-12 551390_551471 
CAACCGGTGCCGCATCCGGCAATTGGTGCACAATGCCTGATGCGATGCTTGACGCAT
CTTATCAGGCCTACAATGGGTACC 
>Escherichia coli K-12 1278613_1278694 
GGTGCCGTTCCTTGCCATCTTCACCATTGCGGCGTGGTTTGGCATGAACGATCTTGC
TACCTCGAAAGCCTCCATCAAGGA 
>Escherichia coli K-12 4016772_4016853 
CCGTCTGGATGGCGCGAGCCTGCACTTCGCACCGCTGGAATTCCCGGCTGTCGCTGA
TTTCGAATGTACGACTGCGCTGGT 
>Escherichia coli K-12 reverse 1692179_1692260 
CGGGAAAATACGATAAACATCGCGCACGTTCTTTTTTAGCCGCCAGTTGGCATGATG
ATACCAGTCGCTATTCTCTGGGGG 
>Escherichia coli K-12 reverse 2912495_2912576 
GGGCGCGGCTGCTGGCGGCGCACGTTCGGGACATGAAGACCGGATTGCCTGGCTGCG
TAAACTGATTGCGTGGCAGGAAGA 
>Escherichia coli K-12 reverse 2636581_2636662 
CATGCCTGGCACGACGCGTGACAGCATCTACATCCCAATGGAACGCGATGGACGTGA
GTATGTGCTCATTGACACCGCTGG 
>Escherichia coli K-12 reverse 2725058_2725139 
AGGAGCTGTGTTAGCTGTTGTGGCGTTGTGGTTACGTCGTCAGTTAGATGAAACTTC
GCAACAAGAAACGCGCGCTTTAAA 
>Escherichia coli K-12 3291847_3291928 
TGTCACCAAGCCATTTCTCGGCTCGATGACCATTCCGAAAACGGATATTGCCGTCAT
TAAAGGCGCGTGGGTCGATGGAAT 
>Escherichia coli K-12 reverse 4490601_4490682 
AGAACGGCTGGATATGGAGGTCGGTTTTGATAATCGGCAGGCCGCTTTTGACATGGT
GTGTACCATGCTGGAGAAGCGAGT 
>Escherichia coli K-12 1946513_1946594 
GACAAAAACAACGAATTGTTGAACAGGTTCCCTCCCGGCTACGCAAACTTTACCACA
CCGGTTTTAAATACGAATCTTCGC 
>Escherichia coli K-12 reverse 4193159_4193240 
AAGATGCGGTTGCACGGGCCGATGTGGTGCTCGACTGTACCGACAATATGGCGACTC
GCCAGGAGATTAATGCCGCCTGCG 
>Escherichia coli K-12 2992743_2992824 
ATGAACTACATAATACATCACAATTTATTATAGATAATATCCTTCAAACGGTACATA
AACCAGAACGATCTGTAAGATTAG 
>Escherichia coli K-12 580129_580210 
GAGCCAACACGCAGTCTGTCACTGTCAGGAAAGTGGTAAAACTGCAACTCAATTACT
GCAATGCCCTCGTAATTAAGTGAA 
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>Escherichia coli K-12 reverse 4015722_4015803 
ATCTCGATCATGTCGCCAGTTGGGCTTCCCGCAACGGCGGCGATGTTCATCGTTTAA
TGATCACCGGATTCTGCTGGGGTG 
>Escherichia coli K-12 201444_201525 
AACCATTTACCATGAGATCCAGATCGGTCAGAATTGCCTGATCCAGTCCGGAACAGT
GGTAGGCGCAGACGGCTTTGGTTA 
>Escherichia coli K-12 reverse 3054138_3054219 
TCGAGTACCATCTGGAAGGCGAAATTCACCACGAATTTAACCGCCACGGTGCGCGCT
ATCCGTCCTATAACACCATTGTCG 
>Escherichia coli K-12 reverse 790467_790548 
TAACCCGCATCCGCACGGTCAGATTTGGGCAAATAGCTTCCTGCCTAACGAAGCTGA
GCGCGAAGACCGCCTGCAAAAAGA 
>Escherichia coli K-12 850668_850749 
TACTGCAAGCTCTGGTGACTACAACAAAAACCAGTACTACGGCATCACTGCTGGTCC
GGCTTACCGCATTAACGACTGGGC 
>Escherichia coli K-12 3487803_3487884 
TCTATGCCCGTGACTTACTGGCCGATAAACAGCGGCGAATGCCATTACTTCCGGCGC
TGAAAAGTTATCTGTCACTAAAGT 
>Escherichia coli K-12 330440_330521 
GTGGGTGGCATGGTCGCCGTTTGTCGGCTTGTTCCTGGCGCGTATCTCGCGTGGGCG
TACCATTCGCCAGTTCGTGCTGGG 
>Escherichia coli K-12 reverse 4346464_4346545 
CGAACATGGTCAGGCGTTCCGCGATGTCCAGCTGGAACAGGAACTGCTGGAAGAGGC
CCAGAAACTCGGTCTTGGCGCGCA 
>Escherichia coli K-12 reverse 724654_724735 
TGGCGGGAGCAATCTGGCGGTCAGTAACCCTGAGCTGGATAAACTAATAGCCGCACG
CGTTGCTGCATTACGGGCCGCTAA 
>Escherichia coli K-12 420211_420292 
CGTTATTGTTAACGCGGCGCGTTCTCGTGGCGTTACCGAAGCGCGTCTGCTGACCCG
TTATACCGTCTGGGCTGGCCTGAT 
>Escherichia coli K-12 408990_409071 
ATATTGCTGCGCTAAAAATTATTGCTCGCCGTAGCGAATAATTATATGCCTGGTGTG
GCTTCGTACGCCGGATAAGACGCG 
>Escherichia coli K-12 reverse 69159_69240 
CGGCGCGTTTGACTGCCATATGGGCGCAGTTGGCGCAGGCGCACAGCCTAACGCACT
GGTAAAAGTTATCGGTACTTCCAC 
>Escherichia coli K-12 reverse 667227_667308 
AAGATTATTCCGCCTTGTTGAACGATCCGAATACACCGCTGGTGAACCGCGCCACAC
AGGGGGTTTATCCTCCCGCGTCTA 
>Escherichia coli K-12 3414403_3414484 
CGGACGTATCGGCAAATCGACTGTGACCGAAGGCGCTCTTGTCACTAATGGGCAAAC
GACTGAACTGGCGACTGTCCAGCA 
>Escherichia coli K-12 1953034_1953115 
AGACGTCATTGAAGGTGATATTCGCGATATCGCCATTGAAAACGCATCGATGGTGGT
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GCTGAATTTTACCCTGCAATTCCT 
>Escherichia coli K-12 reverse 4095313_4095394 
GTCTCGCCCCGCGTCAGCGTCTGCTGGCAGCACTGGATGAGGTGATCAGCGAGAAGC
TAAACCCTGCGCACCATATCGACG 
>Escherichia coli K-12 260900_260981 
AAAAGGTTTGTATACCGCTGACCCGCGCAGCAATCCGCAGGCAGAACTGATTAAAGA
TGTTTACGGCATTGATGACGCACT 
>Escherichia coli K-12 3220144_3220225 
CATGCGCACGGCTCTTAACGAGTGCAAAAAAACCGGTGATGATGTGGCTGCGGTGAT
CCTCGAACCGATTCAGGGTGAAGG 
>Escherichia coli K-12 reverse 219201_219282 
TAGAGCTGAAAGAGGTTGTTTGCCATAAAGACAGCGTGATTCTGAAGCTCGGCAGTC
TGGATCTGGTCGATGGTACGCCGG 
>Escherichia coli K-12 1266471_1266552 
GCTGGCTAGCGAGCGCCCGGACTGCGAAATTATCGCTGTAGATCGTATGCCTGATGC
TGTCTCCCTGGCACAACGTAATGC 
>Escherichia coli K-12 1064625_1064706 
AGGCATTAGGATTAAAATATGCTCCTGTAGATGGCGATGGATATTGTCTGTTAAGAG
CTATACTGGTTTTAAAACAACATG 
>Escherichia coli K-12 642668_642749 
GTGCTGGTCCTGTGGGATTGTTGACAATCGCCTGTGCACGGTTGCTCGGTGCGGAAC
AGATTTTTGTTGTTGATCATCATC 
>Escherichia coli K-12 436083_436164 
ACCGGGTGACTGGATCTATGTGACCGGTACACCGGGCGATAGCGCCGCCGGGCTGGC
GATTTTGCAAAACCGTTTGCAGGT 
>Escherichia coli K-12 1127228_1127309 
GCTAAGAATGGATAAACATCGTAGCAATAGCGTCGGGCCACACGATCTTTATTTCAC
GTTGCTGGATGATTATCTGCATGT 
>Escherichia coli K-12 reverse 4099969_4100050 
GCGCAAGATGGGCATTAAAGCCGAAGAGTTCAATCTGAAAAAAGGGCTGGTGCTGGC
GGTGATGTGCGGCATTTTCTCTGC 
>Escherichia coli K-12 1550864_1550945 
GCTGTGGTTACTGCATTGCCGGGTGTCCGTTTAATATTCCGCGCCTCAACAAAGAGG
ATAACCGGGTATATAAATGCACGC 
>Escherichia coli K-12 reverse 816154_816235 
GATGGCGATTGACGATCAGGGGCATGAAGTTTACGGCGAGGTCAATATCGACCAGTT
AACTACGCCGATTCAAGAGTTATT 
>Escherichia coli K-12 1387451_1387532 
CTACGCCTGCCATCAGGCAAGCCCCAGAGCGGGCAAACCTTACCTGGCGCTGAACTG
TGCGTCTATACCGGAAGATGCGGT 
>Escherichia coli K-12 3659771_3659852 
CGGGAAATCGTCGGTGACCGTCGGCGCACTCGTTACCGCTAATCAGGCAGATTCGCT
GGTTACCGTACAACGTCTGGACCC 
>Escherichia coli K-12 2316463_2316544 
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GTGCGGTATTGGATCTGGATATCGAAGGGATCGTGCTGAAACAAGGTGCACCGACCG
ATCTGCCGAAAGCTCTCGCCGCGC 
>Escherichia coli K-12 231483_231564 
GCTGCCCGTTACGTGAACGAGAACCCATTTTGCGTCTGGCGAAGTCGGCACTGGTGA
CGGTCTATCCATTACCTGACACCC 
>Escherichia coli K-12 740177_740258 
AGCAACAACGAGATTTTCCGGCAGTGGAAGGCACCAGCCGTTTGTCGGCCAGCCTGG
CAACGGGCGGGTTATCGCCTCGCC 
>Escherichia coli K-12 2167212_2167293 
AATGAAATAAAAGGATTTATTTCTGGTCACGTCCACACATTGACCACATCGACAAAA
AAGCCCCTCGACTGAGGGGCTTCC 
>Escherichia coli K-12 473570_473651 
ATCTGATAGGAAAACGCGTGGGCTTCGGTAAAGAGGCGTTTAAACCGCACAACCTGC
CGATGGTCTTCACCGGGACTGCCA 
>Escherichia coli K-12 reverse 4527182_4527263 
GGACTATCCTTCGGAAACGTTAACTGAGATCCGCCATACCGGCGCACGAGCCGGACT
GGTATTTAATCCGGCAACCCCGAT 
>Escherichia coli K-12 2422115_2422196 
TACCCATAAACTCTGCGCTCGCTGGGAAGAAATTGCCTGCCGGGCGCAAAGTGACAA
AACGCGAGTGTGCCTGCTGCGTAC 
>Escherichia coli K-12 reverse 2388029_2388110 
ATATGAGTGGGATCTCAAGCGTAAGTTTTGGTTTGGTTTTGCAGATATCCAATTATT
ACCGCCAGTTTTACAAACATTTAT 
>Escherichia coli K-12 4281667_4281748 
AAAGGTGCAATCTTTTGCACCTTTAACAGGTTAGCTCGGGCTAACATTCATGATTCT
AAAACAAATAAATTATCTCTCTTT 
>Escherichia coli K-12 870141_870222 
TTCCTTACGAGCAGGCCACACTGCTGGAGAAAAACAAAAATATCGAGTTGATGGCCA
GTCCGTCAATTATGCAGCGTTATA 
>Escherichia coli K-12 969966_970047 
CTGACTGGGATGATGAGCGCGATCTCGTTTCGCAAACAGAAGCAGAAATCATCATGC
TGGATAACAGTGCGCGTAGCCTGG 
>Escherichia coli K-12 reverse 1146264_1146345 
GGAAGAAAATGCCCGTCTGCAATTACGCAAAGCCAGCGGCAATATCGTCACCTTCTA
TACTGGACTGGCGTTGTTTAATTC 
>Escherichia coli K-12 reverse 490509_490590 
TGGCGGAACATCTGGCGGCACAACTGGAAGCCATCGCGCGTGAAGCCTCCGCCTGGT
CATTGCGCGAGTGGGACAGTGCAC 
>Escherichia coli K-12 4627892_4627973 
AGACGGTGCTGGTCGATCCGAAACGTACCTTTATGAGTATCAGCGGTGCGCAGATCC
GCGAAAACCCGTTCCGCTACTGGG 
>Escherichia coli K-12 reverse 3083298_3083379 
CGGCAAAATGGCGCTGGTACACTTTGACGCCCACACCGATACCTATGCGAACGGTTG
TGAATTTGACCACGGCACTATGTT 
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>Escherichia coli K-12 reverse 4492930_4493011 
CGCAGTAAACCAGACCGCCGTGTTCCTGGTATCGCAAGCGGTAACTCGTCACATGGT
TGAACGCAAGGCAGGTAAAGTTAT 
>Escherichia coli K-12 reverse 3862756_3862837 
GCATCTGCAAGAGTTCAGTTTGAGCGCCGAGCCGCTGAAATCGTTGTTCCCGGAAGG
CGGTTTTGCCCTGCACGGTAACTC 
>Escherichia coli K-12 reverse 317983_318064 
CCTATGGTTTTTCCAACGGTCTTGGCGTCGTGGAGGTGATTATTGCTCTGCTGGTTT
TGGCTAATCCTGTCAATCGCTGGT 
>Escherichia coli K-12 191243_191324 
CATCAACATTCGCCGCGTTGCTGCGCTGGAAGGCGACGTTCTGGGTTCTTATCAGCA
CGGTGCGCGTATCGGCGTTCTGGT 
>Escherichia coli K-12 2091710_2091791 
AAATCTTCGGGCCGGGTAACGCCTTTGTCACCGAAGCGAAACGTCAGGTGAGCCAGC
GTCTGGACGGTGCGGCGATCGATA 
>Escherichia coli K-12 3044342_3044423 
AGCTGCGCGTCGCATTAACCCGGAGATGAAAGTCGGCTGTATGCTGGCGATGGTGCC
GCTCTATCCTTACTCCTGTAACCC 
>Escherichia coli K-12 reverse 3916645_3916726 
TCTGCGCGTTGCTCTGACCGGTCTGACCATGGCTGAGAAATTCCGTGACGAAGGTCG
TGACGTTCTGCTGTTCGTTGACAA 
>Escherichia coli K-12 reverse 3383760_3383841 
GTTCGGCGTTACCACGCTGGATATCATTCGTTCCAACACCTTTGTTGCGGAACTGAA
AGGCAAACAGCCAGGCGAAGTTGA 
>Escherichia coli K-12 reverse 2572958_2573039 
GTACAGCGGCCCGGCGTTGGGCTTTGCCGATTGCAGCGTGGTGCCACAGCCGACGGC
GGCGCAGCTGGCGGATATCGCGCT 
>Escherichia coli K-12 2023246_2023327 
CCATCTTAATATGCCCGTTTTAGCGCGTATCATGGATATGCTGGCGTTACTGCTGTT
CCTGACATTTAACGGTCATTTATG 
>Escherichia coli K-12 2809946_2810027 
CGCCCTGTGGGCGTTTGGCCTGACGGATGAGGTTTTTGCCGCCGCAACCGCAAAACT
GGTACGCAATAATCGCCGCTGGAG 
>Escherichia coli K-12 3191125_3191206 
TTAAGCTAGCTAAAAATGCCAATAAAGTAAATAAAAAACTTGTATTACCTGACGAAT
ATATAGCACTTGAATTTAAAGGTA 
>Escherichia coli K-12 reverse 2106604_2106685 
ATTCATCTTTGCAATTATACTGAATACTGGTAAGCAAATTGTCTTTATGGTTATCAT
CTCTTATGCATTCATCGTAGGTGT 
>Escherichia coli K-12 reverse 1242584_1242665 
CGCCTTTACCGAGCACCATTTCTGGCTGGCGTTACGCAATGAAACCTTCACCATTGA
ATGGCAAGGGGAAGGCCCGACATG 
>Escherichia coli K-12 321928_322009 
TATGCAGGATCTCACCTCTTTTATTGTTAATAAATTAGGGGTAGTCGATGTAGGTGC
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CAGTTTGCAAGGGAGAGCGGTGTA 
>Escherichia coli K-12 reverse 362513_362594 
CGGTTGCCAATGCGGTAGGTGCCAACCATTCGGCATTTAGCCTTAAGCTGGCACTGG
AACTGTTCAGACAGCCAAAACTGT 
>Escherichia coli K-12 reverse 2375442_2375523 
TCTGTTGCTGGAGGCAATTCCGGATCTGCATTTGCGTCTTGACGCAAATCGCGCCTG
GACACCGCTGAAAGGTCAGCAGTT 
>Escherichia coli K-12 377384_377465 
AAGTGTAGACCGGATAAGGCGTTCACGCCGCATCCGGCAGTCGTGCGCCATGCCTGA
TGCGACGCTTTGCGCGTCTTATCA 
>Escherichia coli K-12 reverse 274570_274651 
CACCATCATTGAGGCACCCAGCTCGACCAAGAACAAAGAGCAGCAACGCGATCCGGA
GATGCATCAGACCAAGAAAGGCAA 
>Escherichia coli K-12 reverse 400337_400418 
TAGTTTTGCCGAAGTGGAGTCTAAACTGGGGTTACCACTGTTTGTAAAACCGGCTAA
TCAGGGCTCTTCTGTTGGTGTCAG 
>Escherichia coli K-12 1361463_1361544 
GGGGTTTACAAGAACTGGTGGTGGCAACCGGTGGTTCGTTGCATCGCAAGCTGTGCG
AACAGCCTGAATTGCTGGAACATC 
>Escherichia coli K-12 reverse 2526354_2526435 
AGATGTCGATTTTGGCATCGTCATCGATCCAGGCCCAGTGGGCGATCTGCAATGTGA
AGCGATTCTTTCCGAGCCTTTCTT 
>Escherichia coli K-12 reverse 682519_682600 
GAACGAACTGGAAGATTTGTGGTTGCCGCTGCTCAATCGCTTGCGAGTGCCGATTGA
ACAGGCGTTGCGCGATGCGCGTCT 
>Escherichia coli K-12 reverse 1172202_1172283 
GCGTGATGTGGCGGCGGAATTGCTGGATATCTACGCGCAACGCGCCGCCAAAGAGGG
CTTCGCGTTTAAACACGATCGTGA 
>Escherichia coli K-12 reverse 4511897_4511978 
TGCATGCTGGGCCAGCCTGACGGATTATCTGATGCTCTCGCGCCCGCAGGATGTGAA
CAACGCCCTGCTGTGGCTGACCGG 
>Escherichia coli K-12 reverse 683905_683986 
AAATTGCCCGTATCGTGATTATGGGTGGCGCTATGGGGCTGGGTAACTGGACGCCTG
CGGCTGAATTTAATATTTACGTTG 
>Escherichia coli K-12 reverse 2668412_2668493 
TCGCCGTGGTGAACTCGACGTCGGCTTAATGCGCCATCCTGTTTATAGCCCGGAGAT
TGATTATCTGGAGCTTTTTGACGA 
>Escherichia coli K-12 4023906_4023987 
CAGATTTAAACATGCCGGTATTTATGCACTGTCGCGATGCCCACGAGCGGTTTATGA
CATTGCTGGAGCCGTGGCTGGATA 
>Escherichia coli K-12 reverse 3715188_3715269 
TCTCTTCCATGCAGGGCAGCTTGCCGGGTGGCTGCGATGCGGTGGATAAAATCCCTG
TTGCCCGCATTGTTGAAGCACTGG 
>Escherichia coli K-12 reverse 3491972_3492053 
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CGGTTTCACCGAGCAGATGCAGCAGAAAAAACCAAACCCGCCAATCAAAAATGAAGC
CGATAACGGCCTGCGCAACACGCG 
>Escherichia coli K-12 reverse 3215181_3215262 
CCGTCCAACGGTGCAAGCCAATGAAGTTTCAAAGCAGGAGCTACACGCAGGCGGGCG
TAAGCTGATTGAAAAAATTGAAGA 
>Escherichia coli K-12 2600153_2600234 
GCACGACGGCGCGTCCGCGTCCGCCAATGCCAGCATCTGTCTGGGTTCAGGTCGATG
TGGCAGACTCCCCGCATTTAATTG 
>Escherichia coli K-12 1066166_1066247 
TGCCTGTAAAGAGAAACAACAGTGTTCGCTGGTGGATGGCAAAAATACCTTTAGCGC
CAAGTATCAACAAGAACCAGGTGT 
>Escherichia coli K-12 3412056_3412137 
AAGACGCAAAGAACTACACATTCAACGGTGATGCTATTCTGGTAGAAGCCAAAACCG
GATCGCAGCGCGCGTTGATCGATT 
>Escherichia coli K-12 196066_196147 
CTTCTTCTGGGGCATGCTGGCGTTACGGGCCTGGCACTATGACGAGAATCATTACAG
TGGCGCAATATGGCTGCTCTATGT 
>Escherichia coli K-12 reverse 139991_140072 
TCCGAACGCAATCCCGTCTGACGAACACACCTTTACCTTTAACTCGCCAAACTCCTG
GGCACCAGCGGCCTATGACGCGAA 
>Escherichia coli K-12 875960_876041 
CCTATTTGCCGACCGGATTGTATGTATTTGCGTATAAAAAAGATGTTTATTTGCGGG
TTTGTACATTGATTATTTTCTTTG 
>Escherichia coli K-12 reverse 4623570_4623651 
TGCCGACCTCAGCCGCCTGGCAAACTATCTCAATCCGGATAAAAAGAAACTGGCGGC
GAAAGGCATTACGTCGGTACGTTC 
>Escherichia coli K-12 reverse 1906616_1906697 
TAAAAGCGGCGGCGAAACGCTATCCGCAGGTCACTTTTTGTGTCGCTTCCAGCCACC
GTTTGCCGTTTTCCGATACCAGTA 
>Escherichia coli K-12 reverse 2351656_2351737 
ATCCTGTGGCTTGCCGCCGATCGAAGAGTACAAAAATGATTATCCGGACGACTATAA
CGAAAAAGCGGAACAGGAGCTGAC 
>Escherichia coli K-12 reverse 1980861_1980942 
CCCGATCGGCATTGAACCGAAAGAAATAGCCAAACAGGCTGCCGGGCCACTGCCGCC
AAAACTGGCGCAACTTAAAGCGGA 
>Escherichia coli K-12 reverse 2824994_2825075 
TGATGGGGAAAACTCGCATCCTCGATGCGCTGGCAACGCTGTCATTTAACTACCCAC
GCCGCGCGGAGTATTTCTCTGGCG 
>Escherichia coli K-12 3657242_3657323 
TCCTCGTCGCAGTCGCCTATTTATTGATCGGCTATTTCTTCATCCGCGCACCGGAGC
TGGGCATTTTTGCCATTGCGGCAT 
>Escherichia coli K-12 1833717_1833798 
ATTTACTGCTGAAATACGTTGGCCATAGCAATACCTTCCAGGCCATTGAAAAAGGCA
TTGCGCGTAACGGTATTGATTTTC 



44
3		

>Escherichia coli K-12 1150998_1151079 
ACCTTTCATCTGTTTTCCGTCTGTCAAAAGCGGTAATGCGCGCTATGATGAAAAAGC
GTCATGGTCGTATTATCACTATCG 
>Escherichia coli K-12 4541219_4541300 
CTTTAAAAAACTGGTTGAGTATCCGTACTTCGTACCCGCATGCTGAGAGCGAGTGGG
TATTTTTATCACGTAAGGGGAATC 
>Escherichia coli K-12 86453_86534 
TGATTTTCGCCGTCGGGGTACGATTTGATGACCGAACGACGAACAATCTGGCAAAGT
ACTGCCCAAATGCCACTGTTCTGC 
>Escherichia coli K-12 2387534_2387615 
TTGTATAAATATTACTAAATGCTTGCTTAGTCGCATTGTTAAATGCAATACCGTATA
TTCGGTATGTAACAGCGATATCCT 
>Escherichia coli K-12 reverse 1254479_1254560 
GTTCCTCCCTCAGCGATAATGTCAATGGCGGAAAACTGGACGTTGCAATGAATAACA
GCGTCTGGAACGTAACAAGTAATT 
>Escherichia coli K-12 2916396_2916477 
TGCAGATTCGGGATACCGGCATTGGTATTCCTGAACGCGATCAATCGCGCTTATTCC
AGGCCTTCCGACAGGCTGATGCCA 
>Escherichia coli K-12 reverse 1812691_1812772 
AAAAAATGACCAATTTGATCAGTATAAAAAACAGGTTGGTTATTCACTATTTAAGGA
CTATATACTATGAACAAAATTATA 
>Escherichia coli K-12 1140470_1140551 
TAGCGAAGAGAAAGGGAAATACGTCGGTGGAGCAGAAAGTATTAAACAACAGGTCGA
TGCTTCGCGTTCGATGGTGATAGG 
>Escherichia coli K-12 1943000_1943081 
GATTAACGCACCGATGCAAAAGCTCTCTGGTGGCGAAACGCAGCGTGTACTATTAGC
GCGAGCATTGTTAAATCGCCCGCA 
>Escherichia coli K-12 reverse 298209_298290 
CTACGATCCGCAAGCACAATCGCTGGTGTGCCTGCCCACGCAAACCCGGACGGGCTG
GAATCTCAATGGCTTTGAGGTGGG 
>Escherichia coli K-12 4628662_4628743 
ACCCGCCACGAAATTGAGGATGCTAAGGCTGTTGTAGACCGGAAACGGTGTTCACGC
CGCATCCGGCATTCGGTGCTCAAT 
>Escherichia coli K-12 3892163_3892244 
AGCGGCCCCCGCAGCTTCGGATAAACCACGAGAAAATAGCGAGTCGCTGCTTAACCG
TTTTTTCCTCAGCCGTGTTGTTAT 
>Escherichia coli K-12 1652763_1652844 
GCGCAGTGCCCAGCCATCCCGATACTGCTGCTTTCACCAAATCCTTAGTGCTTCTTT
CGTGTTTTTCTATTGTCATAATGG 
>Escherichia coli K-12 reverse 3799731_3799812 
AGAAGATTAAATTTAATATTTTGAGACAGATTCACAAAGAACTGCTGATCTCTGTAC
CGTTGTCTAAAAAAGGTCGTCTGG 
>Escherichia coli K-12 3996696_3996777 
CAATGCTGGAAGTGATGTACGGCGCGGGTCTGCGTCTTTCTGAGCTGGTGGGGCTGG
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ATATTAAACACCTCGACCTGGAGT 
>Escherichia coli K-12 reverse 1612749_1612830 
CGTGCGCGGCTTAAGCGGTGTGTCTGATATTTCCTACGATACGGTGGTAGCGCGTTC
CGAATTTGAACATTCCGCGCGAAA 
>Escherichia coli K-12 reverse 4607145_4607226 
GGGGCGAATACAGCGTCGATGGCCTGACGGTCAAAACGCTGCCTGGCGTGTTTAGCC
GCGACGGTCTGGATGTCGGTAGCC 
>Escherichia coli K-12 reverse 1525191_1525272 
AAATGGTGGGTACAGCTGCCGGAGAATGTAAAGATCCGCAGACCATGGTGCCTAAAG
CCATTAACAGTGTGATTTGGCGTA 
>Escherichia coli K-12 reverse 3895901_3895982 
CTATCGTGGTGACGACGCTGCTGGGCTGGATGCTGGGTGATGTGCACTACAATGGCA
TCGTTTCTGCGCCGCCGAGCGTAA 
>Escherichia coli K-12 reverse 2453639_2453720 
CCTTCGGCGCGGTCGCGTTTGATGTTACTCATTCGCATACCAAACTGGATAAAGACA
CCGCTTATGGCAAAGGTTCGCTGG 
>Escherichia coli K-12 3237765_3237846 
ATTCCTCGCGGTATCAACGTTACCTGGATGGTGAGAATCCCAACACCTTTAATCCGG
CATTCTCTAACGGTTCAATTATGG 
>Escherichia coli K-12 reverse 993621_993702 
GAGCGTTGGCTGCGGTAGGACTGGAGAATCGCGCAGGGGAATGGCCTGCCGCACTTT
CTGGCGGGCAGAAACAGCGAGTGG 
>Escherichia coli K-12 500738_500819 
TGCCGGAAGCAACCATGAAAGCCATTGAGTACGCGAAGAAATATAACGTACCGGTGG
TGCTGACGCTGGGCACCAAGTTTG 
>Escherichia coli K-12 reverse 2420124_2420205 
TGATTTAGAAAATCGTGCGCGTGCACGACAGATTCAGGCCTGGCTGCGCAGCGATCT
GATGCCCATCCGCGAAGAGCGTCC 
>Escherichia coli K-12 reverse 432542_432623 
AAAGCCAGATCGGTACTTTACGTATGTCGCTGGTGAATATTACGCCTGATGCAGATG
GCACCACCCTTACACTACGTATTC 
>Escherichia coli K-12 3268084_3268165 
GATCCGAATCCAACCGGAAAATATGAGTCCATTCATTATAGATATTTCTACAGGAGA
ACATGATGATTATATCATACAAAC 
>Escherichia coli K-12 reverse 1805665_1805746 
TTTATTTGGTCAGGCAAGCTGGCTGACAGACCGTTATAACGGCTATCGAGAGCGCGA
TGTGTTGACCGCGGGTTATGGTCG 
>Escherichia coli K-12 2285217_2285298 
CGCTGGCAGGTTTTGCTGAGCAAAATATTTCGTTCACGCGCCATATGAGCTCCGGCA
ACACTACAGACAACGGCATCTTTG 
>Escherichia coli K-12 reverse 880128_880209 
TCGTGCGGAAGCGGAAAAATGGATGGACTGGGCAAACCAGACGCTCAGTAATGCTCA
TCGCGGGATCCTGATGGGATTAGT 
>Escherichia coli K-12 1410158_1410239 
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TGAACAACAATTTTATGAGACATCCAGCAAAGGCAAAATTCCTCTGTTGCAACGGTT
ATTAAGCTTGCATCAGCCATCCTC 
>Escherichia coli K-12 2834439_2834520 
TCTGGCGTCGTTAATGCCACCGGAAGTAAGCAGCCGCTTGCAGCATCGGTTGACGGA
GATGGGCGTTCATCTGCTGTTGAA 
>Escherichia coli K-12 4034841_4034922 
TTCGATGCCGAGCGCCTTTTACTCCGTGAATCTGGTGGCGCGCAAACCGGAGAAGCG
TACTCCACAGACCAACAGCTACGC 
>Escherichia coli K-12 4014144_4014225 
CAGTGGTGACACGGCAGCTCTGGCAGAGTGGAGCGCCCCGATTCAGGCACGTCGTCA
CTCTACCCGCGTACATAATCCGGC 
>Escherichia coli K-12 reverse 3137553_3137634 
TCTGGCCACGTTTGCGTCTCTCCTGGCAGCGTCGCCGTCACCATATGATCACTGGTC
GTATGGATTTCTGCATGGATGAGC 
>Escherichia coli K-12 1701504_1701585 
AGCTGGAGATCATGGCTGACCTGTGCGAGCGTCATGGTGTGCGGGTTATTTCCGATG
AAATCCATATGGATATGGTTTGGG 
>Escherichia coli K-12 reverse 41135_41216 
GATTATCCTCAACGCCATTTGCGTCGCTTGCGGTCTGCAAAAAGGGGTACGTATCGC
CAGTGACGTGCGTAGTTACCTGAG 
>Escherichia coli K-12 reverse 1667915_1667996 
TTATATTCAGCATGATATCAGCGCATGGACGATGGCAGAGGCCTTGTTTGGTGCCTC
ACGCGGGGCGCGCGATGTGATTCA 
>Escherichia coli K-12 2723365_2723446 
CGATATTCGTCTGTTCCGCCAGGAGCTGCGTGATGCCGCTTATCATTTCCAGGGCGA
TGCCGACAACGATCAGCTTTCTGT 
>Escherichia coli K-12 reverse 2951509_2951590 
AGTGATCTTTCTCGGCGATCGTGATCAACTGGCCTCGGTTGAGGCTGGGGCTGTGCT
GGGCGATATCTGCGCTTATGCCAA 
>Escherichia coli K-12 reverse 3099022_3099103 
TTGAATCTGCGTTGAATACCCAGAAGAACTCGATTCCTGCGCTGGAAAAGGAAGTGA
AAGCGCTTGATAAGCAAATGGTGG 
>Escherichia coli K-12 2987813_2987894 
ACATGGGGATTGTTTTAGTCAGCGACCGCAATATGCAATCGTTAGCTAATTACTGGC
GAAAACACAACTCAGCAATATCTG 
>Escherichia coli K-12 reverse 4369745_4369826 
TTTTGTCGGTCTGGAGGCATTTGCCCATCTCGCCTCGGAATTTAAAAATCCAGAGCG
TGATTTTCCTCGTGCTTTGATGAT 
>Escherichia coli K-12 reverse 2132938_2133019 
AGGGCGAAGTCTATTCCCAACCGGCAAGCTTGCCGCTGTATCCCAAATCGCCGTATT
CACGCCGCCTGTTCTACAAACGCA 
>Escherichia coli K-12 reverse 2297919_2298000 
TCCGGATTGTCACGTTCCGCACGAGTTTGTGCCGAAGATGATACGCAAGCTCAAAGC
AAGTAAAGAGCTGTATGGTAAAAT 
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>Escherichia coli K-12 reverse 447221_447302 
CACGTTGATTGGTTCGCTCTCCGGCGCTGCGCCGCCGGTGATCGGCTACTGTGCGGT
AACCGGTGAGTTCGATAGCGGCGC 
>Escherichia coli K-12 2408130_2408211 
AATGGAGATTGTGGAGATTGCACGTCAGCATAATCTCATTATCTTCGCCGATGAAAT
TTATGACAAAATTCTCTACGACGA 
>Escherichia coli K-12 3979238_3979319 
TCTTCCTGTTTATTGGCATTATTCGCGGCTGGATTTCGTTGTGGATGCTGGCGGCGG
CGGGCGTGCTGGGGATTGTTGGCA 
>Escherichia coli K-12 1293796_1293877 
GTTTTTAACCAGACAACAAGTATATGAATTATCGGAGGTTGTCGATCAACTCGATAT
ACCCGTACTTTGTTATGGTTTACG 
>Escherichia coli K-12 reverse 543614_543695 
CGTTTGTTAACGCCCAGGCCGAAGACAGCCAAATCTTTTTATATAAGCGCCGCTATG
TTCCGGTAGAAGGCTATGCACCGT 
>Escherichia coli K-12 reverse 2641206_2641287 
CGATCAGTTCAAAGTCAGCGTGAAAGCGTCTGACGTCTTCCTCGCTGTTGAGTCTTA
TCGTTTGCTGGCAAAACAGATCGA 
>Escherichia coli K-12 809825_809906 
ACGGCAATATCATCACCACACGCACTTATCAGGAACGCCTCGATACGCTGGAAAAAG
TGCGCGATGCCGGGATCAAAGTCT 
>Escherichia coli K-12 reverse 2889204_2889285 
TGAGTTTGGCTATCTGCCGCTGGAGCATACGCTGGCGGTGGCCGAAGCCGTCGTGAC
AACTCAGCGTGACTGGGGTAACCG 
>Escherichia coli K-12 2479827_2479908 
TCGTGGAATATGAGCAAGATTATGGTGTTGCCGTCGAGGAAGGACGTAAAGCAGCGC
AGTCTGACCCGAACTGTTTCTTTA 
>Escherichia coli K-12 reverse 4449348_4449429 
AACTCCGTACCCGCTGCAGCCGGGTTCTGTGATCCGTTGCCGTCCGGTTGGCGTTCT
GAAAATGACCGACGAAGCCGGTGA 
>Escherichia coli K-12 reverse 1981948_1982029 
GGAGCTGGAGGCGAAAGGGATGGCTTTTGCGCTGCATTATCGTCAGGCTCCGCAGCA
TGAAGACGCATTAATGACATTAGC 
>Escherichia coli K-12 reverse 1399111_1399192 
CGCGCAGGCGCTGGAAACCTCGATGGTATGTGAAATCCCGTTCGAAACGCTGGACGA
TTTGTCCGGTAAAATGCCGAATCT 
>Escherichia coli K-12 reverse 2978229_2978310 
TTATGCCCATCTGGAACAGGTGTGTGGTGCTATGGTGCGTCAGGTCATCGAATTCGG
TCAGGATTTACAGGCTATTTCTGC 
>Escherichia coli K-12 235138_235219 
GTTTATTGCGTGAAGCCGATCGGGTATTGATTGATGATGGCTGGCTGGTCATTAGTG
GCTTCAATCCCATCAGTTTTATGG 
>Escherichia coli K-12 reverse 1798411_1798492 
CGCGCGCTGACCACGACACTTTCTGGTTTGACACTACCCGCCTGCTGCGTACCCAGA
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CCTCTGGCGTACAGATCCGCACCA 
>Escherichia coli K-12 reverse 3143536_3143617 
GCACCAGTCTTCAATGGGGTCGCTGATGATCTCGGCGGGCTACAAGGTGCATCCGTT
GTGGCAGAGCTATGAAATGTTGCC 
>Escherichia coli K-12 2771769_2771850 
AGCTCCGCTGTGAGCGCAGGCTGTGTTAAAACTCCTGATCACTTTTTGGTCTAAGCG
ATGGTTTCATATGATCAACCATTC 
>Escherichia coli K-12 84801_84882 
TCAAGTCTTCATTAAATCAGAACACTGAACATCAGCTGCGTTATCAGGAAACGGAGT
TTGTGATTAGTTATGAAGACTTCC 
>Escherichia coli K-12 4042869_4042950 
ATCTCATTGAGCCACGCAAGCTGTTTGAGGACGCTACACTGATACCTTCCGGGTTGA
AAGCGGCATTCCTGAAAGCGACAG 
>Escherichia coli K-12 3794414_3794495 
CAAAATTCCTGTTTGATGAATATGTTCGTCAAATCCTGCCTGAAGCGAACTCGCAGA
TTGTTGGCTTCCGTTATTTCAACG 
>Escherichia coli K-12 1738317_1738398 
CATTGATAACGCGTTCGAAGGCGGCTACATGGCCGGGCGTTATCTGATTGAACGCGG
TCACCGCGAAATCGGCGTCATCCC 
>Escherichia coli K-12 2382027_2382108 
ACACCCACTGGAATGTTATGGCTATCGTATTGAAGAACATGATAAACCGGGTGCATT
AAATGCCCAGGCATTAAAAGCTGC 
>Escherichia coli K-12 3150065_3150146 
TCGCCGGGAAACAGGTTGCCATTCCGGATATTGCAGACCTCACCAGCGAACAGTTTC
AAAAGACCTTTGCCATTAACGTTT 
>Escherichia coli K-12 2255645_2255726 
TATGAAACATTACCGTCCGCTGTTATTAAACGACACGCTATTTTTACGAAAACTCTG
CGTCACCTTAAGTCATAAAAATTA 
>Escherichia coli K-12 1528881_1528962 
AGACGGTATACGAGCCGGGAAGCTTCACGCCGCTCATCCGGGTCGAGACAGAGAACG
GCGAGCGGGAAAAAGCGCAGCGGC 
>Escherichia coli K-12 1780831_1780912 
TTACCCTTGCACCCGGTGTTCAGGAACCGTGCACCAGTGATACCTCTCATCAGTGCC
CGACAGAAACGGTACCTTATGTTG 
>Escherichia coli K-12 1672331_1672412 
GGGAAAGCGGTTAAAAGCAGATGGGGATGGTTGGATTGTACCTCCCGCAGCCGCGCC
GTGGGACTTCGGATTGATTGTGCT 
>Escherichia coli K-12 reverse 2885847_2885928 
ATTGCCAGTTAAACACCGCTTTATCCGTGGTTTGGGAATTGGTCGAAGTGTTTTAAT
TGTTGATGAAGTTCATGCTTACGA 
>Escherichia coli K-12 reverse 2838720_2838801 
CAGCCATAGCGTCTGGTGCGATCATAAACAGACCAGTTTTAACGCCGTGGCAGAGTT
GATAAACGCCGGGCATCAGGAGAT 
>Escherichia coli K-12 2325378_2325459 
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AACCGTCTGACGTGGTGAGTATCGATCCAAAACTACTCATGGAAGAGGCTGATTTTC
AAAAGCAGCTACCGAAAGATGCCC 
>Escherichia coli K-12 reverse 3316743_3316824 
AAATCGCGGTGAAAACCAACGATAAACGTATCGATCCGGTAGGTGCTTGCGTAGGTA
TGCGTGGCGCGCGTGTTCAGGCGG 
>Escherichia coli K-12 202915_202996 
TCAACGCGCACATTGCGCACGATTGTACGGTAGGTAACCGCTGTATTCTCGCCAACA
ACGCAACGCTGGCGGGTCACGTAT 
>Escherichia coli K-12 reverse 589429_589510 
CTGGAACCGTCTGGCAAAGTGTTATCGGGACACGCTACCCGGTGTGGCGTTGTATGC
ATGGCTTCAGGCCGAACAACGACA 
>Escherichia coli K-12 reverse 3111570_3111651 
AGGGAACCTGCTGACAGGGCCGTGGCAGCCTCGCGTCAGCTACCGAAAACAGTGGGC
GCGCTGGCGGGTGATGATTCTGCC 
>Escherichia coli K-12 2480545_2480626 
AGCATCGCAATCCTTTCCCTGGGTGAGCGATGCTGCCGATGGCGCAGACTTAAGATC
CCCGGTCTTACCCGCTATAACCCC 
>Escherichia coli K-12 reverse 4381375_4381456 
CGACAAAGTCTCTCAGGCCTTCTGGCACGAATGGCGTAAAGGCAACACCATCTCCAC
GCCGCGTGGCGATGTGGTTTATCT 
>Escherichia coli K-12 3860690_3860771 
TAATCAGGAACTCACCGAAGTTGCTGAGTTAATAACTTCACCAGAAGCAATAAAAAA
TAATCTGGCAGTCGCTTTTCTGAC 
>Escherichia coli K-12 reverse 3514681_3514762 
ACCGCACGCTGCAACTGATTAAAGAAAATGGCTGTAAAGCGGGTCTGGTATTTAACC
CGGCGACACCTCTGAGCTATCTGG 
>Escherichia coli K-12 1510667_1510748 
TTAAAGAAGGGATAGATCTTCAGGCGCTGGAACTGGCGTTGCAGGAGTATCCGGTGA
AAGCGTGCTGGCTGATGACTAATA 
>Escherichia coli K-12 reverse 1793144_1793225 
GGGCGCTGGCTCTTGATGACAAACTCGGACGTAGCACCAATCAACTTTCCGGCGGTG
AATGGCAACGCGTACGTCTTGCTG 
>Escherichia coli K-12 103531_103612 
ATGTGCCGATTGCGCGGTGGAATGATCAACATATGGTAGACGCGGAAGGAAATACCT
TCAGCGTGCCGCCAGAACGCACCA 
>Escherichia coli K-12 reverse 2032692_2032773 
CCATTGCCGCTCACAGTTTCAGCGCGCAAATCGCCCCCTTAACAACGGAAGCTAAAA
TTGTCCAGGATGCGGATCGGCTGG 
>Escherichia coli K-12 reverse 116367_116448 
TGCTGGTAACTGGCCCTACCGGCAGCGGCAAAACGGTCACGCTTTATAGTGCCCTGC
AAAAGCTGAATACCGCTGACATTA 
>Escherichia coli K-12 reverse 3572370_3572451 
TGATGGCACGAACTTGTATGAACACAGCGATCCGCGTGAAGGCTATCATCAGGACTG
GAACACGCTGATCTACAACTATGG 
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>Escherichia coli K-12 1269054_1269135 
TGCGTTAAGACTTTTTTCATGGGTGCCGGATACAAAAAAGGCCGCAGGCTGTTACCC
CTGCGGCCGGTTTCGGGCGCATAT 
>Escherichia coli K-12 reverse 2643667_2643748 
CGAGCCGCTGCTCAACCTGAACAACGTCGTTCCGGCGATGGAAATCATGCTTGATGA
TTTCGGTTTTGGCCTGTCTAAACG 
>Escherichia coli K-12 4353101_4353182 
CCGCTGGTTATCGTGAAACGAAGCGTCTCTCCTCAAAACTGGATTTGCGGAACGATG
AACGAAGCAGTCGCCTGACTGCTT 
>Escherichia coli K-12 reverse 148330_148411 
GCGTTTCGACTATTGTCAGCAAGCTGTTCAACCTGGTCCAGCCGGACATCGCCTGCT
TCGGTGAAAAAGATTTTCAGCAAC 
>Escherichia coli K-12 1368374_1368455 
ATCTGATTAAGTCCCTGGAACATGAAGTGACGCTGGTGGACGATACGCTGGCACGCA
TGAAGAAAGAGATTGGCGAGCTGG 
>Escherichia coli K-12 4403763_4403844 
TGAACTCCGGTTCTGCGGGTACAGAAGATGAAGTTACTACCCCGGCGGCAGATAACG
CCATTGCCGAAGCGGCAGAGCGCG 
>Escherichia coli K-12 reverse 299796_299877 
CGAAGCCCCCGGTCTGATGGCGCTCGAAATCGCGATCGACGAACTGGCGGAAAAAGC
GGGCATCGATCCCGTCGAGTTTCG 
>Escherichia coli K-12 reverse 712381_712462 
CGCGCCGGTCGACTATCACGTACGCCGTCATGATGAGATTTTTGCGGCTATCAACGC
GGTCAGTGAATCGGACGCACAAAC 
>Escherichia coli K-12 reverse 915660_915741 
CCAGTGGTAAAACGGGTTTTGACGCGGCAGCCAGCGGTTTTGCTTCTAACGGTTATG
GCGAGCATTCACCAGGCGGTTATT 
>Escherichia coli K-12 reverse 3135582_3135663 
TAATGCTGGTACTGGTGGGGATTGCCCCTGCTGGCTTCGTCGTCAATATGAATGCGT
CCGGCTATGAAATTACCCGTACCC 
>Escherichia coli K-12 871388_871469 
CGTTTCCGGCATTTGCTCTGGGGATGCTTTTAATTCAGGTATTCTCCGTTGAACTGG
GCTGGCTGCCTACCGTGGGAGCAG 
>Escherichia coli K-12 reverse 2890959_2891040 
TGAAAGAACTTGTCGAACTGCTGTGGCTGAAAGGCGATGAACCTGTCACCGTCGAGG
GCAAAACGTTGCCTCTGAACGAAG 
>Escherichia coli K-12 2969967_2970048 
CAATAGCGGGGTGACCTGGGAAACCAGCCACGTGCGCCACAAACTCAAACGCGTACT
GTGGATACCGGTTGAAGGCGAGCG 
>Escherichia coli K-12 reverse 4012300_4012381 
ATATTCTGCCGCGCAGTGGCCTGCATTATTCGCCGATGTTCGACTATGAAGTGCGTC
TGGTGTTAGCACCTGACCATCCAC 
>Escherichia coli K-12 reverse 3611085_3611166 
CGCTGGTGGCCATTTTGTTGGCGATCCCGCGTCCGACGGTAAAAGCCAGTAAAGGCA
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AACCGCTGCCGTTTCGCGCGGTGC 
>Escherichia coli K-12 reverse 1183184_1183265 
TATGCTGCTGGGTATTCAGCTTGGCTTCTGGTCGCTGCTGTTCTCGCATATCACCTT
CTGCCTGCCATTTGTGGTGGTGAC 
>Escherichia coli K-12 3228_3309 
TGGCACCGTGTTTTCTCGGTGGTATGCAGTTGATGATCGAAGAAAACGACATCATCA
GCCAGCAAGTGCCAGGGTTTGATG 
>Escherichia coli K-12 1711801_1711882 
CCGTATCTTGCTGGAGCAGCATAATGGCGAGGTTCCGGAAGATCGTGCTGCGCTTGA
AGCCCTGCCCGGCGTAGGTCGTAA 
>Escherichia coli K-12 170137_170218 
TGGGGCGGCAGATCGCGAAAAAGTCGAGGAAGCTATCTCGCTGGTTGGCTTAAAACC
GCTGGCGCATCGGCTGGTCGATAG 
>Escherichia coli K-12 reverse 2445116_2445197 
TCTATTTCTTGCTGATGCCAAAGCTAGGTGAAGAAGACCGCCAGCGCCGGATGTACG
GTTTACCCTTCGCGTTAATAGCCG 
>Escherichia coli K-12 reverse 2437244_2437325 
ACTCTTTAAAGATGGTCCGTACAAAACGCTACATCTGGCGGATGAAAAACTGATCCG
TAGCCTGAAGCCCGGAGCGATTCT 
>Escherichia coli K-12 reverse 2423055_2423136 
CTGGCTTGATGAATTTGCCGAGCCTGCTATAGCCCGCAAAATATATTCATCGGCTTT
TCCGTTGGTGGATATTACCGTGGT 
>Escherichia coli K-12 reverse 2544188_2544269 
ACGTCACGAAGGCGGTGCTGCCGGAGATGATTGCCCGCAAAGATGGTCGCATTGTGA
TGATGTCTTCAGTCACTGGTGATA 
>Escherichia coli K-12 reverse 1796711_1796792 
GTGGTGAGGCTGGCCCGGTAATTGATATCACCAACGAAGCAACGCTGCCGAAGCGTG
CAACCATCACTCTACGTCGTAGCA 
>Escherichia coli K-12 4344040_4344121 
TGCGCTAATTTATAAAAACGATCAGCTTTCATGCCTCTTGGGTATGGCTCTTGCTTA
TAATGTAGCCAGCAACATTATTAC 
>Escherichia coli K-12 2861845_2861926 
TGACTGTCATGGCCTCCGGTAGCGATATTGCCTTTGAACGACTGGCACCCGTGCTGG
AAGCCGTTGCCGGAAAAGTTTATC 
>Escherichia coli K-12 reverse 930040_930121 
CGATACCGGTGTGACGCTGGCTGCGGGTTTTCTGGCCCTGATCCTTGCGCCAGAGTT
TTTCCAGCCATTACGCGATCTCGG 
>Escherichia coli K-12 reverse 1571306_1571387 
ACAACCGCTGCACGATGCGCTGGATAAATTCCAGGCCGATACCGGTATCGACATCGA
CATGCACATCGACGCTGCCAGCGG 
>Escherichia coli K-12 3722177_3722258 
TTTGTTTCTTCTCCTTGATATAATCCTAAAAAAATCTCATAAAATTAATATATGAGA
TAATCTTTATTCAGCAGAAGATTA 
>Escherichia coli K-12 reverse 4523071_4523152 
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ACATCCCGGCAATTGCTCACCAGGCAGGTTGCCATATCCCGACCGTTGATGACTGGA
TCCGCATCAACAAGCGCGTGCCCC 
>Escherichia coli K-12 reverse 3655539_3655620 
TGACGACGGCAGCGGATATCTGGGTGACCGCCGCCATAGGTATGGTTATTGGCAGCG
GTATGTACGAACTGGGTATTTATG 
>Escherichia coli K-12 4257380_4257461 
TGGCGCAACAGCATATTGAAGGTCATTATCAGGTCGATCCTTCCTTATTCAAGCCGA
ATGCTGATTTCCTGCTGCGCGTCA 
>Escherichia coli K-12 reverse 4582214_4582295 
GCGACGGTGAAAACCTGCCGAAGGCGCATATTGTCGCCACTAACCCGCCGTTTGGCA
GCGCCGCAGGCACCAACATTACCC 
>Escherichia coli K-12 3104933_3105014 
CAACGGGCTGCGTATCATCTACAGCGTCACCATTAACATGGTGCCGAACCACCTTGA
TAAACGTGCGCACAAATATCTCGG 
>Escherichia coli K-12 reverse 2982838_2982919 
ACCTGAATATCAAGAGCGTATTCTTCATGTCTCAGGCAGCGGCGAAACACTTTATCG
CGCAAGGCAATGGCGGCAAGATTA 
>Escherichia coli K-12 4384551_4384632 
AGAACTTTGCCAAAGGTATTGTTTTTGCCGCTATTGTTATTTCAATCGGTTATTCGC
TGGCAATATTTTTATGGGGCGTCA 
>Escherichia coli K-12 168566_168647 
GTGTGCGGCATTAGCGCCAGCGGATAAAGGCCATTATCTGGCACGTAAATACGTCGT
TGATGATGAGAAGCTGCAAAACTT 
>Escherichia coli K-12 1834415_1834496 
AGCCCTGAAAGAGGCAGGTGGTACGCCGGGCGAAAACATGACGATGGATAATAAAGA
AACGACTCATGTCACAGGCAGCAA 
>Escherichia coli K-12 reverse 848620_848701 
CCGCACTGATCGATCATCTGGATACCATGGCAGAACGTGCAGTGCAGCTGGGCGGTG
TAGCTCTGGGGACCACTCAAGTTA 
>Escherichia coli K-12 47472_47553 
TTTGGATCGATAAAGTTTTCTCCCACGGCTGGGCTTACGGTCATGGCGGCACGGCGC
TGCATGGCAAACATTTGCTGTGGG 
>Escherichia coli K-12 reverse 4302013_4302094 
CGCCGCCAACGCCCGCAGCCAAACCGCCATCAATGGCCGCCGATGCTTTTACCAATC
CAGACTATATGCGCTACGCGGTAA 
>Escherichia coli K-12 reverse 4455071_4455152 
GGTTGCGGCAGGTTACGTGGTATACGGCTCCTCTACCATGCTGGTTTACACCACCGG
ATGCGGTGTTCACGCCTTTACTTA 
>Escherichia coli K-12 3898276_3898357 
GTATGATGAAGAGGACGAATTTGCCGGTATTAAGAACACATATCCTGATGAAATGCT
GAAAGAGTTGGTTGAACGCACGCC 
>Escherichia coli K-12 4288443_4288524 
TCCCGTGGGATGACGGCATGAAAGTCGAAAATATGGAGCAGTATTACGACAAAATTG
CCTTCTCTGACTGGACTAACTCCC 
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>Escherichia coli K-12 815604_815685 
TCAGGCCTACATTTTCTCCGCAATATATTGAATTTGCGCGGTTTGTAGGCCGGATAA
GGCGTTCACGCCGCATCCGGCATA 
>Escherichia coli K-12 92257_92338 
ACCCTAACAATCTGAGCGGCACGCCGAAAGAGGCGATGCGTAACCGTACCATCACCG
ACGTGTTTGAACCGGGCTCAACGG 
>Escherichia coli K-12 reverse 233237_233318 
GAAATCCACGGACTTCTGGTCGTTACCGTTGCCGCAGGAAACGAAGCAGTACGTGCC
TAAAATGCTGGCATTGAGTGATAT 
>Escherichia coli K-12 reverse 659694_659775 
ACTTTGCGGATTGCATTACTGCCATTCGGGAAAAAAGCCCGCAAATCAAAATTGAAA
CTCTGGTGCCGGATTTCCGCGGTC 
>Escherichia coli K-12 reverse 3308443_3308524 
GAATCGCGGGATCGCATTATATTACGGCGGTCGTGACAAGTTAGCGCAAGATGATCT
GCTGGCGTTTTATCAAGACGATCC 
>Escherichia coli K-12 reverse 81373_81454 
GTTTTGAGATCGAACGTATCGCCCGCATCGCGTTTGAATCTGCTCGCAAGCGTCGCC
ACAAAGTGACGTCGATCGATAAAG 
>Escherichia coli K-12 3421837_3421918 
GGGGGCGCTACCGTGGGGGATCTTACTGGCGTTAGGTCGCCGCTCCCATATGCCGAT
TGTGCGTATCTTATCGGTCATTTT 
>Escherichia coli K-12 reverse 2436103_2436184 
CCAGCCTGATTTCAGCCTCCGCCCAGGGCAAAAAAGCGGTCGATGCGTTAGCGGGGC
AGAGTGCGAAATTGCTCAACGGCA 
>Escherichia coli K-12 2044010_2044091 
GAGCTGGCAGCAAGGGCCTATCGTTTTGAACTGGTTGGATATACAAGATTCTTTTGA
TGCTTCTGGTTTTAACCTGATTAT 
>Escherichia coli K-12 reverse 1123691_1123772 
GCTACGCCAACAAACTGCTGTTGCCGCGTTTTGCCAAATCGGCATTTGATGAGTTTT
CTACTCCCGCCGCGCGCAAATATT 
>Escherichia coli K-12 3330450_3330531 
CTTTGTTTATGCCGGATGCGGCGTAAACGCCTTATCCGGCCTACAAAATCGTGCAAA
TTCAACATATTGCAATTCTCTTGT 
>Escherichia coli K-12 reverse 154088_154169 
GTGCATTTTCTTTCGATGTGACTCATTCCAATGTTCGTATCCCGGATGATAAAACAT
ACCAGGGGCAAAGTTATCGTGTTT 
>Escherichia coli K-12 reverse 416312_416393 
CGTGGGGGCCAGTAAAAGTGACGCCGTGCGTGACATTTATATTGGCACGCTGGACGC
GTTTCCGGCACAAAACTTTCCACC 
>Escherichia coli K-12 2195277_2195358 
TGTGACGGTGAACGGCGCAAAGATGTCCAAGTCTCGCGGCACCTTTATTAAAGCCAG
CACCTGGCTGAATCATTTTGACGC 
>Escherichia coli K-12 516218_516299 
TCTGATCTTTCCCTGGCAGATCCGTAACCGGCAGCCTGACCCAGCCATTTTTCTCGA
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TTTTCTCGAACGCTTCGCCTTGCC 
>Escherichia coli K-12 reverse 725973_726054 
GGATGAAAAAACGCTGGCTGACGCCGCACAACTGGCTTCGCTGGCTGATGAAACGCC
GGAAGGCCGCAGTATTGTGATCCT 
>Escherichia coli K-12 reverse 258378_258459 
AAAATCATTGATATGGCCATGAATGGCGTTGGATGCCGGGCAACAGCCCGCATTATG
GGCGTTGGCCTCAACACGATTTTA 
>Escherichia coli K-12 1364833_1364914 
TGTATGAACTTTCTGCCGTGACGCAGATCCAGCACACCACGCCAGCCGTTGTGCGAA
CTGCCAAAGGTCAGGTGACGGCGA 
>Escherichia coli K-12 1239375_1239456 
CTGATGGAATTTCCGGCGCGATGGCGCGTATTGAGCAGGCGGCGGAGGGGCTGGAGT
GTCGGCGTTCGTTGTCCAATTCGG 
>Escherichia coli K-12 3236847_3236928 
ACGATGAAGCATCAGGTATGCAGCAGGCTTTGATCGCTAAAGGCGTACCAGCAAAAG
TGATCTTCTGCGACTATGCCGGAT 
>Escherichia coli K-12 2048437_2048518 
TAACTGCAACGGTTAAAGATCAGTTCGACAATGAGGTGAATAATCTTCCGGTAACAT
TCAGCTCAGCCTCTTCAGGACTCA 
>Escherichia coli K-12 493018_493099 
CGAGCTGCGGATGCGTGAACTGGCGCGCACCATACCGCCGACGGATATTCAGCTTTA
CTATCAGACGCTGTTGATTGGTCG 
>Escherichia coli K-12 2496066_2496147 
GCGTGATGGGACTGTGCCAACCAATGATGGCTACCTATCGTCCACATAATAATCAGC
TGATGGAATGGGTGCAGACCCGTG 
>Escherichia coli K-12 548947_549028 
AATGCGTGCGCTGGCCCCACAAATTGCTCGCCTCGATCATGATAAACAGCACATCGC
CGAAGTGATGGATTTCCTCAGCGT 
>Escherichia coli K-12 reverse 2067587_2067668 
AGAAATCTCAGCGCATCAGGATAAACTGCTACCTTAGGTCAACCACCAAAAGAAAAT
ACAATACGTCCAGTTTGTATGCCT 
>Escherichia coli K-12 reverse 2229872_2229953 
ACAGCGGTGAGAAGAAATTTGAAATCGCCGATGCGGTTCAACAGGCTGGCGCTACGG
AGCTGGTGGTGCATGGGCGGACGA 
>Escherichia coli K-12 reverse 3218277_3218358 
GCTGACATTACGTGCGGTAGGGCAACTTGGCCTGATGTGCCGTTGGCTAATTAACGA
TGTCTCAAGCCAGGTGTCCAGTGT 
>Escherichia coli K-12 reverse 2957401_2957482 
GGCTTACTTTGTCGATGCGCCGTATCAGGTCGATAAAATCAGCGCACAAACTTTCGC
CGACTGGCAGAAAAAAGCCGCCGA 
>Escherichia coli K-12 reverse 830268_830349 
TCCTTCGCGCCTGCAGGAACATGATTAAGCTGCTCACCCAGGATGACACCGTCAACC
TCAGCAAGTTTATCTCCCGTGAGC 
>Escherichia coli K-12 reverse 3310061_3310142 
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TCACCCGTGGTGAAACGCAGGCGCTGGTTACCGCAACGCTGGGTACTGCTCGTGACG
CGCAGGTTCTTGATGAACTGATGG 
>Escherichia coli K-12 reverse 4057290_4057371 
TGGCTACCCGCTTCAATACCATGACCAAAAAAGCTGACGAAATTCAGATCTACAAAT
ATGTTGTGCACAACGTAGCGCACC 
>Escherichia coli K-12 4413570_4413651 
TGAAGACAGGAGTACCGTGCTGTACTTGCAGGACTGCGCCCAGCAGGCAGGGCAGGA
GTCGCGGTTTATCTACATTGAAGA 
>Escherichia coli K-12 reverse 2599282_2599363 
TAATGTGCCGTCCCGTACTGGCTGCGATCTGCTCCCGGAAACGGTGGGCCGTCTGGC
GAAAGTAAAAAATATTATCGGAAT 
>Escherichia coli K-12 reverse 2823199_2823280 
ACATGGGCCTTGCGGCACGTATGATGAGCCAGGCGATGCGTAAGCTGGCGGGTAACC
TGAAGCAGTCCAACACGCTGCTGA 
>Escherichia coli K-12 2624038_2624119 
GTTTTGATGCCATTCGCGAACGCGATGTGTTGCTCTATTATCCTTATCACACCTTTG
AGCATGTGCTGGAACTGCTGCGTC 
>Escherichia coli K-12 reverse 1984273_1984354 
GATGGTCGGGCGCGACATTGGCGATATCTACGGCTGGCAACCGCGTAGTTATGGCGA
GGAGCGCCTACGTCTTGATGCTGT 
>Escherichia coli K-12 2863873_2863954 
AAGCGGTGGTGCATTTGCACAGCACATGGTCGACGGCGCTTTCCTGCCTGCAAGGGC
TGGACAGCAGCAACGTTATTCGTC 
>Escherichia coli K-12 reverse 3449493_3449574 
CCGAAGTTCGTAAGCCTGAACTGGACGCAAAACTGGTTGCTGACAGCATCACTTCTC
AGCTGGAACGTCGCGTTATGTTCC 
>Escherichia coli K-12 4636312_4636393 
GGCTAAACCGTTTTCACCCCGCGAAGTGTGCGCCAGGGTGCGCACCTTACTGCGTCG
GGTGAAGAAGTTCTCGACGCCGTC 
>Escherichia coli K-12 reverse 1791624_1791705 
AATATCCGTTTATTGAACTGTTGATTAATGAGAATTACCCGCATCTCAATGAAGGAA
AAGATAATCGCGGTCTTTTATCCT 
>Escherichia coli K-12 reverse 2837802_2837883 
TCAGCCGTGATAAAGGGTTTGTTCATGTGATGCAGGAACGTTGCATTGGTTGCAAAA
CCTGCGTTGTGGCTTGCCCGTATG 
>Escherichia coli K-12 1895446_1895527 
CGCCCAACGTTTTCATGCGACCTATTCTGGCGATGAATGGCAGGCATTCCTTCAGCT
TAATCAGGCCAACCGCGCGCCATT 
>Escherichia coli K-12 reverse 2125095_2125176 
AAGGCGTGGCGGCGGAAAACGTCATCTTCTTCCCCAACTGGTCGGAAATTGCCCGTT
TTCAGCATGTTGCAGATGCCGATG 
>Escherichia coli K-12 reverse 1118149_1118230 
ATCACGCCGAACGCGATAAACATCTTCGCAGTGCAGATTTCCTCAATACCGCAAAAT
ATCCACAGGCAACATTCACCTCCA 
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>Escherichia coli K-12 2683420_2683501 
CGATAATGACTGCGTGATGCTGGCGCTGGCGGAGAAATGGCAAAATAATTCGCAGGA
ACGGGATTTCTGCGTGATCAACGT 
>Escherichia coli K-12 reverse 1232726_1232807 
TATCTGGTTGTATAGTGCGTTCCGCGGTGTGCAGTTAACTTACGAGCACACCATGCT
TCAGCTCTATCCTTCGCCGTTTGC 
>Escherichia coli K-12 2855338_2855419 
GCCAGATTGCCGAACGTGTGGCAATCGCTGTCGATAACGCCCTCGCCTATCAGGAAA
TCCATCGTCTGAAAGAACGGCTGG 
>Escherichia coli K-12 reverse 3402323_3402404 
TGCGCTGTTACCGCACCGGACGTTAAAAGAGGCAGAGAGCATCGCCGGTCAGTTAAT
CAAAGCCGTTGATACCTTGCCGAA 
>Escherichia coli K-12 reverse 448314_448395 
CATGTACAAAAACAACAAAAGCCAGGTTATCTCCTGGCTGGCGTTGACCTGGTTGTT
TGGTGCCGGATTTATCGGGATGGA 
>Escherichia coli K-12 2235843_2235924 
CGCAGATGGCATTGCGGCGATTAACACCGTTAAATCCATCACCAATATCGATCTTAA
TCAGAAAATCGGTATGCCGATCGT 
>Escherichia coli K-12 reverse 3470698_3470779 
GTGGGAAGCGAAAATCCTGGAACTGGCTGGCTTCCTGGATTCTTATATTCCGGAACC
AGAGCGTGCGATTGACAAGCCGTT 
>Escherichia coli K-12 reverse 3695570_3695651 
AAAAGCCAGCGGGCGTTACCAGTGGATTTTAATCGACTTACCGCGTGATGCCTCGCA
GATAACCCACCAGCTGCTGAGTTT 
>Escherichia coli K-12 reverse 1955753_1955834 
CCAACGGTGGCAACCCGACGCGTGTTGGCGGCGTGCTGCCGGAAATGTCTGCGGCGA
TTGCCGGACATGCCAGCGAGGCCG 
>Escherichia coli K-12 1814958_1815039 
GGTGCCCGTTCAGCGTGTCGGCAAAATGGTGCTCAATCGCAACCCGGATAACTTCTT
TGCTGAAAACGAACAGGCGGCTTT 
>Escherichia coli K-12 3927612_3927693 
AAGAGTTTGGCCTGGCACCGTTCCTGCCGGATCAGATCCACTTCGTACACAGCCAGG
AGTTACTGTCTCGTTATCCGGATC 
>Escherichia coli K-12 2366458_2366539 
ATTTCATGCCATTAAAAATATTACCTGTGCTGAAGGTGGCCTGATTGTAACTGATAA
TGAAAACCTTGCCCGCCAGCTACG 
>Escherichia coli K-12 reverse 4091601_4091682 
GATTCCTCGGCGCGGTGGTGCTGGGGCTGGCGATTGGCTATTTCGTCTTCTGGTTCC
GCAAAGTGCGCCTTGGCAAAGCAT 
>Escherichia coli K-12 1606498_1606579 
GAACAGTTGCGCGGTGGCGGCGCAGGTTTATATCGGCAGCGAATATGAACATCAGTC
GATCAAAAATATTATTCAGCTGGT 
>Escherichia coli K-12 4394800_4394881 
TCGCCCGACTTCGCATAAAGGCGATCACGGGCGGCTGGTAATTATCGGTGGCGATCA
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CGGCACGGCGGGGGCTATTCGTAT 
>Escherichia coli K-12 3461683_3461764 
AGCATGGCGCATTATGGTACCGGGCAAAACACCATCAGCCTGGCGCTGGGTTCCATT
ACAAGAAGATGCCGCAGACGAGAG 
>Escherichia coli K-12 reverse 950671_950752 
TCGTCGTTACGATCCGGTGATTGATGAACTGCTGGAAGTAACCGACCTGGTAATGCT
CGATCTCAAACAGATGAACGACGA 
>Escherichia coli K-12 501456_501537 
AGGCGTTCACGCCGCATCTGGCATTTGGCTCTCGATGCCTGATGCGACGCTGGCGCG
TCTTATCATGCCTACATATTTTTC 
>Escherichia coli K-12 reverse 3258928_3259009 
AGTGATGCATGACGGTATTGAACGTGGGATGAACACTGAAGGCGTGCTGCCTGGTCC
GCTCAATGTGCCGCGCCGTGCCGT 
>Escherichia coli K-12 2602788_2602869 
TCGGTCTGTCACTGCACGACCCGCTGCTCACCGTGGTTGGACTGCTCGGCGCACTGT
TTCATCTGCTCAACCATGCGCTGT 
>Escherichia coli K-12 1110063_1110144 
CAAACTGGGGGTTGCACCGTTAACCAGTATGTTCCTGTTTGGGCCGAACCAACCGTC
GCCTGCAAATAACTATCGTCCGGA 
>Escherichia coli K-12 reverse 484983_485064 
AGTCGAACGTGACGGAAGGCGCATTGGTACAGAACGGTCAGGCGACTGCGCTGGCAA
CCGTGCAGCAACTTGATCCGATCT 
>Escherichia coli K-12 4052692_4052773 
ACAGACGCCGGAGAGTTTCGCCTTTACCCTGAAACGTGTGGCGGAGCTGAACCCCGA
TCGTCTGAGTGTCTTTAACTACGC 
>Escherichia coli K-12 1093516_1093597 
ATGGTTTACGCTATGATATCTGGAATGGAGTGACGGTGATTGCTTTTTGTGCCGTAC
TGTACAATATCTCTCTGTTATTTA 
>Escherichia coli K-12 3831272_3831353 
CCTCGATCTCAGCTTGCGCAACATGACCTTCAGTAAAGATGACTGGCAGACACAGGA
AGGCAAACTGTCGATGAACGCTAG 
>Escherichia coli K-12 reverse 1611341_1611422 
GAGCCGACTTTGATTTTCTGACTCAGGTTTACTCACGGTCCGGTCTTTATGAGGCGC
TGAAAAGTCCATCGCTGAAACAGA 
>Escherichia coli K-12 3288398_3288479 
GTCGCTGTTCTACATTAATGTTCGTGCCATTCCAGCAAAGAAAAAATCAGATGATGT
TAATGCTAACGAGTTGACGCTGGT 
>Escherichia coli K-12 404221_404302 
ATGGTGGCTCTCCCTTCCCATTATTGTCATTTATCCTCTGCTGTTTGGCTGGGTCAG
CTACCAGACGGCAACCAAACTGGC 
>Escherichia coli K-12 4429206_4429287 
ACGCCAAAAAAGAAGGTGTGAATAGCACCGAATCTGGCCTGCAATTCCGCGTGATCA
ACCAGGGTGAAGGCGCAATTCCGG 
>Escherichia coli K-12 2500711_2500792 
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GGATGCTGCAAAAACTGGAAGCGGCCTGGCAACAACAGCAGACCAGCAGTACGCCTG
CCGCGACGGTAACGCGTGAGAATG 
>Escherichia coli K-12 1711136_1711217 
GCTGATTGTCACTAACTGTATCGTTGTGGGCCGCGCTGAAGCCTTCGCCGCCAAAAA
AGGTCCGGCGCTTTCGGCACTGGA 
>Escherichia coli K-12 reverse 4123904_4123985 
AGCTGGAGCTGCCTACAGTTCATATCGACAATCTGACCGCCGCATTTGATGCAGTAA
ATTATTTATATGAGCAAGGGCATA 
>Escherichia coli K-12 4613831_4613912 
CGAACAACTGAAACTGGCGAAACGCTACGATCTGCCGGTGATCCTGCATTCACGGCG
CACGCACGACAAACTGGCGATGCA 
>Escherichia coli K-12 3864218_3864299 
TTGCCAGCCAGTTACGGATTCAAATCAACGAGCAGATCTACTTCTCCCGTCGCGTTC
GTTTTGTGGAAGGGAAACCGCTGA 
>Escherichia coli K-12 reverse 2905043_2905124 
ATGATTTGCTGCCACTGACTGATCTGCTCGAAAAGAACGGTTTTAGCTGCCAGATCG
AAACCAGTGGTACTCATGAGGTAC 
>Escherichia coli K-12 831515_831596 
CCGCGTCTGATCAGGTGACCCAGCACGTTCACTTTGTCGATAAGAAACGCAAACGCG
AATTGCTGTCGCACATGATTGGGA 
>Escherichia coli K-12 3974009_3974090 
CTATCAGGTGATGGACCCGGAACGCTTTGGCGTGGTGGAGTTTGACGACAATTTCCG
CGCTATCTCGCTGGAAGAAAAGCC 
>Escherichia coli K-12 reverse 1887388_1887469 
GGCTACCTGCGGCGCTGGATGAATGCCGCCTGATGCAAATGCGTCGTCAGGAAGTCG
TTGCGCCGGAAGATGCCTGGCGTG 
>Escherichia coli K-12 reverse 4245785_4245866 
GCTGATTGCTGCTGACGGGGGTTATGCGTTCAAGTATGAAAACGGCAAGTACGACAT
TAAAGACGTGGGCGTGGATAACGC 
>Escherichia coli K-12 reverse 2216071_2216152 
TGATCGGCTTTGGTCTGCAACCAGCGATTATCGCCTTGATCCTTTACGGTGTGCTGC
CCGTCCTGCAGGCGACACTTGCCG 
>Escherichia coli K-12 reverse 3567277_3567358 
ACGGTATGGAAGGTCTGTTGCAACAGCGTCACCGTGAAGGGCGTCTTTCCGGCGTAC
TGAACGGCGTGGACGAGAAAATCT 
>Escherichia coli K-12 reverse 753787_753868 
TGATGTTCTCCACGCCGTGCGAACCGTATGAAGTTAATCCGATTCTGGAACGTGCTA
TGGACCGTATTCTGATCCTGCACG 
>Escherichia coli K-12 reverse 4461552_4461633 
CGATCCGAACTACGACATCAAACAGCTGGCGCTGGAGTGCGCAAGCAAGCGCATGTA
TCCGGATATCCTGAACTACGATCA 
>Escherichia coli K-12 reverse 3671554_3671635 
GTGGTTACAGGAAGTTATCCATTTTAATGTGCTGGCCATTGTGCCTCGTGATTCAAC
CGTCGAGACATTTGCGTTGGCGGT 
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>Escherichia coli K-12 2094791_2094872 
GCAGCGAAGAGAGCAACGGCGTCGACTTGCTGGGCATCATCGACGAAGACGTGCCGA
AAATGACCGACTTTGGTCTGCCAC 
>Escherichia coli K-12 reverse 1639751_1639832 
AGGTCAACGCCATTGAGCGTGATAAGGCGCTGGCATGGGTGGAGCGCAATATTAAAG
TACCACTGACCGAACCACAAAAAG 
>Escherichia coli K-12 973890_973971 
CCATGCGGTGCTCGAGTGGGTGGCTGATCCCCGCAGCGTATTGCAGACCCTCTGGTC
AGTGTTGCGTCCAGGCGGCGTGTT 
>Escherichia coli K-12 reverse 2338067_2338148 
AACGTGCTGGCGACGATGCTGCGCGTCCGGAATGGCTGGAGCCAGAGTTCGGCGTGC
GTGATGGTCTGTACTACCTGACCG 
>Escherichia coli K-12 1937047_1937128 
CTTTTTCGGATTAGGCTCTTCAGCCGCCGTTGCCCACGATGCGATGAATAAGTTCTT
TCGTTTTAATGTTCCGGTGGTGTA 
>Escherichia coli K-12 reverse 4029837_4029918 
GCATGACCGAAGCCGCGAAACTGCTGAACAAGCAGCTTGAGCGCGGCAAGATCGATG
GTCTGAAACTGGCTGGCGTGATCT 
>Escherichia coli K-12 reverse 151262_151343 
TGCATTACAGGGAACTGGCGATGTGCTAAATCAGTTACATATTGATTTTAGAGCCCT
TAGCGGTGTCATGGCTGCTGGCTC 
>Escherichia coli K-12 609279_609360 
GGCATCGTCTTAACGAGGCACCGAGGCGTCGCATTCTTCAGATGGTTCAACCCTTAA
GTTAGCGCTTATGGGAGTAATCCC 
>Escherichia coli K-12 3006818_3006899 
TGAAAGGTAAAAAAATCGCCATGACCTGGGCCTACTCTCCAAGCTATGGCAAACCGC
TCTCTGTACCACAAGGCATCATCG 
>Escherichia coli K-12 reverse 1739293_1739374 
GGAACTGGCGATTGGCGCAACACGCGCGATTCCGGTAGGCGGTCGTTATGCCTTCCG
GGATATGGGGATGCTAAGCTGGAG 
>Escherichia coli K-12 1041933_1042014 
TCAGTTACCTGAATGCTCTGAGGCTGATGACAAACGAAGAACTGTCTAATGCGTAGA
CCGGAAAAGGCGTTCACGCCGCAT 
>Escherichia coli K-12 reverse 1924116_1924197 
AGTGGGGCATGCGACGCTGAATGAAGGGGTAACAGCGAAAATCCATCAGACTAATCA
CGCGATTCACCTGATTTGTGCGGC 
>Escherichia coli K-12 2806503_2806584 
CGTTGGGGATATGGCTGGCGAGAAGTCCGCGAGCGGCGAAAATTATTCGTCCACTGC
TTGATGCCATGCAGACCACGCCAG 
>Escherichia coli K-12 reverse 4355643_4355724 
TGGAGAACGACTGGTCCGGATATTTGCTGGCGATCGTTTGCCTCATTGCCGCACAAA
TCATTGCCCGCATGATGATCAAAT 
>Escherichia coli K-12 3525467_3525548 
CACTTGTTTATGCCGGATACGGCGTGAACGCGTTATCCGGCTAACAAAATCGTGAAA
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ACTCAATAAATTGCAGAAACCCCA 
>Escherichia coli K-12 1021413_1021494 
ACTGAAGCTGGTGCGTCTGTCGAAATATTCTCTCGATGCAGCGCTGAAAGAGAAAAG
CACGCGCAATACCCGGGAAAGACT 
>Escherichia coli K-12 2793336_2793417 
CCGCCATCGTGATTGAGCCGGTTCAGGGCGAAGGCGGTTTCTACGCCTCGTCGCCAG
CCTTTATGCAGCGTTTACGCGCTC 
>Escherichia coli K-12 reverse 2243279_2243360 
AATGGTCACCGTGCGCGATATCACTCTGACCAGCACCTGTGAACACCATTTTGTTAC
CATCGATGGCAAAGCGACGGTGGC 
>Escherichia coli K-12 reverse 2411725_2411806 
GAATAAAGCAGGTATTCCGTGGGCCATTGTGACTTCTGGCTCCATGCCGGTAGCGCG
AGCGCGCCATAAAATAGCTGGGCT 
>Escherichia coli K-12 1148117_1148198 
CAGTTCTGGCTGAAGAGGTGGTGGAAATTCCCAATCCTCGCGTGGCGTTGCTCAATA
TTGGTGAAGAAGAAGTAAAGGGTC 
>Escherichia coli K-12 reverse 3556302_3556383 
CCACGGTTTTTACCCTGCCGGAGGCGGTGTGGTGGCAACGGAAGTCTCGCCCGTGGC
ATCGTTTAACACCTTGCAACTTGG 
>Escherichia coli K-12 3604652_3604733 
TTTCTCAGCAGTTAATTAAGAATCTGGCGACACTAAAAGCAGGCAATGCACGCGTGG
TGAACAGCAACGCGATGTCATTCC 
>Escherichia coli K-12 reverse 2659170_2659251 
CTTTGCACGGCTTTGATCTCGCCAGCGAGCAGCATACTGTGCGCGACACCGCGTTCC
TGATGGAACAGTTGGAGCTGCGCG 
>Escherichia coli K-12 4454041_4454122 
GTGGAAAATCCCTGGCGGCGGTCGCTTAAGTGCGATGGGACTGCTGATGTTGGCGGT
GGTGGTTATCGGCATATTCCTCGC 
>Escherichia coli K-12 863934_864015 
TGTTAAAAGCGGAAGGGATTCCGACGCTGGGAACCGCGGTATATGGCGCAGCACAAG
GGCTGCTGTCGGCGCTGGCAGGTG 
>Escherichia coli K-12 1990247_1990328 
GATTTTTACGTCGTTTGGTTTTCACGGTAGCGTGCCGAGTATTGTCAGCTATATGGA
TGGCAACATTCGTAAGCTACGCTG 
>Escherichia coli K-12 2904021_2904102 
CCCCGCTGGCGCGGGGAACTCGACAGAACGGCCTCAGTAGTCTCGTCAGGCTCCGGT
TTATCCCCGCTGGCGCGGGGAACA 
>Escherichia coli K-12 762091_762172 
GCGTCTGCTGGAAGCGAAAAACTCCACCGCCATGCTGACCACGTTCAACGAAGTCAA
CATGAAGCCGATTATGGATCTGCG 
>Escherichia coli K-12 reverse 2087754_2087835 
GAGCGGATATTATTGTTGGCGCGATGCATGAGCCACCATCTTCCAGTGAGTTTGGTT
TTTCACGGTTGGGCGATCTGGAAC 
>Escherichia coli K-12 1726283_1726364 
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GGCTTATTACCAGCAAACACTGAACCAGTTTTGCCAACATGGAACCATCAGTGGTTG
CCTGACAGTAAAACTCTCTGCCGA 
>Escherichia coli K-12 538321_538402 
TGGTGGTGATTAACGCGGTAGTTGCGGTCTGGGCGGCACCGGCGGTGAGCGCATCCG
ACTTTACGCAAAACGCCCACTCGT 
>Escherichia coli K-12 1392401_1392482 
TTCTGAACGTTTTGATGCAGGCGTCCGTCTGGGTGGGGAGATGGATAAAGATATGAT
CGCCATTCGAATCGGGCCAGATAT 
>Escherichia coli K-12 4001862_4001943 
ATGAAATTGAAAATATCTATAGCGACCTGGAGCAGTTGAGCCGGGTGATTATGGAAG
GGCATCAGGGCGATGAGTACGACG 
>Escherichia coli K-12 reverse 4066462_4066543 
TCGAAACCCAGCCTGCTAATCCGGCGCAAAAGCCGGGCCTGCTGCAATCTTTCCGCG
CAATTGCGGGTAACCGCCCGCTGT 
>Escherichia coli K-12 reverse 118159_118240 
GCCACTATGTCGAATTGCTGGAAGGCACCAACACGCAGTTGTTGGATACGCGCAAAA
CCTTACCCGGCCTGCGTTCAGCTC 
>Escherichia coli K-12 4009642_4009723 
CCATTGCGCTAACTGCGCCAATGTTTGGGATCGTGATTCGTATGCCGTCATTTATGG
CACGGCAGATCCTCAACTGGGCCG 
>Escherichia coli K-12 reverse 3112478_3112559 
TGAGGAAATCAACCGCGACCATGTGATGCTGCGTTATCAGGGAAAAATAGAGCGTCT
GAGTCTGGCAGAAGAGGAACGTTC 
>Escherichia coli K-12 reverse 2213762_2213843 
TACCCGGCAAACCGATTTCTTCAACTTATACTTTAAAAGCGATTGAAACCGGTGAAG
TGGTCTACGCTGATGGCAACGAAG 
>Escherichia coli K-12 600246_600327 
GGAAAGCAGTAACCCGCTCAATCGCTTTTTGATTCGTGTTTATCATCCGCTGTTGCT
GAAAGTACTGCACTGGCCGAAAAC 
>Escherichia coli K-12 reverse 1865170_1865251 
ATTGATCGCCCAGGGAAAAATCCGCCGCTGGGGCGTTTCTAACCTTGATTATGCTGA
TATGCAGGAACTCTGGCAGCTGCC 
>Escherichia coli K-12 reverse 1452580_1452661 
CTCAGGAAGGCGTGAAAATGGGCGCACTGGTAAATGCTGAGCAGCGTGCCGATGTGC
AGGAAAAAGTGAACATATTGCTGG 
>Escherichia coli K-12 250410_250491 
CGGCAGCGCGAAGATTATGCCGTTCTTTAAAACGCTGCTGGTGGAGCTCGCGCCAGT
GTTCGACTCGCTCGATAATAAAAT 
>Escherichia coli K-12 reverse 2400847_2400928 
GGGGTAAACCGACCTGTGTCAACAACGTCGAAACCCTGTGTAACGTTCCGGCGATCC
TCGCTAACGGCGTGGAGTGGTATC 
>Escherichia coli K-12 reverse 2569880_2569961 
GCCAACCGCAGTTGCGGATCTGCTGCAACTGGACAACGCCGGTGTAGTGGATATCGG
CGGCGGCACTACCGGCATTGCCAT 
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>Escherichia coli K-12 3649540_3649621 
TCCGCAGAACTACGATATGGCGCTGCTGAAATCTCCCGCAGAAGCGATCAAAGATCC
TGCTACGTTCAAAACTGGCTGGGT 
>Escherichia coli K-12 reverse 3520045_3520126 
AAGTTTGCGTGAGTTAGGCGTGAAATGGACGCTGGCCGATGCGCAACACGCTGGTGG
CGTTGGGCAAGTCACCACGCTTGG 
>Escherichia coli K-12 reverse 2110539_2110620 
CGGTATTTGCCTATCACGTTAATGATCCAGAACGCTATGGTGTCGTTGAGTTTGATA
AAAACGGTACGGCAATCAGTCTGG 
>Escherichia coli K-12 reverse 4000635_4000716 
AAATCTCGCTTCAGGTGAAGGGAATTTCTTTATCCGTCCTGGCGGCGTGTTTTATGT
CGCGGGAGATAAAGTCGGCATCGT 
>Escherichia coli K-12 reverse 1416047_1416128 
GGATGCTCAGTCACAGGTAAATTCTGTTGATGCGAAATATCAGGAACTGCGGGCAGA
ACTCCATGAAGCCCGGAAAAACAT 
>Escherichia coli K-12 reverse 3320761_3320842 
TCAAACTGTTTAATCAAGCAATAAGCGGCGCACCTTACACTGCGCTGTCGGTTCCCC
TTTCTTTAACTGCTGATTCTGTTT 
>Escherichia coli K-12 2810996_2811077 
AATTAAGTTGTGCTCTTGGATCATCCCGTACCAACGCGACGCGTATTGCCGATGAAC
TGGAAAAACGCGGTTGGATCGAAC 
>Escherichia coli K-12 reverse 2080023_2080104 
ACAACGGGCGTTCATCCACTGGCGCATTCAACTGGCGAAAAGTCTGACCGAGTATAA
TCGGGTCTATCAATCTGCATTCTC 
>Escherichia coli K-12 458024_458105 
GAGACGTTTCCGGTGAAGGCGTACAGCAGGCACTGTTGAAACTGATCGAAGGTACGG
TAGCTGCTGTTCCACCGCAAGGTG 
>Escherichia coli K-12 reverse 2063888_2063969 
GTGTCACGCTGTTTGGTGTAGGTGAACTGGGGATGGCAAACACGACACCGGCAGCAG
CAATAGTCAGCACAATCACTGGCC 
>Escherichia coli K-12 reverse 2619476_2619557 
TCGATACCACGCCGATTATTAATGCTCACTGGTTTGCGCTGCCAACCCTCTATACGC
CGCGCTTCGAGTGGTTTGCCATTC 
>Escherichia coli K-12 reverse 2506050_2506131 
AGTGGTTTATGCGCCAGCAGGGCGCAGAAAAAGCCTCTTTTGACACCATTGTCGCCA
GTGGCTGGCGTGGGGCGCTGCCGC 
>Escherichia coli K-12 reverse 3338146_3338227 
TGCCGCGCGTAACGCTGGAAATTGAACAACGTTATAACCACATTCCAGATACCAGTT
CGCTGAGCATTCGTACTTCCGGCC 
>Escherichia coli K-12 3239023_3239104 
TGCCTTCCTGCTGTTTACCGGCGTGAAGATGGCGCTCGCCCATGAAGATGAATCAGG
CATTGGCGACAAGCCGCTGGTGCG 
>Escherichia coli K-12 3368351_3368432 
GCAAATTGCGACCCAGTTTTATGAGCGGACACTACTGTCACATGACAAATCAGCCAT
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GCTGCAACAACACGCTCCTGCCGA 
>Escherichia coli K-12 2354855_2354936 
TGAAGAAAACTGGCCGCTGTTACTTGATGCGCTTATTCCTGTCGCCAATACCTGCGA
AATGATCCTGATGCCCGCCTGCTT 
>Escherichia coli K-12 4633120_4633201 
CATCGTGCACCGAATGCCGGATGCGGCGTGAACGCCTTATCCGTCCTACAAATACCC
GTAATTTCAATATGTTTGGTAGGC 
>Escherichia coli K-12 reverse 2735482_2735563 
AACCGTTCCGGCTCAGACGCGTTTAGTCGAATCTTTGCAACGGCGTGAAATTACTCG
TGAGTATGAAGCGGTGGCGATTGG 
>Escherichia coli K-12 4214705_4214786 
CTGGGCGGTACAGGCCGCGCTCAATATCCTCTACGGCATTCCTAAGCAAACTCGCAC
CGAAAAACTCTCTGGCGTTTACGA 
>Escherichia coli K-12 3970659_3970740 
CACTGTTATGGGTGCGTGACCAGGTGATGAGCAGCGACAAGCTGCGTTCAGAACTGG
CGGCAAATTACCCGTTTATCGACC 
>Escherichia coli K-12 1683493_1683574 
TATCAACGCCTTAATTGCCAGCAAAAAACAGCTTATTGACGGTATCGCTCACGAACT
GCGAACACCGTTAGTGCGCCTGCG 
>Escherichia coli K-12 1446253_1446334 
ATCTATTTTCCTGAAACAAGGTGAATATTCAAAAACTCCTGTCAAATTGCCTTTTGC
CCTGAAAAATGCATAGTCAAATAT 
>Escherichia coli K-12 reverse 1224916_1224997 
GGCAGGGATTGAAACCGGTGCGTTAATGGCACTCTATTTTGCAGACGAAGCCATTAT
TACCACCAACCCGGAAGTCTCCTC 
>Escherichia coli K-12 1000477_1000558 
TCGGAGCAATTTCGTTCGATGCGACCCAGGCGAAGAGTACGCTAGCAGATCAAAGCG
AACATAAAGGTCAGTCATATCGTT 
>Escherichia coli K-12 1899187_1899268 
TGGTGGGCTACATCGCCTGGCTGGCGACCGCTTACCGAATGAGCTTTTCCCGCGAAA
TCAATCTGGGCCTGGCGCAACATG 
>Escherichia coli K-12 reverse 3476974_3477055 
TGATAACGAAGCAAAAGGTAAAGAGTACCGCGAGAAATTTGCCAAAGAGAAAGGTGT
GAAAACCTCTTCAACTGGTCTGGT 
>Escherichia coli K-12 2805377_2805458 
TGGACGAAGCCTTCTCGGCGCTCGATCCATTAATTCGCACCGAGATGCAGGATGAGC
TGGTAAAATTACAGGCGAAACATC 
>Escherichia coli K-12 reverse 3678764_3678845 
GTCAGCAACCAAAAATCCTGCGCCAGATTGAGCGTCTTCCCTGGCTGCGTTTCGAAC
TGGTGGAGCATATCCGTCTGCCGA 
>Escherichia coli K-12 reverse 1564494_1564575 
GCAATAACCTGCACAATTACCTCGATGACCTGGTCGACAAAGCCGTCTCTCCCGTGG
TGTATCTCATCGGTGTTGACCATA 
>Escherichia coli K-12 4173525_4173606 
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TTTAAGTCTGGTTATCGGTATCGTGATGGCGGAAGTATTACGCAAGCTGGGTGCAGA
TAAAGTTCGTGTTAAATGGCCTAA 
>Escherichia coli K-12 273988_274069 
GCTGACTCAGTCATTTCATTTCTTCATGTTTGAGCCGATTTTTTCTCCCGTAAATGC
CTTGAATCAGCCTATTTAGACCGT 
>Escherichia coli K-12 2291213_2291294 
ACGCTTATCAGGCCTACGTGGATCGATCAATTTATTGAATTTACACAATTTTGTAGG
CCGGATAAGGCGTTCACGCCGCAT 
>Escherichia coli K-12 2696540_2696621 
ACTTCTTCAACGAAATGAATGAAGACGGTACGCTGGCACGCATTGAAGAGAAATACC
TGGGGCATGGCGATGATTTTGATT 
>Escherichia coli K-12 reverse 3451944_3452025 
GTCCGCAGGACCACAGTCAAAAAGTTAACAAGAAGATGTACCGCGGCGCGCTGAAAA
GCATCCTGTCCGAACTGGTACGTC 
>Escherichia coli K-12 109592_109673 
CATTGAAGATATCAAAGAACGTACTGCGAAAGGCCAGCCGGTGCTGGTGGGTACTAT
CTCCATCGAAAAATCGGAGCTGGT 
>Escherichia coli K-12 reverse 3198182_3198263 
GCAGGAAGATGACACTACGCCAGTGCTGGCGCATCTTAGCGAGGATGATCGCAAACA
GGTGCTAACGCTGATTGCCGATTT 
>Escherichia coli K-12 3530174_3530255 
ATACCCTGGCGGCCTGCCTGGAAGATTACTTTATGCGTTCTGAACAGCTGCCGACGC
GCCTGTTTATTCGCACCGGCGACG 
>Escherichia coli K-12 reverse 635022_635103 
CACATACGGATAAAAATGCCATGGAAATCGTGGATGGTTTTCACCGCCATGAAATTG
GTAAAGGCTCATCATCATTAAAAT 
>Escherichia coli K-12 reverse 3332213_3332294 
TCGAGATATTTACAAAGCTCACCGATTACACCTGGGGAGTTATCTTTGGGGTCGGTG
CGGCGACGGTTTGGGTGAGTTATG 
>Escherichia coli K-12 3148378_3148459 
AGGCGCTGTATGTCGGGATCTCCTCTTACTCGCCAGAGCGGACGCAAAAAATGGTCG
AGTTGCTGCGCGAGTGGAAAATTC 
>Escherichia coli K-12 2949868_2949949 
CTCTTCCCAGGGCGTCACTAATGACGACGGTGATATTGTCTCCGAACTTTTCCCTAA
CGAAGCGCAAGCGCGGGTAGAAGC 
>Escherichia coli K-12 reverse 4121042_4121123 
AGAAGCAAAAAGCGCGTAAGCTGAAAATCAAAGACGCCATGAAGCTGCTGATTGAAG
AAGAAGCGGCGAAACTGGTGAACC 
>Escherichia coli K-12 3211940_3212021 
TAATTACGCCGTTGCGTCGTTAGGTACGTCAACCACCGCCGATCACATACAACTGTT
GTTCCGCGCGACCAACAATGTCAT 
>Escherichia coli K-12 3232635_3232716 
CGCAATCGGGACGAGCCGATGAGATCAACACTTGTATTGGCTGCAATCAGGCCTGTC
TCGATCAAATCTTCGTTGGCAAAG 
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>Escherichia coli K-12 reverse 4068219_4068300 
GGGCGTGCAGTTCCTGGCCTATATCAACCCGTATGTTGCCAGCGATAAAGATCTCTG
CGAAGAAGCGGCACAACACGGCTA 
>Escherichia coli K-12 reverse 2923354_2923435 
CGAAGATAAAGGCCCGCAGCCAGCAGTGACGCATTATCGCGGTCTGGCGACCGTAGA
AATGCCGGTAGCGACCGGACGTTA 
>Escherichia coli K-12 reverse 565357_565438 
AGCGAGTCAGATGGCTGGAAAAGGAGGAAGCAAAACGCCTTATTGATGAGTGCCCCG
AACCACTGAAATCTGTCGTCAAGT 
>Escherichia coli K-12 746291_746372 
GCATCCGTTTTTACAACGCGTTGGTCCCGATGTGCTGGATCCGAATCTGACGCCGGA
GGTGGTGAAAGAACGATTATTGTC 
>Escherichia coli K-12 3022712_3022793 
GTCCGGTACTGTTCCGCTACACCCGTGAAGAAGAGTTTATTGCTAACACCTCTCGTC
ACGTCGCGAAAGTCACCGTCAAAC 
>Escherichia coli K-12 reverse 2396914_2396995 
CTGCGCAGACCCTGAGCTACGAAGTGTTCCTCGGGCTTTCCTTGATGGGCGTGGTGG
CGCAGGCCGGTTCATTCAACATGA 
>Escherichia coli K-12 3056476_3056557 
TGAATTACCATCCGCAAAGCGAACTGGTGATGAACAGGTTGAAGATCCATGAGCCAA
AATTGGATGTGCGTGACGTGCTAC 
>Escherichia coli K-12 4019193_4019274 
GATTGGCAACGTTGAGTATGTTCAGGCGAACGCTGAGGCGCTGCCGTTCCCGGATAA
CACCTTTGATTGCATCACCATTTC 
>Escherichia coli K-12 3027765_3027846 
GATTATTGCAATTTCGATCATCGGCTTAATCTTTGACCCAGCGGTGAAATACCACGG
TCTGGTGGCGATGCCAAGCCTGAC 
>Escherichia coli K-12 143203_143284 
AGCGCCGTTTAATGATTGCCCGTGCGTTAATGCATGAACCTAAACTACTGATTCTCG
ACGAACCGACCGCAGGCGTGGATA 
>Escherichia coli K-12 359089_359170 
TCATTCCAACTGTGGCGCGATGACCGCCATTGCCAGCTGTCAGTGCATGGACCATAT
GCCTGCCGTCTCCCACTGGCTGCG 
>Escherichia coli K-12 3497367_3497448 
TCTATAGCTGGGGCGGCGGTAGCCTGCTGCCGGTAGATACCAGCATCGTTCACTCCG
TCGCGCTGGCTAAAACCACTGCAC 
>Escherichia coli K-12 2860049_2860130 
GCGGTGGTGACTGGTTTTTCGATTTAAATGATTCAGAGCAACAAGAGGCAATAGATC
TGTTGCTGAAATTCCATCACCTTC 
>Escherichia coli K-12 2501519_2501600 
CGGTGAAGGTGAAGCGATGCTTACCGCCCTCACCCATCTTAGCCGTTCGCCGCTGGA
GCAAAATATCATTCAGCCGCTGGT 
>Escherichia coli K-12 397210_397291 
TGCAGGAAGACACCATGCGTTTTGCTTCAACGCTGGAGAATATGGGCGTCAGTTTTA
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TCAACGCCATCATGACGTTGATCG 
>Escherichia coli K-12 972159_972240 
CGACAATACTCAGGAAAATTTCTGGCCCTCATGGTACCGGCAACATGTTGAAGTGCT
ATGGACCACGCTCAATCAGTTCAA 
>Escherichia coli K-12 3434648_3434729 
TTTAGACACCGGTGATATGCTCTATAAGCTCTCCTGCCCGATTACTGCAGAAGATAC
CAGTGGTACGCTGTACGACAAGCT 
>Escherichia coli K-12 2742095_2742176 
TGCCTTATCTGCCTGTCATCATTCACACTCAACAAGAGGCGATGATTTCAGGCTGCA
ATGGTTTTTATTTTGGCAACGAGT 
>Escherichia coli K-12 2797743_2797824 
ATAAATTAGCAGCGATTGCCGCCCCCGCAGAAATCTTTTTACTCGAAGATGGGATTG
ATGGCTGGAAAAAAGCAGGATTGC 
>Escherichia coli K-12 3752440_3752521 
TTTTAATCAGCTACGCTCCACCAAAAGATGAATCGCTGGTTGCCAGTTTTATTACCC
AATATGCCGTAACCGCTTATGCCA 
>Escherichia coli K-12 reverse 3940942_3941023 
GGTCATCGATCACTTTCTGGTTATGCGTATCTGTCTGGAGCCGCAAGCCTGCCTACT
GGCAGCAACGGTTGGCACCGCGGA 
>Escherichia coli K-12 4260913_4260994 
CTTAAAATTATTTGCTTCGCTGTTAATTTCACTTTCATATTCTAGTGCCTACGCAGA
TTTATCAGAAACAGTGTATATTAA 
>Escherichia coli K-12 reverse 564125_564206 
TGGCAGAGCGATACAAGCTGGTGCTAACGGTTTTGTCAGTAAATGCAATGATCAGAA
TGATATTTTTCATGCCGTTCAGAT 
>Escherichia coli K-12 88491_88572 
ACTTCACCAGCGTGGTTGGTGCCGATCAGGATGATGCCGAAATGCTGGCGGAAGAGT
TACGTAAGTTTCCCGCCGAGACGG 
>Escherichia coli K-12 reverse 3075660_3075741 
CGTTAGGCAAACCGCTGGATAAGCTGCGCATGGTTACGCTGGATAAACCGCGCCTGA
GTGCCGCGATTGAGGAAGCAACAC 
>Escherichia coli K-12 2008840_2008921 
AAAACCGGATCAGGCGCGGCGTCGTTTTCGTCTCGGGATGCTGGTCTTTTTCGGCAT
GCTGGGCTGGGCGCTGCTCACAGC 
>Escherichia coli K-12 reverse 2887906_2887987 
CGCAGCCTGGCAGGAAGCACGCTACGGAAAACTGTGGGAGCAGGGCGTTGAAGGCAT
TGAAAAGTACAATGACATCAACAA 
>Escherichia coli K-12 reverse 2709685_2709766 
AAAATTACCTGGTTGCTCAGGGGCGTCGTCCACCTTCCAGTGATGTGGATGCCATTG
AAGCTGAAAACTTCGAAAGTGGCG 
>Escherichia coli K-12 reverse 3681153_3681234 
CAAAACGTTTGGCGAACTGAAAGGCAAACGTGAAACGCCAGCTCCGGTGCCGACGCT
TTCTCCGCTGCGTGCGGAAGCGGT 
>Escherichia coli K-12 4443209_4443290 
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GGACGTGGGACCGCGCGTGAAAGCGACGTGGAAAAAGCCGTGGATGAACTCTTATGG
TCACAGTCTGACCACCAGTACTAG 
>Escherichia coli K-12 reverse 3444938_3445019 
TGATTAACGTCGCGCTGAATAACGGCACTCTGCAACACCCTGTTAAAGGTGTTCACA
CGGGTTCTCGCGTATTCATGCAGC 
>Escherichia coli K-12 1507722_1507803 
GAAATTTATCGGCCTGCCGGTAGGCGAAGTAGTGAAAGTGGCGAAAGATCATCTCGA
TGTTGCCGTTACCGAGCCACTGGC 
>Escherichia coli K-12 3230024_3230105 
TAGCGTGCGTCCGCAGGATGTGGGCTTTGTCCCCGACCTGATAGCGTGGAACCTTAG
CCCCGAGCGTGGTGGCGATGGCGG 
>Escherichia coli K-12 3745403_3745484 
CCAGCAAAAAGCAACGATGCAGGAAATCTGGCACTCTTTTGTCTCCGGTATCTGGGC
GCTGTTTCTTCCAGTCATCATTAT 
>Escherichia coli K-12 reverse 2849504_2849585 
GCATCGCCTGCCCGTTTGGCGCAATTGAATTTTCCGGCAGCCGTCCGCTGGATATTC
CGGCAAACGCCAATACCCCGAAAG 
>Escherichia coli K-12 1337129_1337210 
CTCGTGCACCAACACCTCTAACCCAAGTGTGCTGATGGCCGCAGGCTTGCTGGCGAA
AAAAGCCGTAACTCTGGGCCTCAA 
>Escherichia coli K-12 4618851_4618932 
GCGCGTTTATGCCGACCTACGAACTCTCTGAAGCCCTTGCCGAAGCGATTGTTGGCG
TGGCTAACGGCGCTGGCGTGCGCA 
>Escherichia coli K-12 943683_943764 
TTTTGTTGTGGTCGATGAAGATGTGTGCATTGGCTGCCGCTACTGCCATATGGCTTG
CCCGTATGGCGCACCGCAATATAA 
>Escherichia coli K-12 3817068_3817149 
CGCGGCGCTGGATGGTACGCTGGACGACTTTATTGTCGCGCGCGAAACCGAAGGTCA
GGCACTGAAAGCATTGATCGAGCA 
>Escherichia coli K-12 reverse 1587238_1587319 
TGGAGTTGTCATAAAAGCGGGGGAAGTCATTGCCCGTATTCATATGTATAAAATTGC
AACATTAGGAAGCGGAAATCCGCG 
>Escherichia coli K-12 282693_282774 
ACTTCCCGGCGCTGACCGGGCAGGATCTGACTCCGGCGCTGGTGAAAACCCTCGCCG
ACTCGCGCAGCAATATTATCGGCA 
>Escherichia coli K-12 4480289_4480370 
GTATTGTTTCCATTGGTATTTTTAATGGTACTTTATATAGTCTGGTAATGAGTTTTC
TCTGGAGTAATACCAGTTTCGGTA 
>Escherichia coli K-12 1343008_1343089 
GTGGCTTTCGAATATTTTACTGTGCGTATTATTCAGTTATTTCGTACTGAACAGAAT
CAAGCGTATTATAATTGCGAGTCG 
>Escherichia coli K-12 814497_814578 
GCTGTTTGATTACCTGCCTGCCGATGGGCTGCTGGTCGTCGATGAATCTCACGTCAC
CATTCCACAAATTGGCGGCATGTA 
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>Escherichia coli K-12 521584_521665 
TTGTGCTGCTGCTCGCCGGATTAATGGGTGGCAGCATGCTGCTTTGGGCGGTGCTGG
CGGGCGCGGTAGTACTGGCTTTGC 
>Escherichia coli K-12 reverse 3508112_3508193 
TACGCCGCTGGAAGAGAAGGTATTTATTGCCGCTGCGCTGGCGCATAACCAGACCGG
ACGCCCGATCTCCACGCATACGTC 
>Escherichia coli K-12 2536049_2536130 
TGAAACCAACCACGCATTCTCTATCGAATCTGATAGCGGCGTTGAACTGTTCGTCCA
CTTCGGTATCGACACCGTTGAACT 
>Escherichia coli K-12 868416_868497 
CCCCCCCATCGAGCAGAAAACGGTGGTGGATGGCGAACCTGTTTTACGAGTGCGTAA
TCTTGTCACCCGTTTCCCTTTGCG 
>Escherichia coli K-12 3455946_3456027 
CCTTGAGTCAGCGCCGGGAACGTTTATTAGAAAAATAAATAAAACCAGCGTTGTGTT
TGAAACTCACGGGCATTACGAAAA 
>Escherichia coli K-12 reverse 4378338_4378419 
CACTGGCTGTGAAGCCGTCTGGTTTGAGTTTTGAGCAGGCGATGCAAACTCGTGTCT
TCCAGCCACTCAAACTCAACCATA 
>Escherichia coli K-12 1878188_1878269 
ACTGGTTGAACAGCTGCGCGAAGCCAATGCTGCGCTGATTGCGCAATCGTATACCGA
CTCGTTAACCGGGCTACCGAATCG 
>Escherichia coli K-12 reverse 3517903_3517984 
CTGTCTGAAAACGCTTCCCCCGCGTGAGTTAGCGTCGGGGCTGGCAGAAGTCATCAA
ATACGGCATTATTCTTGACGGTGC 
>Escherichia coli K-12 reverse 1184987_1185068 
AGCGCTGGATTACAAACTGCGTAAGCAAATGCAGAACGAGCTGAAAGCGTTACAGCG
TAAGCTTGGCATTACATTCGTCTT 
>Escherichia coli K-12 3636011_3636092 
ACTGTTTTTTTCAACCTGTTCATATTTCATAAAGATCTGGCCACTGAGTGAGTTTTC
AATCACCTTTCCATCCACCTTATA 
>Escherichia coli K-12 reverse 4223177_4223258 
GCTTGATCAAAGCGATCACGAAGCGATTATTATCGACCAGGTACAGTGTACGCATCT
GATGCGAATGTCCGCGCCTATCGG 
>Escherichia coli K-12 reverse 381819_381900 
GAAGCAGCGCCCATACCCGACGATAACCATACGTTGGCAGCTCTCCGATAACATGGT
GTATACGGAGAAGCACATCCGTAT 
>Escherichia coli K-12 4106881_4106962 
TGGTGCGGCGGACGCAAAGCCAGGCGGTGCGGGCTGATATGCTACATTACCAGTCTG
ATGTTATGATGAACGGCGCAATTC 
>Escherichia coli K-12 3248065_3248146 
CCGTACAAAACTGGCTATCTCATTTACCCGCGCATTATCATCAACGCGCACACCATC
TTTTTCATAAACACGGTTTATCGG 
>Escherichia coli K-12 4101081_4101162 
AAGGCACCACCCTGCAGGGTGACCTGAAAGCGGCTATCGAACGTGACTTCGGCTCCG
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TTGATAACTTCAAAGCAGAATTTG 
>Escherichia coli K-12 reverse 847592_847673 
CCTGTTAGTGATGGTGAAAGCTAACAATAACGATGTGAAAAGCGTGAAAGATCTCGA
CGGGAAAGTGGTTGCTGTGAAGAG 
>Escherichia coli K-12 4262148_4262229 
CCAGGACAGCTATGAATTTCTCTGCGATTTCATCAATACCGTTTCCGGCAAAGGCGA
GTGTGAGATGTTCATCATCCACGC 
>Escherichia coli K-12 4293802_4293883 
ACGATTACAGCAATTCGTTGCTGGCGTACCGTCAGGCGTTGCAACTACGTGGTGAGA
ACGCTGAACTGTATGCGGCGCTGG 
>Escherichia coli K-12 1706598_1706679 
AAATTGCCGAGTTGCTTAATGTCGAGCCGCAGCCGCTGGATGGCGAAGCGCAAGAGA
TAACGCCTGCGCGGATGGTGGCGG 
>Escherichia coli K-12 reverse 2459775_2459856 
AGCGCACCGTTCGCATCAGCGTGCCGCTCAGGCATGGTCAGACGGAAAACTCAAAGA
AGAGGTGATGACTGCCTTTATCCC 
>Escherichia coli K-12 324066_324147 
GCAGCAGGAATGCAATGCCGTTGTTTGGGATCCGGCGAAAGGTGCCGAGAATATCTC
GCAGGCAGAGCAGGCTAAAGTGGG 
>Escherichia coli K-12 reverse 1927770_1927851 
TGAAGAGCGTCAGCGCGGGTTAACCAGTTTGCGCCAAATTAACCGCAAGACCCGGGA
AGTCATTGGTATTGCCTTTGATGA 
>Escherichia coli K-12 reverse 1890880_1890961 
GGCGCAAAAACGGCGCAACCCGCGTGCTGGCAGCCATTGACGCGCGAATGGGCGAAG
TTTACTGGGCCGAATATCAGCGTG 
>Escherichia coli K-12 reverse 67547_67628 
CACCATGACGCCTGCCACACAAATCCACGGCAAAAAACGACAGAACGTGCTGGAAGC
GGCGCGTATTGAGCTGGGGATGAA 
>Escherichia coli K-12 820197_820278 
TTGTCTATACCGCTGCTTCTATCGCCAGTACTTTCGTCGTTACTGCCGGGATGTTCG
GCGCAATGAGCCTGTACGGTTACA 
>Escherichia coli K-12 reverse 1967937_1968018 
GTGCTTCAACGGGTGGAACTGAGGCAATTCGTCACGTACTGCAACCGTTGCCGCTTT
CCAGCCCGGCACTGTTAATTACCC 
>Escherichia coli K-12 reverse 2238490_2238571 
GATCATCGCCATGATGGTTGGGCGTTCTCTTAACCAGCGTTTCCCTGACAAAGAAAA
CAAACCGGGCGAAGTCATCCTCGA 
>Escherichia coli K-12 801246_801327 
TCCTGAATGCCGCTGGAACCAAAACCGGAAAAGTTTTCCCGACTGATAATCAGATTG
ATTATTTTGACGATGTCCCGGTGA 
>Escherichia coli K-12 3319269_3319350 
CTCCAGCGTCAAAATCGTCAACCCGATTATGGGCGTGAAATTCTGGGATGAGAGCGT
GAAGATCCCGGCAGAAGAAGTCAC 
>Escherichia coli K-12 4107994_4108075 
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TAGAAGCGATCGACCGTCTGCGTGACACCTCTTCTTCTCACCAGCGTATTTCCGTGG
TGGAAGTGATGGGCCGTTATTGTG 
>Escherichia coli K-12 reverse 4432534_4432615 
TCCCCGATTTTGACTGGGCACGTTATACCTCTGGCATCGTGCTGGCGTTAGTTTCCG
TGGTCTGCTGGGCGTGGTATGCCC 
>Escherichia coli K-12 reverse 4193847_4193928 
CCGATCTCAATGCCATCCGCGCGGCAGGCCTGCGGCTGGGCGTTTCGACACATGACG
ATATGGAAATCGACGTCGCGCTGG 
>Escherichia coli K-12 reverse 465160_465241 
TCCTGACGCTGGCGGCAATATATGCGTATCAGGTAAAAGCAGAAGCCGTAATTACTG
GCGTCTGCGAAACGGATTTCTCCG 
>Escherichia coli K-12 reverse 3298489_3298570 
ATACCGCATTAACCGGGCGGCGACTGGGCGCGCAGCATATGTTGGTAGTCAGTGCGA
TGGGTGCCAATGCCCACTCGCCGT 
>Escherichia coli K-12 1709632_1709713 
GCGGTCATACCGCCAGTGGTGGTGATATGAACACACTACGCTTAGGTATTGATGGCA
TTAGTCAGGCGACACCGCTGGATA 
>Escherichia coli K-12 reverse 2183203_2183284 
CCTGCTGCGTGGGGCGTATCATTATTTCTCCCCGTCGGTATCCGCTTCAGTTCAGGC
GAGATTATTTCTGCAAACGGTGGA 
>Escherichia coli K-12 3661931_3662012 
ACCTAACGCCCTGTTCGCACGCTTCAACACGCTGTTTGAAAAATCAACTCAACACTA
TACCGATAGCACCCGCTCGCTGTT 
>Escherichia coli K-12 reverse 3724823_3724904 
GCATGGAAGTGACGCAGTTCACTTACTTCCAGCAGGTTGGTGGTCTGGAGTGTAAAC
CGGTTACCGGCGAGATCACCTACG 
>Escherichia coli K-12 3098441_3098522 
GCCGACATGTGGCAGCGGTTGTAGGTCTGATAAGACGCGCAAGCGTCGCATCAGACG
TTGATTGCCGGATGCGGGGTCAAC 
>Escherichia coli K-12 reverse 4138444_4138525 
ATGCGCTGGCAACCTGGTTTGAAGCGCGTGCCTGCTCTCGTAGCGGCGCGACCACCA
TGGCGGGCGGCAAGTGCACCCAGG 
>Escherichia coli K-12 618781_618862 
TACCGCGCCAACCAGTGAAGAGGCGCAGACCGTTTTGAGCGGGTATATCGATTATAT
CTCTACGTTGGTGGTGAAAGAGTC 
>Escherichia coli K-12 4295098_4295179 
TGCACCGGTGGGTGTGTTTGCGCTGATTGCGGTGACGGTGGCTAACTTTGGTTTCTC
GTCTCTGTGGCCACTGGCGAAACT 
>Escherichia coli K-12 1621886_1621967 
CGAGAAAATCATCGCCACGGAAACAGGCAGTGTCTGGTCGCCGAAAGTTTTATTACA
AGATAAAGCACTGTTGTGGTTTAC 
>Escherichia coli K-12 reverse 1142735_1142816 
TCGCTGAACGTAAGCGTCCGGAACAACCTGCGCTGGCAACCTTTGCCATGCCGGATG
TGCCGCCTGCGCCAACGCCAGCTG 



47
0		

>Escherichia coli K-12 1455498_1455579 
TGGAAAGCCGTGATCCGCAACTGGCGGCGATTTCTGCCAAAGCAATTAAAGAAGCGC
GCTATCACCTGCGTTTTAGTCGTG 
>Escherichia coli K-12 reverse 3176380_3176461 
TGTTGCTGGATAGCCAGGTGTTTGGCGTGCCGCACGGTGAGCTGAGCGAGTTTCAGC
TTGAGTGGCTGGAACGTAAACTGG 
>Escherichia coli K-12 3245834_3245915 
ATGGTCAGGAAGCCCAGCACCAGGTGAGCACGGCGAAGAAAATGTCCGTTGGTCAGA
TCCTGCGTAACCGTCAGTTCTGGG 
>Escherichia coli K-12 reverse 752473_752554 
TGATCTGCCTGCTTCTGACAACGGTAGCGGAATGCCGGTATCCAAAGTTGGCGTAAC
CTTCGATAGCACGGCTAAGACAAC 
>Escherichia coli K-12 reverse 74949_75030 
GGCGGGTGATTTATCAGGATCCGCGCACCAGTACACCGGGGCTGGGTCTGTTGCTAT
GGATGCAAAAAGTCTATGGCGATG 
>Escherichia coli K-12 4547968_4548049 
CACCCTGTGGTAATGCCGTTTCTGCCGTAAAGGTTGGGTTTACTGGCGTTGCAGATA
GCCACAATGCCAACCTGCTTGCAC 
>Escherichia coli K-12 983934_984015 
TATGTTTGGTCTGGAAGAGTGCCAGCCGCTGACGCCAGATCGTTGGCTGAACGAAGG
CGATACCATCAGCATAGGGAATGT 
>Escherichia coli K-12 reverse 2446891_2446972 
AAGACTGGTCGCAGGTCGAGCAAAATCCGTTTTTTTGCCCGGACCCCGACAAAATCG
ACGCGTTAGACGAGTTGATGCGTG 
>Escherichia coli K-12 reverse 1643740_1643821 
CTTTGGCTGAATTATCCTGGTGGGCGGTCTGCAATCAGGTGGTGGATGCACTACCTG
AGGCTGTATCGCGTCGTTCGCTGG 
>Escherichia coli K-12 536059_536140 
AGATTCACGCAACGCTTGTAGAAAACCTGCGTTATGCCGCGAATATGCTGATGAAAG
AAGATATTTTATTACTGATTGAAC 
>Escherichia coli K-12 1905932_1906013 
GGCGAATGATTATTGAGGGTTTTCGTGGCGCAGATGATGAAGATGAAGAGCCGCGCC
GTCGACACGGTTTCTGGCTACTGG 
>Escherichia coli K-12 3547178_3547259 
GTCTCTACAGCGCGAAAACCTTCAGCGAAGAAGAGATGCCGAGCTTTGGCGTCAGCG
TCTGGACCTCTCTGGTGCCGGTAG 
>Escherichia coli K-12 reverse 4071096_4071177 
TGGATCGCGCGATTCGCGTGGCTTCCGTGATTATCCACGACGTCGCCAGAAATAATC
ATTATCGCGTTAACGAACACTTCG 
>Escherichia coli K-12 1840081_1840162 
AGTTTCTGATGAACAACTAAAAGCGATGCTGGCAAAACACGGCATTCGCCATGACAC
CACGGTCATTCTGTATGGGCGTGA 
>Escherichia coli K-12 reverse 2239810_2239891 
TCAGGGTTGGGATCTGAACAAAGACGGTCAGATTCAGTTCGTACTGCTGAAAGGTGA
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ACCGGGCCATCCGGATGCAGAAGC 
>Escherichia coli K-12 584016_584097 
ATGTATATCCTTACTTGCCATGTTCAAAAAACGCGAAAGTGTAAATTCATTTATACT
AACAAATATAAATACATTTACCTG 
>Escherichia coli K-12 1548885_1548966 
GAACTACTGGAGCAACTATCCGAAGTTCTTCGTTAGCCTGATGAAATCTTTCTATGG
CGATGCCGCGCAGAAAGAGAACAA 
>Escherichia coli K-12 reverse 605058_605139 
AGCTGGTTGTTGACCAGGAAGATGCCGATGGCCGCTTTGCCACGCCGGAAGCGAAAG
CCGCGAACGATAAAGGTCGCAAGT 
>Escherichia coli K-12 reverse 1400971_1401052 
TCAATGGCAGGGAAACAGCGATGAGAAACTGCAGACATTGACCGAAAGTCAGCGTTT
TGGTTTACGCATAGCAGGTGTCGT 
>Escherichia coli K-12 reverse 3861541_3861622 
ATTGGCGGCGTCCTGGAACTGGTGGATTATATGGAAAAATATTCACCAAATGCCTGG
ATGCTCAACTACTCCAACCCGGCA 
>Escherichia coli K-12 4543350_4543431 
TTCAGCTGAATGATTGCGATACCAATGTTGCATCTAAAGCCGCTGTTGCCTTTTTAG
GTACGGCGATTGATGCGGGTCATA 
>Escherichia coli K-12 reverse 2245734_2245815 
GCAAATACACGTTGCCGCTGACGGCGATTAATCAGTTTCTCACGGTTGGCGGTGAAT
GGCGTCACGACAAACTTAGCGATG 
>Escherichia coli K-12 1823919_1824000 
TTTTTCACGAGCCCCCAACCTGTTTGGCCTGTTTGCCAATAGGCGCGCAGCTTTGCA
AGCATTGCAGACCATCGCTGATGA 
>Escherichia coli K-12 277662_277743 
TACATCGTTCATTGTAGGCCTGATAAGCGCAGCGCATCAGGCATTGCCGGATGGCGG
CACAAGCGCCTTATCCGGCCTACA 
>Escherichia coli K-12 59444_59525 
TAGCCCATGAATAACAATCAGAAAGGACCATAACAGACCCGTTAAAATGAAATATAA
GAGACGGTCAACGGGTGAAGAAAA 
>Escherichia coli K-12 reverse 1469663_1469744 
AAATTTTGATCCAGTAAGCACGGTTTTGGCCTTTTCGCCATTCTGTTGGCTCGGTTA
TTAGCATCAACAGCTTTGTAATAG 
>Escherichia coli K-12 3614415_3614496 
CCTTCGCCCGCTTTAGCCAGAATCCGGCTTACCACACCCAACTGTCACAGCCGATCG
AAACCGTGATGCTGGCGCTCAATA 
>Escherichia coli K-12 reverse 2869854_2869935 
GTCATTTAGGTTTTCCGGCGCTTGCCGTCTCGCTTGACGGGCATAAACATTACGACA
CTGCCGCGGCGGTAACCTGTTCAA 
>Escherichia coli K-12 reverse 120825_120906 
GTCTGGAACTGGTGGGGATCACCGCAGCAGAAGCTGATAACCCGGAGCAAAGTATAC
CGAAAGCAACTAACCAGGTTATCT 
>Escherichia coli K-12 4396694_4396775 
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CGGTGGTACGCGGGAGAAAAATGTCACCATCGCCATCGCGCGTAAATTGCGTACTTT
GCTCAATGACGATCCGATGTTTAA 
>Escherichia coli K-12 2339889_2339970 
TGCAGGAAACCGTGGAAGAGCACGCGGCAAAACATGCCGGGCAGTATGATGTGGTGA
CCTGCATGGAGATGCTGGAGCACG 
>Escherichia coli K-12 reverse 2867016_2867097 
GACGATTGAACGGGCGATTATGAACCAAACCCGTACTATTCGTTTGCCGATTCACAT
CGTAAAGGAGCTGAACGTTTACCT 
>Escherichia coli K-12 1377320_1377401 
CTGCGGCGTTCCCGGCTGGGGTGTCTTTACCAATAAAGAACTGCAGGGTGGTGGCCC
GCTGATCGACATCGGCATTCATAT 
>Escherichia coli K-12 reverse 4286353_4286434 
CAGTTACTTGCTGTACGGCCCGCTGGCCTGCGGTGCGACCACGCTGATGTTTGAAGG
CGTACCCAACTGGCCGACGCCTGC 
>Escherichia coli K-12 3390477_3390558 
ACCTGTGCCAACGGGTTCCCCTCACCCTAACCCTCACCCCAAAGGGGCGAGGGGACC
GTTCGTGCACGTAGAAAGATTAAT 
>Escherichia coli K-12 reverse 3652463_3652544 
GTAATCTGCTGCATGGAGAGGAGCAATTTGTCTCAGCCGATGCCGGCTACCAAGGGG
CGCCACAGCGCGAGGAGCTGGCCG 
>Escherichia coli K-12 2233198_2233279 
CGCTGCTGGTGTCGACCCATCAGATATTGTTCTCGATTACGCAGGCTTTCGTACGCT
GGATTCCATCGTGCGTACACGCAA 
>Escherichia coli K-12 1484973_1485054 
ATGCCGATAAACAAGAATATACCGGCGCACGTAACGCGCGTTTCTCCATCTTCCCCG
GTTCTGGTTTATTCAAAAAACCGC 
>Escherichia coli K-12 248207_248288 
GGATAAGGCGTTTATGCCGCATCCGGCAGTTATGCGCAGATGCCTGATGCGACGCTG
GCGCGTCTTATCATGCCTACAAAC 
>Escherichia coli K-12 reverse 3264312_3264393 
TCACTGTCTGGCTGGGGATTTCCATCATGGTTTTCTCCTTTAACTTCTCGCCAATCG
TCTCTTCCTTCGTGGTTTCTAAGC 
>Escherichia coli K-12 3978025_3978106 
GGACCCTTCGCTCAATACGATGGCGAACGATCGGCAACGTGAAGGGAAAATGACCAT
TCTGGTGGGGAACTCCGGCGACCG 
>Escherichia coli K-12 reverse 3338818_3338899 
CGCAGAAATCGGCCTGATGCGCGCTACAGAGCAACTCTCCAGTATGGAGATGATGGC
GGTGGATCCGCTGCGTCGGGTTAT 
>Escherichia coli K-12 reverse 912949_913030 
AGGCACGGGCGTTAATGTCTACACCCACGGCGAAATGCTGCCTGCGCATGGCTACCC
GGAGCTGCGTAAATTCAAGCATCT 
>Escherichia coli K-12 1156225_1156306 
TACGTAGTCGTTGTCGGTTACATTACCTTGCGCCGCCGCCGGAACAGTACGCCGTGA
CCTGGCTTTCACGCGAAGTGACAA 
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>Escherichia coli K-12 628885_628966 
AGCAAACCATGAACCAGTTTCGCCGTCAGCGGGGCGGGGCGATTGTCACTGTGGCGT
CCGACGCCGCGCACACGCCGCGTA 
>Escherichia coli K-12 968820_968901 
ATTACCGTCTGGCGCGTGATGTGGAAATTGTCGTTATTGATGGTGTGCGTCGCTTTG
GCAATGGCTGGTGGTTGCCGGCGG 
>Escherichia coli K-12 reverse 2677566_2677647 
ATCATATTGTGTCGCTGATGCTCGGGCGCGATCACGTTGATATTGCGCCGGTAGCCC
CTCAGGAAATTGTGGATCAGGCCG 
>Escherichia coli K-12 reverse 1197160_1197241 
ATACAGTTGCTTTCGAGGATGTCGACAAAATAATTGGGGGTTACGATTTCATCCTTT
GCTCTAATGTTCTCTCTGCCGTTC 
>Escherichia coli K-12 reverse 1828956_1829037 
CGGTCAGCCGGAGAAAATTCTCGCCCTTGAGATGGGCGGTAATAATCCGCTAATTAT
CGATGAGGTGGCGGATATCGACGC 
>Escherichia coli K-12 reverse 2732847_2732928 
ATCGTCGTATCATCCAGCTCAAACTGGAACAACAGGCGTTAATGAAAGAGTCTGATG
AAGCCAGTAAAAAACGTCTGGATA 
>Escherichia coli K-12 2465728_2465809 
TGCTGCTGGGTAATATTCTCGGGACAGGTATTGCGGCGTGGGCATTTGAATATATGC
CTATCTTCAATGAAGAAACTCGCG 
>Escherichia coli K-12 reverse 4318346_4318427 
CGGGGCACGTCATTACGGCGATATTCGTGCCACCGCGCAGAAGTGGCTGGAAGAGGT
GGAGATTCCCGCCAACCGGATCGA 
>Escherichia coli K-12 111502_111583 
ATCAGGCCTAAAGGGATTTCTAACTCATTGATAAATTTGTTTTTGTAGGTCGGATAA
GGCGTTCACGCCGCATCCGACATT 
>Escherichia coli K-12 reverse 4119847_4119928 
CACCGTGGGCAATCGTCCTTATGGTTATATCGGTCTGGGTGATATTTCCGTACTGGT
TTTCTTTGGCTGGTTGAGTGTCAT 
>Escherichia coli K-12 2356077_2356158 
TCAACGCAATGGGTACCGGTGTACAACTGCTCAGCAAAGAAAAATGCTGCGGCGTAC
CGCTAATCGCCAACGGCTTTACCG 
>Escherichia coli K-12 2180558_2180639 
ATGTAGCGCTGGCGTCCAGCCCGACCCATAAATCCGATCTGGCGGTTGCAGGCGCGG
TAGTCATCGCATGGGCGATTTCTC 
>Escherichia coli K-12 reverse 1213654_1213735 
GAGAGTACCCAGTAGATCAATTGATTAATCATGTTTACCTTCCTGTTCGCCAGCGTC
TCGTGCTTGATCACAACACCTCCC 
>Escherichia coli K-12 2057761_2057842 
CCGATAAAGACGCGATAGCGACATCCCGCATAAGGCATTTTTCTCTTTATCTTTGTA
CGGTACTTCATGGAACAGAGTTTT 
>Escherichia coli K-12 1670286_1670367 
CGGTTGTTTCGCGCTGGCCTCGGCGTTGATGTTCTGGAAAATCCTCCCTGAATCACG
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CCATTTTCGCCCGACTTCGCTGCG 
>Escherichia coli K-12 2766415_2766496 
ACCGCTGTCATGTTACAGAGTTTTCACGTTTAACTTGGCAGCCCTGCTTGATTTACA
GGGTTTGGAGAAAGTGCTAATCCG 
>Escherichia coli K-12 reverse 3689669_3689750 
TGAGGATAACAGCTGGCGTTTTAACCCCAGCTACCTGCCGCCGACGCTGGCGCAGTA
TTTCACCCGCTTTGGCGCGCCGTG 
>Escherichia coli K-12 reverse 2717970_2718051 
CGGAATTGACAAAAGCGTCAGGCACGGAACATCACGGCGGCGTTTGCTTCTTGATCA
AAAAGCGTAACGGTACAACCGTGC 
>Escherichia coli K-12 reverse 3536185_3536266 
TTAACCCGCGTGAACTGCTGGCCCGTATCCGTGCGGTGCTGCGTCGTCAGGCGAACG
AACTGCCAGGCGCACCGTCACAGG 
>Escherichia coli K-12 745493_745574 
ACAACCAGGCGGCGAAAGAAGCACAACTGGCAGACGCCATCGCCAGAGCGGTATACG
CTTGCGATCCAGCATTGATTCTCG 
>Escherichia coli K-12 reverse 3871045_3871126 
AGCTGAACTGGATTACATTCGTGATGGCGGCGGTCTGGTGGATGGTGATGCGCCGGT
GAAGAAAGAGGCGCGTCAGCCGTT 
>Escherichia coli K-12 1690567_1690648 
TGGAAAAAATGACCATTTCAGTGGAAGGCAAAGAACTGGCACTGCTGGAAGGCATGG
AGATCAGCGGTAAATCGGATCTGG 
>Escherichia coli K-12 reverse 4539104_4539185 
CACACGCTACGGACCCTACGTAAAACTGTCCTGGGACGCGACAAAAGATCTTAATTT
TGGCATTCGCTATCGTTACGACTG 
>Escherichia coli K-12 3109867_3109948 
TTATGTCGCGATTATTGTCCTGTTTTGCGCCAGCGGCACCGGGATCTTCGGGGCGAT
GAACGAAGGGATGACCGGCGATCC 
>Escherichia coli K-12 1306227_1306308 
CTAACCTGATTAACCGCTATCCGCATGAGTTCTCTGGTGGGCAGTGCCAGCGTATCG
GGATTGCGCGTGCTCTTATTCTTG 
>Escherichia coli K-12 reverse 3791914_3791995 
GGACGGCGTGATTGCCAACCTGAAGGGCGTTTGCGATCTGGCAGATAAATATGATGC
CCTGGTGATGGTAGACGACTCCCA 
>Escherichia coli K-12 122435_122516 
CCGCGCTGCGTAGTACCGATGAAGACAAGGAACGCATCCGTGAACTCCACCACGCCA
TAGAGCTGGCGCAGCAGTCTGGCG 
>Escherichia coli K-12 reverse 952374_952455 
TCCGGAACCGAACATGACCATTCTGTGGTCTGAAAAACTGCCGCTGAACTTCAAGAA
ATTCGCCGCTAAAGTGTCCATCGA 
>Escherichia coli K-12 4110268_4110349 
AAAATACGGCCAGCCGGTTCCCGATCGCGCGGTTTCTTTGGCGATCAACTCCCGCAC
CGGGCGTACGCAAAACCATTTTCA 
>Escherichia coli K-12 1034111_1034192 
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CAAACCGTGGAGCGAAATCGGCACTGGTCTTTCTGATAAATGCGTTCTCAGCTACGG
CGCATTCCCGGATATTGCCAACGA 
>Escherichia coli K-12 reverse 2662914_2662995 
GCTGGTGTTTGGTCGCGAGCGCGTCGGCTTGACCAATGAAGAGTTGCAGAAATGCCA
TTATCATGTCGCGATTGCGGCTAA 
>Escherichia coli K-12 3096064_3096145 
AAGTGGTGACCTTCCTGCCAATCATCTGGATTGCCGGTTTACTGATTCTGCTGAAAA
CCATCGGCCTGCTGATTTTCTGGG 
>Escherichia coli K-12 reverse 1214830_1214911 
CTTTTGAAGCCATTGTGCAAAAAAATGAAGATAGCCCATCAGCCATAGCGGTTGGGC
AGCGTAAAGACGGGGAAATCTACA 
>Escherichia coli K-12 2371695_2371776 
TCATCATTGCCGGTAGCCTGCCGTGGCTGGGATTACTCCCCGGTGCACTGTACACAG
GCTGGAAAAACCGCAAGCATTCCG 
>Escherichia coli K-12 2663804_2663885 
TAACGAACTGTTCACCGCCACTCGCGGTCAGGGCGCACAGCTGAACGGCTACCGACT
GCGCGGCAGCACCGCTCGCGATCT 
>Escherichia coli K-12 reverse 670212_670293 
AGGAACAAGGACCGGACGTGCCGCTGGCGTTTATTATTGGTCAGGATTCACTGCTGA
CCTTTCCGACCTGGTACGAATACG 
>Escherichia coli K-12 reverse 2497637_2497718 
CGAAAAAGTAGTGGCGCTGGCGAAACGCTACGATGTGCTGGTGGTCCATGACCTGGC
CTATGCCGATATCGTCTACGATGG 
>Escherichia coli K-12 3787428_3787509 
ACAGGCGAAACTGACTCAGGCGCTGAACGAGCGTAAAAAGACGCTGGCAGGGCTGGA
GTCTTCCATCCAGCAAGGTCAGCA 
>Escherichia coli K-12 2760821_2760902 
CCACTTTACGTTACGCATGGGTCAGAGAATATACCAAAAATAGAAAGCGGCATTACC
ATTTGATACTGTGTTTCAATCAGG 
>Escherichia coli K-12 1164568_1164649 
GAAAACGACCGGGAAACACTTCCCAGGACACGGTGCAGTAACGGCAGACTCACACAA
AGAAACACCGTGCGATCCACGTCC 
>Escherichia coli K-12 2513604_2513685 
TGCTGGAACCGAAATACGTCGTTGCTGCGCTGGTACTGAACATGTTCAGCACCTTTA
TCGTGCTGTCGCTGATCAATCCTT 
>Escherichia coli K-12 210710_210791 
GGGTAAAAGTGGTATGAGCGGCGAGCGTGTTGCGGGAAAAGTGATCTTCGAAACGCA
ATCGACCCACAAAATGCTGGCGGC 
>Escherichia coli K-12 reverse 1677098_1677179 
TGCCGCCCAGGCAAAAGAGGTCGATATCATTGTCACCACCGCGCTTATTCCAGGCAA
ACCAGCGCCGAAGCTAATTACCCG 
>Escherichia coli K-12 735895_735976 
GAGACTCTTAATTCGCGTCGGGTCACTACGCCTTAATGAAAATCATGCCATCAAAGG
AACGTTGCAGGAGTTGATAAATAC 
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>Escherichia coli K-12 3764210_3764291 
TTATCACCACGACCTGACCGGCAAACTTATCCGCAGCGAGGATGAGGGTCTGGTCAC
CCACTGGCACTATGACGAAGCAGA 
>Escherichia coli K-12 3375513_3375594 
GCAACGCGCTTTTGACAAAAAAGATAAAAATATCAATCACGAACAGGCAGAGCAAAA
AGCTCTCGATAATGTCCCGCCGCT 
>Escherichia coli K-12 reverse 3810708_3810789 
GGCATAATGTGCTGACCCATCTTGGACCGGAGCCGCTTAGCGACGATTTCAATGGTG
AGTATCTGCATCAGAAGTGCGCGA 
>Escherichia coli K-12 reverse 3908955_3909036 
GGTTGGTCTGTTTGTTTACACCATTGTGGTGGCGCAGATGGAGCACTTCTCCGGCTG
GGCGGGCGTGATTGCCCTGGCGTT 
>Escherichia coli K-12 2893253_2893334 
CGAAGGCGCAGCGTTGCTGTTCAGCGGCAGGATCTGTGATGACTTACCCGGCGGCGC
ATTTCTTTATACTAATCAACAAAC 
>Escherichia coli K-12 reverse 2536772_2536853 
GCGATATTGATAGCGGAATTTATGTCAAACCTGACCTTCCCGAAGCGTATCGACAAT
ATTTACTGCCGCTGGCGCAGGGAA 
>Escherichia coli K-12 reverse 2523318_2523399 
GCTGGGTCTGGATGCCTTCGTGCTGTTTAAAAATCCACGCATGGCCATCTTTTTCCT
CTTTGCCATGATGCTGGGTGCGGT 
>Escherichia coli K-12 2928834_2928915 
AACCGGAAACGGTCTGTGGATGACCCTGTGGCTGGCAATTCCGGTAATGGTGTTCTC
GTTCAACCACTCTCCGATCATCTC 
>Escherichia coli K-12 3178816_3178897 
GCTGAAAGAAGCCGAAAAACGCAACCTGTCGCTGTTACAGGCACGCTTGAGCCAGGA
CCTGGCGCGCGAGCAAATTCGCCA 
>Escherichia coli K-12 1311409_1311490 
GGAGCAGCCAAAACGCGATGTCAAACCCGTAGAGTCGCGTCCGGCATCACCGTTTGA
AAATACGGCACCGGCACGCCTGAC 
>Escherichia coli K-12 3303912_3303993 
GCGCCCGGTACCAGGCTATGGCGAGAAAATCCCCGTGTGGTTGTTAGGCTCCAGCCT
TTACAGCGCGCAACTGGCGGCGCA 
>Escherichia coli K-12 2461937_2462018 
CTACCGCCAACGGTATTGACAGTAATACCAAAATCGCTCATCTGAACGGTAACCAGT
GGGGCTTTGGCTGGAACGCCGGAA 
>Escherichia coli K-12 reverse 2566143_2566224 
TGACCCGGCGGATGGCAGAACTGATTGTCGAAGTGATTGACGGAACGCTCTCACCGC
TCGCGCAGGCATTGATGCAAACCG 
>Escherichia coli K-12 804594_804675 
CTACGAAAACGTCATCGCGGCGGCGAATGCACTGCGCGGTCAATCCTGTGGCAATGA
CACCTTCTCGCTGGCAGTTTACCC 
>Escherichia coli K-12 reverse 3668450_3668531 
GCAGAAAAACATCGATTGGTGTTGGTGGCGCAGTTGGGCCGATTAACGCGCCGACGG
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TATTTAACTCAGTATTTAACGTTG 
>Escherichia coli K-12 3153853_3153934 
AACGGTGAAAGGCTGGCTGGCACAGCTTCCTGCTAAATATCACCAGCGCGCCACCTG
CATGTTTGACCGCCACGGTCTGCT 
>Escherichia coli K-12 1081731_1081812 
CCGTTGCAAGGGAAGGGCTGGAGTCGGTCTTTTTCCTGCTGGCGGCATTTCAACAAG
ATGTCGGGATCTGGCCGCCGCTGG 
>Escherichia coli K-12 3937719_3937800 
GGAATCACCACTCGAAAGTGTGATGGCAGCGGCGAAAATCGCCCATCAAAATAAGAC
TATCGTTGCGCTTAACCCGGCTCC 
>Escherichia coli K-12 reverse 3058956_3059037 
GCGCGGCGCTGACCCGTGAAAAAATCATTGCTTCGGTTGCAGAAAAATTTATCTGTA
TTGCAGACGCTTCCAAGCAGGTTG 
>Escherichia coli K-12 reverse 4533472_4533553 
TGATGCACATCCTCGCTCCCCTGGCGGTCATACCGGAATACCAAGGGATGGGCGTGG
GAGGACGGTTGATACGCACTGGCA 
>Escherichia coli K-12 1226980_1227061 
CATTATGTTCTATTCGTCATTAACCTCTTGAGCGACAGAGAGGAGTGGGGCATTAAC
GTTTATGACGGGGAGAGTCCCCGT 
>Escherichia coli K-12 reverse 3399387_3399468 
TGCTGCTGATTTGTGATGCGACCCACGCGCTGCCAATCCAGGTGCTGCGCAACGATA
TCCGCGTAATTGCAGCCGGTAACG 
>Escherichia coli K-12 reverse 2516698_2516779 
TTTGCTGCCTGCGCATTGATAATCTTGAGTTTATGAGTCGTCATTACGGCTTAATGA
TGCGCGTTCACTGTATCCGCTCAA 
>Escherichia coli K-12 3296065_3296146 
TAACGGCGATTGCCAACGATCGCTTACATGATGAAGTGTATGCAAAACAGGTGCGGG
CGCTGGGTCATGCGGGAGATGTAT 
>Escherichia coli K-12 reverse 4341135_4341216 
GCAGCAGGAATTAAACAGTCCGAACGAGCAAATTCGCCAGCTCGCCATTGATGAAAT
TGGCCTGATGCTCAAGCGATTTAG 
>Escherichia coli K-12 reverse 2974895_2974976 
GGATCTTCGCTCATTTGCTGATGCCGCGTCTGGCACAGGTTAAACAGCAGCCGGAAG
AAGAGGCGCTGATCCTTTTTACCT 
>Escherichia coli K-12 46433_46514 
CGAAGAGATGATGATCAAACTGTTTGGCGAACCGGTGGCTTTCGATGAAGAGCAGCC
GCAGCAAACCCGTTTTCGCGATCT 
>Escherichia coli K-12 reverse 2899841_2899922 
GGGATCCGATGATTGATGTGAACCTGACCGCCGCATTCGAGTTAAGCTATGAAGCTG
CAAAAATTATGATCCCGCAGAAAA 
>Escherichia coli K-12 reverse 1130494_1130575 
ATGTGGTTGCCGCGATGCCCATTGCGCGGGGAGGAAAGCTGGAAGCTGGCAATGTCA
AACTGAAACGCGGACGGCTGGATA 
>Escherichia coli K-12 598051_598132 
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GGAGGCGGATATTCGCCGCCTGATCGCCACGCAAAAAATCCAGACTCGCTTTACGCT
CAAAGCGCCCATTGATGGCGTGAT 
>Escherichia coli K-12 reverse 2292646_2292727 
GTCCGACCTGCCGTGCGGAACATCAATATCTGAATCAGCTTTCTGCGCAGGGCATCC
GCGTGGTCGGCATGAACTATAAAG 
>Escherichia coli K-12 reverse 3531538_3531619 
GTCACTTCCCTGGACAGGGCCGTTGCGTTGCCTGATTAAAACCGCTTTGCTGGTTGC
TCCGCTGTATGTGTTCGTCGCCGC 
>Escherichia coli K-12 reverse 1947076_1947157 
ACGCTGACTCAGCCCTGAAACTGGGCCAGGCGCGCGGCGTGGCGATTGTGGCGGCGG
TGAATCAGGAGTTGCCAGTATTTG 
>Escherichia coli K-12 reverse 4317516_4317597 
CGTCATCCCGCGTATCTCAGCACTGGAAGTGGTGATGCAGCCGCTGCTCGATACCGG
CGTTCCGCGTGAAGCCTGCGCCGC 
>Escherichia coli K-12 1410909_1410990 
AGAGTAAACATCTTATTCGGGATTGCCGGATGCGACGCTGGCCGCGTCTTATCCGGC
CTCCATAAGAGTAGCCCGATACGC 
>Escherichia coli K-12 4103120_4103201 
TGGGCGATATTTTCCGCTGGGGAGAGGCATTAATTCAGGTCAGCCAGCCGCGCTCGC
CTTGCTATAAACTCAATTACCATT 
>Escherichia coli K-12 181557_181638 
TCCAGACCGATGCAGCGATCAACCGTGGTAACTCCGGTGGTGCGCTGGTTAACCTGA
ACGGCGAACTGATCGGTATCAACA 
>Escherichia coli K-12 reverse 1428197_1428278 
CAGCTCTACCAAGAACAAAGAGCAGCAACGCGATCCGGAGATGCATCAGACCAAGAA
AGGCAATCAGTGGCACTTTGGCAT 
>Escherichia coli K-12 reverse 1973048_1973129 
TACGAATTAAGTTCAGCCAGGTGGATGTGGACTATAACGACAACACGGTAGTTATCG
TCCTGAATCTCGGACAGCGGGTGG 
>Escherichia coli K-12 reverse 747207_747288 
GCTGGGCGATAACGCTGAAGCGGTTAACCAGCATATCGTCTGGTTCCCGCCAGTGAG
CATTAATCTCCTGCTTACTATTTT 
>Escherichia coli K-12 reverse 1599374_1599455 
CGACGTGCAGCTTGGTTGCCTTGGGTTAGGCGTTGTGCGTCCGGCACAAACCGCGGT
TCTTGGCGGCACATTCTGGCAGCA 
>Escherichia coli K-12 reverse 911627_911708 
GCGTACGCCGCAGGATGTTATTTTCGCCGATGAGTGGCGTAACTATCCGGTAACGCT
GGTGGCAGAAAATAACGTTACCGA 
>Escherichia coli K-12 reverse 4485156_4485237 
TCGGTCAGGGTTCGCAAAACGAATCGCTGATGTCGGTGATTGAGTACAAAGGCAACG
CGTCGGAAGATGCACGCCCAATCG 
>Escherichia coli K-12 764575_764656 
ATGCAAAATCGGTATCCAGCCTGGTCACATTCACAAACCGGGTAAAGTGGGTATCGT
TTCCCGTTCCGGTACACTGACCTA 
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>Escherichia coli K-12 reverse 2115160_2115241 
CGGCAAAATCAACTGGGGCATCGGCATAGGCCTTGCGGGAAGCACTTATGATAACAA
CTACCCGGAAGACCAGGCAGTGAA 
>Escherichia coli K-12 reverse 1697617_1697698 
ATGAACTGAATGTGTTTTCTTTTTTCCATCTGTCACAACTTGTTGCGCCAGAAATGG
AAAAAAATGGCGGTGGCGTTATTC 
>Escherichia coli K-12 4592445_4592526 
GATGCGTACCGTCGGTGATGTGCGCAACGGGGCCAATGCCATCTATAGCGGTGCCAG
CGAAATCGCCACCGGCAATAACGA 
>Escherichia coli K-12 reverse 155792_155873 
CGTGTTCTGGTTTAACGTACTGGAAGTTCCACCAAAACCAGATGCAGAAAAGGTCGC
GAATCAAAGCCTGCTGCAACTGGC 
>Escherichia coli K-12 2736475_2736556 
CATGCGTGGCCTGACCAATATGGCGCTGGATGACAGTGCGCTGCAAGGGTTCTTTGG
CGTCGATCGTAGCGATCGCGATCC 
>Escherichia coli K-12 1329817_1329898 
CGATAAAAACATTCCTTTAACTGTTACGGTAGACAAAGTCGCTGCCAGCGGCGGTTA
CATGATGGCCTGTGTGGCGGACAA 
>Escherichia coli K-12 reverse 20023_20104 
TTGCGCACGTATTCGGTGAACGCACTATGGCGACGCTGGGGCGTCTTATGAGCCTGC
TGTCACCCTTTGACGTGGTGATAT 
>Escherichia coli K-12 reverse 3195997_3196078 
CGGCTCTGTTAGTGACCCGTTCCGAACAGGGTATGTCGCTGCTGCAACCGGGTAAAG
CGCCGCTGCATATGCCAACCCAAG 
>Escherichia coli K-12 3533590_3533671 
CCACCGACCCGAAACGTCGCCTGATTGGCGATGACGAACACGGCTGGGACGATGACG
GCGTGTTTAACTTCGAAGGCGGCT 
>Escherichia coli K-12 reverse 1561667_1561748 
CGACATTGACATTGCCGATGCGCTGCCGGTGGATCAACTCAACGCCCTGAAGCAGGA
AAATAAAGTCAATGTGGCAGAGTA 
>Escherichia coli K-12 351901_351982 
TTCCCGCGCGGTACGTCTGGCACTGATGGCGAAAACGGGCGAAATGGGTTACCCGTC
AGCCCTGACTGCGCCGGTGTGGGG 
>Escherichia coli K-12 reverse 3901373_3901454 
AGGTCTGGAAAACTGGAAAGTCGGTCCGGGTAAAATTGATATCGCGCTGGTTCGCGA
AGATGTCGATGATTACGATCGCAG 
>Escherichia coli K-12 reverse 1875126_1875207 
CTCAGCGTGCTGAGCCAATGACCCGCAGATTAATTCAGGTCCTGTTTGATGAACTCC
CTCAGCAGCCACAACAACAGCTGC 
>Escherichia coli K-12 3204963_3205044 
CTGTCTTGGACACATCTGGCCCGTTTTCTTCGGATTTAAAGGAGGAAAAGGCGTTGC
TACCGCTTTTGGTGCCATCGCACC 
>Escherichia coli K-12 reverse 609730_609811 
CTGTGGGACTACGGCATTAGCCGTGGTATCTCGTCAACCGATTGGCATTGATATAGA
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AGAAATTTTTTCTGTACAAACCGC 
>Escherichia coli K-12 reverse 1543327_1543408 
ACCGCTACTGGCGATTGCCACGATCGCCGCATGGTCAGGGATGAATGATATCGCCAG
TTCACGCGCCTCAATTGCCGACCA 
>Escherichia coli K-12 reverse 61772_61853 
GCGTATTTATCAGGAATTTGAAGGTGATAACGCCACCTGGTGGAACTTCGATCCGCG
CGTTGAGTGGCTGATGGGCTACCT 
>Escherichia coli K-12 2862879_2862960 
GTCAAGAGCTGGCTCGCTTACAGCAAGAGGGCTACCGCTACGCGGTGCTTGATGCGC
TGACCGAACACCATCTGGAAATTC 
>Escherichia coli K-12 reverse 4127551_4127632 
TCGCCGCGTTGAAGGCGGACTGAGTGTTGAACAACAGCAAAAACTGGCGCAAACGGC
AAAACGTTATCTCGGTAAACCGTA 
>Escherichia coli K-12 reverse 2086344_2086425 
CTTTACCGGCTTTGACGGCATCAGCAACCTGTCGGAAGAAACCAAAGATGCAGAGCG
CGTGATCCCGCGTGCGATTTTCCT 
>Escherichia coli K-12 4274354_4274435 
AGGTTTATATCGAAGGTCAGCTGCGTACCCGTAAATGGACCGATCAATCCGGTCAGG
ATCGCTACACCACAGAAGTCGTGG 
>Escherichia coli K-12 1362150_1362231 
TAATCAGGACGACTTAATTGAGATGGGTAGTCAGGGTGTGTCAATGAAGCTGGTTCA
TAACGGTAACCCGAATCGCACGCT 
>Escherichia coli K-12 reverse 2698193_2698274 
ATGTTACCGCCTTTCCGCTGGTTCAGGAGCGATTAACCACCTACCTGTTAAGTTCCG
ATGCTGATATCTGGTTGATTACCG 
>Escherichia coli K-12 reverse 3266557_3266638 
CGACGGTCGACTGGATTTTGCGATTGGTACGTTAAGTGCAGAAATGAAGCTTCAGGA
TTTACATGTTGAGCCGCTGTTCGA 
>Escherichia coli K-12 reverse 2225298_2225379 
TGATGGGGCGGGTCATCTGGTGGATGGCGCGTAATTATCCGCAGCGTCCGTCACTTG
CGCACTGCATGGTCTTCGCGGGCT 
>Escherichia coli K-12 3780383_3780464 
TGACACATCCGCAATGGGCGTGGGATGTGGGCCTGAACGGTCGTCCACATGATTTAG
GTAATATCTCAGCTTATCTCGGCA 
>Escherichia coli K-12 reverse 2334608_2334689 
TAACACCTGAACAGCGTCAACTGGCGCAAAACTGGAATCAGGGGAACGGGAAAACCG
GCCCCTATGTGACCGCGATTAATT 
>Escherichia coli K-12 2795966_2796047 
ATGAGTGGGAGGCAGACGTTCTCGCAAAAGCGCATCTGCTGAGTAAGCTTGAGGCCT
GTGACGCCAGCGAGAAAATGCTTG 
>Escherichia coli K-12 3226911_3226992 
GAAATCGTTCGTTAAAGTGATCATCCTCGCCGGGATTTTTATCGGCGTACTGTATTC
CGTCTCCTCGGTGCTGATTAACGT 
>Escherichia coli K-12 1274442_1274523 
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CGCAGGAACAACGGATGGCGCGCGGGTACGACCTGACAGCTCGGATGCGCATGCCGT
TCTATCAACACCTCAATACCAGTG 
>Escherichia coli K-12 reverse 907528_907609 
GAGCGGTAAGCGCCGCTGGTTGATCCCCATCCCCCTCCCCACCCGCTGGATTTCGGT
GTGGTTTCTCAATGTGATTACTTC 
>Escherichia coli K-12 173484_173565 
GCGTTTACGCGACAACGGATGCCCGATGCGACGCTGGCGCGTCTTATCGGGCCTACA
AACGGCCCCGAATCGTAGGTCGGA 
>Escherichia coli K-12 2042594_2042675 
CACCTGCCTGGCAAATGAAAGCGGCTTCGCTAATGCACATCATGCTTTATATAACCT
TCCTTGCACTTCCTCTGCTGGGGA 
>Escherichia coli K-12 reverse 4333577_4333658 
TCTGGTGAAGCCTTTTGCGCTGGAAGAGTTACATGCCCGTATCCGCGCCCTGCTACG
ACGCCATAATAATCAGGGCGAAAG 
>Escherichia coli K-12 2986422_2986503 
CCAGATATGGATATCGATTCCCGTGATGGTTTTCGCCTTTAGCCATACGCCCATTAT
TTCTACGTTTGCCATAGACAGACG 
>Escherichia coli K-12 reverse 4154232_4154313 
ATAAAGGTCATATCTCTAACGCCATCCGTATTCAGGGCCAGTCGGGGCACTCCAGCG
ATCCAGCACGCGGAGTTAACGCTA 
>Escherichia coli K-12 3213928_3214009 
GTGCAAAATGCCGAAGAAAAACTTCATTACCCTGTTTACCGGCAACGAAACCAGCGA
TACCTGGTTCAACGCGGCAATTGC 
>Escherichia coli K-12 reverse 3074293_3074374 
TTGACGTTGCGAAACTGACGGAAAATCTGCGCCAGGTCGTGGAAGGGGATTGTACGT
GGCCGCAGTACGATCGACAAAAGC 
>Escherichia coli K-12 reverse 2296654_2296735 
GATGGCGCACTGGATGGTAACCGGTCTGCCGTTACTCATCCTTTCGCCACTGGTAGC
AATGCTACTGGGAATGGATGTTTA 
>Escherichia coli K-12 reverse 1758184_1758265 
TCAGCGTTCGCTGGAGCGTGGCATTAAATTACCGCCAGTCGTTCCTGCCGGACCAAA
TAACCCGCTAGGACGTTACGCACT 
>Escherichia coli K-12 1220885_1220966 
CAAGGAAAAACATTAACCGTAAAAGGTAATTATGTCGGTAATAATGGTCAGCTTAAT
ATCCGCACCGTATTAGGTGATGAT 
>Escherichia coli K-12 2223003_2223084 
AAAAAATCAGCAGGTGTTTTATATCGGCACCAACCAGCCGGAAGTGCTGACCGAAAT
CCGCCGTCATATTCTGGCTAACTT 
>Escherichia coli K-12 4504627_4504708 
AGAAAGTCAGGAGTGGATTGAAGATAAATATAAGGATAAATCAACATTTTTGTCTGT
CTTCAGAAAACCACATCTTTCAAT 
>Escherichia coli K-12 2610397_2610478 
CGGACGTTGTGAAGAAGTGTGCCCGACCAGAGCCATCCAGCTTACCAATAACTTTGA
ACTGACCGTCACCAATAAAGCCGA 
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>Escherichia coli K-12 361158_361239 
TTCCTGCGCTTTGTTCATGCCGGATGCGGCTAATGTAGATCGCTGAACTTGTAGGCC
TGATAAGCGCAGCGTATCAGGCAA 
>Escherichia coli K-12 3983536_3983617 
CGAATTCATCCAGTTTATTCCGGTGGTCGAGCGCCTGGCTGATGAAACAACTGCCCG
CGATGGACTTAAGTTACATGCGCC 
>Escherichia coli K-12 reverse 3930306_3930387 
CCAGCAACTGGATAAATTACCGGATGCGCCTTATGTCTCGGATCGTCGCTGGAAAAA
AGCGATCCGATTATTGCAGGCCAG 
>Escherichia coli K-12 reverse 445945_446026 
GCTGAAACTCAACTTTGGCATTATGTGTCTGCATATTTTGCTGATGTCGACGTTTGT
TGCCCTGCCCGGACAACTGGCTGA 
>Escherichia coli K-12 1158546_1158627 
CAACGCAGCAGGTCAGGTTTTCCACGGCGACATTCCGCGTTATATGGCGGGTGACCC
GACTGCGGGTAAACTGTCTGGTGG 
>Escherichia coli K-12 2853720_2853801 
ATATTCACTGGGGCGCACAGACGCTAACCGCAGGCGATGTATTGCTGGTGAGCGGTA
CACTCGGCGACCACGGGGCGACTA 
>Escherichia coli K-12 reverse 2676287_2676368 
CGCACTGCCAGTGCCGATTGATGAAAACGAGGTGCTGGACTGGCTGGGCGGACAATT
TCTCGGTGTGCCGGTATCCGCGCT 
>Escherichia coli K-12 reverse 1998948_1999029 
TCGCCCGTATGTCATTCCGGTTGGCGGTTCTAATGCTCTTGGCGCGCTAGGTTATGT
GGAGAGTGCGCTGGAAATCGCGCA 
>Escherichia coli K-12 3224140_3224221 
CGCATCCGAAGCCGCGCATCATCTGTGAATATGCTCATGCGATGGGGAACGGACCGG
GCGGGCTGACGGAGTACCAGAACG 
>Escherichia coli K-12 reverse 3480845_3480926 
ACTGAAAGAGTGGCTGGACCGGGTATTAAGTCGTGGTTTTGCCAGCGGGCCGGGAGG
AAACCAACTGGCGGGAAAGTACTG 
>Escherichia coli K-12 355512_355593 
GGCGCTGGTTGTGGGGTCATTTATCAGTGCGGGTACGCTCACCGCTGACTTTGTCCG
GTTTGGTCGCAATGCCAAACTGGC 
>Escherichia coli K-12 reverse 2105522_2105603 
GGAGCATCGAGATGTTACGGATAAGCAACGAGGGGTCATATATGCTGGCAACCTTTC
TAGGCATAAATGTTCTTTCATATA 
>Escherichia coli K-12 2055749_2055830 
CCCTTTCTTGTGCTGGCGGGAACTGGATCACCGCCGAAACCGAAGCGCCAGAAGAAG
CCATTTCCGACCTTGCATGGAAAA 
>Escherichia coli K-12 reverse 1538042_1538123 
CTTCTGTTACCCACGAATTGAGTCCGGTCAACCGACCGTGTGCTCAGAAACCTGCGT
GGGTCGCATCCGGTATCTGGGCGT 
>Escherichia coli K-12 reverse 557269_557350 
GTGCCAGCGCGCGCCGCGTCTGCGTCCCTGCACCCCGCGCGGTATCGTCACGCTGCT
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TGAGCGTTACAACATTGATACCTT 
>Escherichia coli K-12 2586542_2586623 
TGCAGATTGTTCGCGACAATGAAGCGGCTGAATATCTGGAGTTAAATGTCGGTGAAA
ACTGGCGGATTAGCGAAGGGCAAC 
>Escherichia coli K-12 90525_90606 
AGAAGCCGATATCGCCTGGGTATTGAAAACCTATGGTGAAGAGCGTTTTGCCAAACG
CATTGCCCGCGCCATTGTCGAGCG 
>Escherichia coli K-12 reverse 4072173_4072254 
AGATGCGCAGCAACGTCTGGATATGGTGAAAGAGTTCAACGAACTGTGCCACTCACA
CGGTCTGGTAAGCATCATTGAGCC 
>Escherichia coli K-12 3341720_3341801 
AAGCCTGTCCGTTAGGGCTGGCACCGACCAGCAGCACCACCGCCACGCTGGTTATGG
GCGATGCCCTCGCTGTCGCGCTGT 
>Escherichia coli K-12 1779960_1780041 
TTGGTGAAGGTTCCGGCGACCTTTATGCCCAGCAGGTTGGCTTGCTGGTCGGAGAAA
TTCTGCAACTTCCGGTGATTAATG 
>Escherichia coli K-12 reverse 3271158_3271239 
GCCTCGATCCGCGCTTAAAAGATTGCGTCATTCGCGTCGCTTGTGATGTCACCAATC
CGCTGGTGGGCGATAACGGCGCAT 
>Escherichia coli K-12 reverse 1316780_1316861 
CGGCGTCGATTCGGTGCTGGTTGCCGATGTGCCAGTTGAAGAGTCCGCGCCCTTCCG
CCAGGCCGCGTTGCGTCATAATGT 
>Escherichia coli K-12 reverse 661918_661999 
GTAAACTCGGTGTGCGTGAACTGGTGACCTTGCTTGAGCAAACAGTGGTGAATACCC
TGGCTGAACTGGGTATAGAAGCGC 
>Escherichia coli K-12 3131228_3131309 
CGGTCTAAATAGGCTGATTCAAGGCATTTACGGGAGAAAAAATCGGCTCAAACATGA
AGAAATGAAATGACTGAGTCAGCC 
>Escherichia coli K-12 3382694_3382775 
GCAGACCATTACCCAGGGGATTATTAGTGCCACGGGTCGAATCGGTCTGAACCCGAC
CGGGCGGCAAAACTTCCTCCAAAC 
>Escherichia coli K-12 3524108_3524189 
TTGGCGATGCATGGTGGCTGGCACAAGTGCCGGAAGTGAACTCGGCGCTGGTGTCGA
TCAATCCGCAAAACGGTGCCGTTA 
>Escherichia coli K-12 2833156_2833237 
CGGCGTGGTATGGCGCGATAACCCGACGCAAATTGTCGAGCTGTACCTGAAATGGGC
GGCTGATTATCAGGAAGACAGAAT 
>Escherichia coli K-12 680898_680979 
GCAAACAGGTATGGCGGAACTCATTCCTGTCGCTCAACAGTGGCAAACGGAAGAACC
AGAAAGCGAAGATGCCCGGTATTA 
>Escherichia coli K-12 reverse 4584966_4585047 
CGTTGACGAAGCGCATCGCGGCTATATTCTCGATAAAGAGCAGACCGAAGGCGAACT
GCAGTTCCGCAGCCAGCTGGATTA 
>Escherichia coli K-12 1706018_1706099 
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CGTGCAGTTCACCGAGATGGTGGTGCGCAAAACCAGCCCGGTGCTTTACCGTCTGCT
GGGGATTTTTTTGCCGCTTATCAC 
>Escherichia coli K-12 513183_513264 
TCCTTGCCTATGCGGGCTTTGGCATGATGGCGAACGCGGCGGATAAAGTGAAAGATC
CGCAGGTCATTATGCCACGGGCGT 
>Escherichia coli K-12 reverse 3770772_3770853 
GCTGGTGAAAGGCTCGGTGGCGGAGCAGGCGCAGATCCAGAGCCAGCTCGACAGTAT
GGTTAACGGCGAGCAATCGCAGAT 
>Escherichia coli K-12 4183220_4183301 
AGGTGGTATCCGTCGGTGCGTCCCTGATCCCGTTCCTGGAACACGATGACGCCAACC
GTGCATTGATGGGTGCGAACATGC 
>Escherichia coli K-12 4219425_4219506 
GTAAAACCACCGCTGAATTGTATATGGCTATCGGCTGCCAGAAGCACGCCAAAACCG
AAAGCTACCGCGAATATCTCGTTT 
>Escherichia coli K-12 4535372_4535453 
AATGTTGCTGTCTCACGCGCTAAAGATAGTTTTCTGGTATTTGGCGATATGGACCTT
ATCGAGATGCAGCCCGCATTTTCG 
>Escherichia coli K-12 reverse 1793794_1793875 
TTAAAACTTACTGTACCACCACATGGGGGGTGACGTTCCCGATGTTCAGTAAGATTG
AAGTTAATGGCGAAGGACGCCATC 
>Escherichia coli K-12 3969515_3969596 
AGCTTATTGCCGAAACCGCGCCTGACGCTAATAACCTGTTACGTCAGTATGTTGCTT
TTGCCAGCCAGCGTGCAGCCAGCC 
>Escherichia coli K-12 reverse 4624428_4624509 
CGAACAAGGCGATCTTATCGCACGTTCTGGCGAAAGCGTCGAAGTGCGCGACCGGCT
GGCGCTCGACGGTAAAAAAGCAGG 
>Escherichia coli K-12 332876_332957 
TTGTCATAATGACCCGCCAACTGATGAAACAGACTGCGGATATTCTGATGCCGGTAA
AACATTTGCTGCCGGACAATTTCC 
>Escherichia coli K-12 2943900_2943981 
AGCCGGGATGGTGGTGATGGTTGATGGTGCTCAGGGGGCAGTGCATTTCCCCGCGGA
TGTTCAGCAACTGGATATTGATTT 
>Escherichia coli K-12 reverse 2342254_2342335 
CGACGTTGACACGCGTTCAGATGCGGCAGGCCACGGACGTGATATTGAAATGCGCGC
CGACGGTGAAGTGGCAGTTGATGC 
>Escherichia coli K-12 394778_394859 
TTGTACGGGATATCATCTACCAGCCAAACAAACCATTACGCTTATTGAACAAAATCA
ACTCTGGCGAGACGCTTTTTACTG 
>Escherichia coli K-12 1199102_1199183 
TTTACAAGGAAGCGAAGACTCACAAGTTGCTAGCGAGATATTTCTTTGTGCTATTGC
TTGGATTCTTCATCATGAAATAAG 
>Escherichia coli K-12 2322519_2322600 
AAAAGGTGCATTTACTGGTGCACAAACCTTGCGTCAGGGATTATTTGAACGAGCCAA
CGAAGGTACTCTGCTCCTCGACGA 
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>Escherichia coli K-12 reverse 3815408_3815489 
CGTACTGCTTTAACCGCAAAGAAGCAAAAGACCACGGTGAAGGCGGCAATCTGGTTG
GTAGCGCGTTACAAGGACGCGTAA 
>Escherichia coli K-12 reverse 945205_945286 
GGATAACGAAGATTTTGTAAAAGCTGTCAAAGCGACAGGTAAAAAACAGTTAATTAT
TGCCGGTGTGGTAACCGAAGTTTG 
>Escherichia coli K-12 244671_244752 
ATCACTGGAAACCGGCAACTTCCGCCCGGTAGGCGAAACCGACAGCGAAAAAGCCTT
CTGCTGGCTCCTGCATAAATTAAC 
>Escherichia coli K-12 2934854_2934935 
CGGTACAGACACCTTATATGATCATCGTGGCTATCGTGTTACTGGTCGCCCTGCTGA
TCATGCTGACGAAATTCCCGGCAT 
>Escherichia coli K-12 4276225_4276306 
TGGGGAGTCTTGTTCTGCTATTACTCTGGCTACGTATTCGACAAAACTATTTATCTC
CCAAACGTAAATTGCAACGCGCCC 
>Escherichia coli K-12 2270223_2270304 
ATCGTCTGGGCGGCAGCACTAAAAAAGGTATCGATTGTTCTGGTTTCGTACAGCGTA
CATTCCGTGAGCAATTTGGCTTAG 
>Escherichia coli K-12 reverse 2374286_2374367 
AAATGCTGGCAGGCTGTACTCACGCTTCACTGGTGCCAACACAACTCTGGCGTTTGC
TGGTTAACCGTAGTTCCGTTTCCC 
>Escherichia coli K-12 1037138_1037219 
GGACAAACTGGAGGCTGGCTGCGCGCCGCTGGCGTTGTGGCAGGCGGCAACGCAAAA
TCTCTTGCCGACAGATTCGCTGTT 
>Escherichia coli K-12 reverse 4069899_4069980 
GCTCAACGCACACACGGGTCTTTCCGTTGAGATCGCAAGCCAGAATATCGGCACTGT
CGCAGCGCCTTATGGCGTGGGTAT 
>Escherichia coli K-12 reverse 3209997_3210078 
AGTCTATCGATGATGCCGCCGGGGAAGCGTTTGATAAAACCGCGAAGCTGCTGGGGC
TGGATTATCCTGGCGGGCCGTTAC 
>Escherichia coli K-12 3796419_3796500 
GTTTGCCAAAAGTTTGGGCTATAGCAAACCGCAAACCCAGGGCGATTATGCTATCGC
ACAGCATTTTCTGACGAACCTGCC 
>Escherichia coli K-12 369404_369485 
ACAATGTTGAATTGATTCGCCAGCGTGTCTACACCCACAACGCGCGACTGGCGCAAC
GTTTCCGTATTGATCGCGTACTGC 
>Escherichia coli K-12 reverse 4517201_4517282 
GCACCGTCCGGCTCTGGTACGGTGAAATCGCCATTACTACCGCGAAAGATGCCCTGC
AACGCCCCTTCCGTGTCCTGACCC 
>Escherichia coli K-12 1951765_1951846 
AATTTAATTATGGCGTGGAAGTCCGCCATCCACAGTTTTTCGCCAAAGGAGAAGAGG
AACAAACGCTTAATCGCGGTTTAC 
>Escherichia coli K-12 3809139_3809220 
GGTGACCGTTACCGGTAGCCTGAAATTCGATATTTCTGTAACGCCGCAGTTGGCTGC
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TAAAGCCGTGACGCTGCGCCGCCA 
>Escherichia coli K-12 reverse 4272421_4272502 
AAAAATCCTTAAAGAGATCGGCGATCGTCTGAAATTCCTCGTTAACGTCGGCCTGAA
TTACCTGACGCTTTCCCGCTCGGC 
>Escherichia coli K-12 1139160_1139241 
TGATGGGACGGCAGGCAATATTGAGATCCCGGAGAAATTACTGAATACCGGGTCGCT
GGGCGGCATTCTGACATTCCGTTC 
>Escherichia coli K-12 reverse 4244264_4244345 
CAACTGGGGTGATGAAAAGCTAAGCCCCGGTTACACCGTGACCACCGGCTGGAAAAA
CTTTACCCGCGTCTTTACCGACGA 
>Escherichia coli K-12 1056736_1056817 
TGCAATGGGCGCACGGTAAACCACTGAATGTGCTGTTGATGCCCGGACCCGATAACG
CCGGGGGCAGTAAGGAGATGGTCG 
>Escherichia coli K-12 881289_881370 
CATTGCTGGGTAAAGCATTGATCCACGATGTGCCGGAAGAGTACGCCATTCATAAAG
AGAAAGAGTTCACCTTCAACAAAA 
>Escherichia coli K-12 2186290_2186371 
ATGAGCATCATCATCACGATCACGAACATCACCACGACCATGGACATCATCACCATC
ACGAACATGGCGAGTATCAGGATG 
>Escherichia coli K-12 reverse 994397_994478 
GGTTTGGCATTGATGAATCCGCAAAAATCTTTCTGGTGGCGCTCGGTACGCTATTCC
CCATTTATATCAACACCTGGCATG 
>Escherichia coli K-12 reverse 2123763_2123844 
TGCCTGTGAAAAAGCGATGAGCGCCGTCGATCCGGATCTCAATTTTATTCGCGTGGA
TGAAGAAGCGTTTCTCGCCTGCCC 
>Escherichia coli K-12 reverse 3339621_3339702 
ATAGTACGGTGATGATGAAGCTGGAGGCCGTGGGGCTGCGTGGAGCGGCTAAACTAA
TGCCTTCTGAACTTTCCGGTGGGA 
>Escherichia coli K-12 reverse 3181974_3182055 
GATTAAGATGTATCCTGACGCTGATATCCCGATGGTGCAGTTGAGTATCGACAGTAG
CAAACCTGCCGCCTGGCATTTCGA 
>Escherichia coli K-12 2226405_2226486 
GCGCCGCATCCGACATCCGGAGTACCATGCCTGATACGACGCTTGTGCGTCTTTTCA
TGCCGACCAAAATATTACCCAATG 
>Escherichia coli K-12 1366836_1366917 
TGATGCGCTGCGCTTATCAGGCCTGCAAACGACGTATTGATTATGTATGCCGAATAA
AGCATTCACGCCGCATCCGGCAAG 
>Escherichia coli K-12 reverse 996425_996506 
CACTGCGTCAGGCCGGACTTAAGTTTACCGATATCCAACCCACTTACCTGACGCCCG
CTGATGCCCGCGCCGCGTTCCAGC 
>Escherichia coli K-12 4415048_4415129 
AGATAAGCTGGGTAATCGCTCTAACGCCAGTTGCGAAGTGGAGTTTCAGGATGCCAT
TGGTTGGTTGTTGGGGCTGGAAGG 
>Escherichia coli K-12 reverse 281367_281448 
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TACCGATGAACGGCGCGAGACCGTGCAGCAGCAGCTGGTCAGCGTGTTTGAGCGTTA
CGGCCTGCCGGACCGGATGACCAT 
>Escherichia coli K-12 reverse 647031_647112 
CCAACCGGTAACGCCAACAACCGTTTGTTCTACGGCGGCAAGTTTCTGCCGTGGCCT
GACCGATCGCGAACTGCGTACCAA 
>Escherichia coli K-12 2415780_2415861 
GCTTCAACCTGGAAGTTCCGGTTGACGATCACGAACGTATCGAGAAAGTTCAGGAAT
ACGTTGCTAACTACATCAACGCTG 
>Escherichia coli K-12 2604281_2604362 
CGAACCAATGCTTATTCTCTCACTGCTGGTATTGGCGCTGATAGCAGGTTCCACGCA
TATCGAGATGATCAGCAATACGCT 
>Escherichia coli K-12 2367516_2367597 
AGCGCACCACTGGCAAAGCGATGGGTGATTACGGTTGTATGCTGCGCGCCTATCGCC
GTCATATTGTCGATGCGATGTTGC 
>Escherichia coli K-12 reverse 3758900_3758981 
GGGACGCGTTTCACTGCTGGAAGATAACCTTGCTGAACTGGTCTTCGACACCCCGTT
ATGGCTGGCAGATAACGACCGCCT 
>Escherichia coli K-12 356773_356854 
CTTCGCCCTGGCGCAAAAATACGACCGTCTCATCGACGTTCACTGTGATGAGATCGA
TGACGAGCAGTCGCGCTTTGTCGA 
>Escherichia coli K-12 reverse 2973226_2973307 
AACTGGCGGCGGCGCGTCCGGGGCAGTCCTGGAATCTCATCAACATGACCCGCAGTT
TCCTGAATGCCTGCACCTCGCTAT 
>Escherichia coli K-12 reverse 1778806_1778887 
CGCAAAGTAAAAATAGCCAAACATCTTCGTTATGGGATGCATTTGCCTATACGTTAG
CCATTCTTTACTACGAAAATTTTA 
>Escherichia coli K-12 1810467_1810548 
CAACCTTTTACCTTAAGGTTCCGGAAGGCTGGTTCATTCCGGCTGATGCGCTACAAG
GAATGGTGCTGGGTTATTTGAGCC 
>Escherichia coli K-12 4237226_4237307 
GGGCAGGCAAAAAATCAATCTTGATCCCGATATCGTCCGCGTTGCCGAACGCGGTAA
CCCGCCGTTGCAGGGCAACTACAC 
>Escherichia coli K-12 1005234_1005315 
TGATTTGTATGGAAAAAATCTATGCCTATGCGGGATATATCGCCATCAATATTTCAT
CGCCGAATACCCCAGGATTACGCA 
>Escherichia coli K-12 reverse 3803558_3803639 
ACTCAGTCATTCCCGCGCCCGAGGAAGGTGAAACGGCAACGTTTATTTATGTTGGGC
GTATGAAATTTGAAGGCCAGAAAA 
>Escherichia coli K-12 2611046_2611127 
GCGGCGGTATTTTCCACGATCTCTACAGCGTCTGGGGCGGTAGCGACACCATTGTCC
CCATTGATGTTTGGATCCCCGGCT 


